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214 qIforensicIpopulationIdatabaseIinIulISalvadorjIehISTRsIandIidISéPsWIForensichSciencehInternational:h
GeneticsUI2021UIegUIaYbfdf 4.3 0

213 WholeVexomeIanalysisIinITunisianIymazighenIandIqrabsIshowsItheIimpactIofIdemographyIinI
functionalIvariationWIScientifichReportsUI2021UIaaUIbaabe 4.9 1

212 TheIsounteractingIuffectsIofItemographyIonIvunctionalIwenomicIVariationjITheIRomaIParadigmWI
MolecularhBiologyhandhEvolutionUI2021UIchUIbhYdVbhag 8.3 4

211 weneticIoriginsUIsingularityUIandIheterogeneityIofIrasquesWICurrenthBiologyUI2021UIcaUIbafgVbaggWed 6.3 5

210 qdmixtureIxasIShapedIRomaniIweneticItiversityIinIslinicallyIRelevantIVariantsWIFrontiershinhGenetics
UI2021UIabUIfhchhY 4.5 3

209 qutosomalIgeneticsIandIYVchromosomeIhaplogroupILabVãcagIrevealIãountILebanonIãaronitesIasI
aIpersistentlyInonVemigratingIpopulationWIEuropeanhJournalhofhHumanhGeneticsUI2021UIbiUIehaVeib 5.3

208 SecondIwxuPVySvwIexerciseIforItVyjIKtéqVledKIvictimsPIidentificationIinIaIsimulatedIairIcrashWI
ForensichSciencehInternational:hGeneticsUI2021UIecUIaYbebg 4.3 1

207 TheIYIshromosomeWIEvolutionaryhStudiesUI2021UIabaVacf 2.5

206 RecentIsommonIOriginUIReducedIPopulationISizeUIandIãarkedIqdmixtureIxaveIShapedIuuropeanI
RomaIwenomesWIMolecularhBiologyhandhEvolutionUI2020UIcgUIcageVcahg 8.3 4

205 TheIplaceIofImetropolitanIvranceIinItheIuuropeanIgenomicIlandscapeWIHumanhGeneticsUI2020UIaciUIaYiaVaaYe6.3 0

204 SexVbiasedIpatternsIshapedItheIgeneticIhistoryIofIRomaWIScientifichReportsUI2020UIaYUIaddfd 4.9 3

203 uuropeanIRomaIgroupsIshowIcomplexIWestIuurasianIadmixtureIfootprintsIandIaIcommonISouthI
qsianIgeneticIoriginWIPLoShGeneticsUI2019UIaeUIeaYYhdag 6 15

202 PatternsIofIgeneticIstructureIandIadaptiveIpositiveIselectionIinItheILithuanianIpopulationIfromI
highVdensityISéPIdataWIScientifichReportsUI2019UIiUIiafc 4.9 5

201 TheIParallelILivesIofIxumanIYIshromosomeILineagesIqcrossItheIStraitIofIwibraltarI2019UIbagVbca

200 PeopleIfromIybizajIanIunexpectedIisolateIinItheIWesternIãediterraneanWIEuropeanhJournalhofh
HumanhGeneticsUI2019UIbgUIidaViea 5.3 12

199 TheIgeneticIlandscapeIofIãediterraneanIéorthIqfricanIpopulationsIthroughIcompleteImttéqI
sequencesWIAnnalshofhHumanhBiologyUI2018UIdeUIihVaYd 1.7 10

198 TheIblackIlegendIonItheISpanishIpresenceIinItheIlowIcountriesjIVerifyingIsharedIbeliefsIonIgeneticI
ancestryWIAmericanhJournalhofhPhysicalhAnthropologyUI2018UIaffUIbaiVbbg 2.5 4
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197 SequenceIdiversityIofItheIRhIbloodIgroupIsystemIinIrasquesWIEuropeanhJournalhofhHumanhGeneticsUI
2018UIbfUIaheiVahff 5.3 4

196 qncientItéqIofIPhoenicianIremainsIindicatesIdiscontinuityIinItheIsettlementIhistoryIofIybizaWI
ScientifichReportsUI2018UIhUIagefg 4.9 14

195 YVchromosomalIsequencesIofIdiverseIyndianIpopulationsIandItheIancestryIofItheIqndamaneseWI
HumanhGeneticsUI2017UIacfUIdiiVeaY 6.3 11

194 LengthIandIrepeatVsequenceIvariationIinIehISTRsIandIidISéPsIinItwoISpanishIpopulationsWIForensich
SciencehInternational:hGeneticsUI2017UIcYUIffVgY 4.3 17

193 SatisfactionIWithIãethadoneIandIOpioidIReceptorIwenesIPolymorphismsIinITreatmentVRefractoryI
xeroinVtependentIPatientsWIJournalhofhClinicalhPsychopharmacologyUI2017UIcgUIcghVchY 1.7 2

192 sharacterizationIofItheIyberianIYIchromosomeIhaplogroupIRVtvbgIinIéorthernISpainWIForensich
SciencehInternational:hGeneticsUI2017UIbgUIadbVadh 4.3 13

191 qnalysisIofItheIRabVtvbgIhaplogroupIshowsIthatIaIlargeIfractionIofIyberianIYVchromosomeIlineagesI
originatedIrecentlyIinIsituWIScientifichReportsUI2017UIgUIgcda 4.9 21

190 WholeIYVchromosomeIsequencesIrevealIanIextremelyIrecentIoriginIofItheImostIcommonIéorthI
qfricanIpaternalIlineageIuVãahcIQãhaRWIScientifichReportsUI2017UIgUIaeida 4.9 15

189 TheIYIchromosomeIasItheImostIpopularImarkerIinIgeneticIgenealogyIbenefitsIinterdisciplinaryI
researchWIHumanhGeneticsUI2017UIacfUIeeiVegc 6.3 48

188 TheIunexpectedIcoVoccurrenceIofIwRéIandIãqPTIpWqaebTIinIrasqueIfamiliesjIslinicalIandI
pathologicalIcharacteristicsWIPLoShONEUI2017UIabUIeYaghYic 3.7 5

187 SignaturesIofIuvolutionaryIqdaptationIinIQuantitativeITraitILociIynfluencingITraceIulementI
xomeostasisIinILiverWIMolecularhBiologyhandhEvolutionUI2016UIccUIgchVed 8.3 16

186 qnIassessmentIofIaImassivelyIparallelIsequencingIapproachIforItheIidentificationIofIindividualsI
fromImassIgravesIofItheISpanishIsivilIWarIQaicfVaiciRWIElectrophoresisUI2016UIcgUIbhdaVbhdg 3.6 16

185 sombinedIepigeneticIandIintraspecificIvariationIofItheItRtdIandISuRTIgenesIinfluenceInoveltyI
seekingIbehaviorIinIgreatItitIParusImajorWIEpigeneticsUI2015UIaYUIeafVbe 5.7 50

184 éoIãajorIxostIweneticIRiskIvactorIsontributedItoIqQxaéaRbYYiIynfluenzaISeverityWIPLoShONEUI2015
UIaYUIeYaceihc 3.7 12

183 weneticIxeterogeneityIinIqlgerianIxumanIPopulationsWIPLoShONEUI2015UIaYUIeYachdec 3.7 26

182 YVchromosomeIdiversityIinIsatalanIsurnameIsamplesjIinsightsIintoIsurnameIoriginIandIfrequencyWI
EuropeanhJournalhofhHumanhGeneticsUI2015UIbcUIaediVeg 5.3 34

181 ãendelianIgenesIforIParkinsonPsIdiseaseIcontributeItoItheIsporadicIformsIofItheIdiseaseWIHumanh
MolecularhGeneticsUI2015UIbdUIbYbcVcd 5.6 20

180 RecentIradiationIofIRVãbfiIandIhighIYVSTRIhaplotypeIresemblanceIconfirmedWIAnnalshofhHumanh
GeneticsUI2014UIghUIbecVd 2.2 19
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179 sonsistencyIofImetagenomicIassignmentIprogramsIinIsimulatedIandIrealIdataWIBMChBioinformaticsUI
2014UIaeUIiY 3.6 14

178 PredictiveIfactorsIofIsevereImultilobarIpneumoniaIandIshockIinIpatientsIwithIinfluenzaWIEmergencyh
MedicinehJournalUI2014UIcaUIcYaVg 1.5 3

177 tirectIsquencingIfromItheIminimalInumberIofItéqImoleculesIneededItoIfillIaIdedIpicotiterplateWI
PLoShONEUI2014UIiUIeigcgi 3.7 10

176 weneticIcomparisonIofItheIheadIofIxenriIyVIandItheIpresumptiveIbloodIfromILouisIXVyIQbothIKingsI
ofIvranceRWIForensichSciencehInternationalUI2013UIbbfUIchVdY 2.6 12

175 qInewImethodIforIextractingIskinImicrobesIallowsImetagenomicIanalysisIofIwholeVdeepIskinWIPLoSh
ONEUI2013UIhUIegdiad 3.7 16

174 uffectivenessIofIhandIhygieneIandIprovisionIofIinformationIinIpreventingIinfluenzaIcasesIrequiringI
hospitalizationWIPreventivehMedicineUI2012UIedUIdcdVi 4.3 38

173 StaphylococcusIprevailsIinItheIskinImicrobiotaIofIlongVtermIimmunodeficientImiceWIEnvironmentalh
MicrobiologyUI2012UIadUIbYhgVih 5.2 12

172 RecombinationIgivesIaInewIinsightIinItheIeffectiveIpopulationIsizeIandItheIhistoryIofItheIoldIworldI
humanIpopulationsWIMolecularhBiologyhandhEvolutionUI2012UIbiUIbeVcY 8.3 24

171 YVchromosomeIanalysisIinIindividualsIbearingItheIrasarabInameIofItheIfirstIdynastyIofIWallachianI
kingsWIPLoShONEUI2012UIgUIedahYc 3.7 9

170 YVchromosomeIdiversityIinIéativeIãexicansIrevealsIcontinentalItransitionIofIgeneticIstructureIinI
theIqmericasWIAmericanhJournalhofhPhysicalhAnthropologyUI2012UIadhUIcieVdYe 2.5 19

169 RecombinationInetworksIasIgeneticImarkersIinIaIhumanIvariationIstudyIofItheIOldIWorldWIHumanh
GeneticsUI2012UIacaUIfYaVac 6.3 7

168 SurnameIandIYIchromosomeIinISouthernIuuropejIaIcaseIstudyIwithIsolomXsolomboWIEuropeanh
JournalhofhHumanhGeneticsUI2012UIbYUIbaaVf 5.3 18

167 SearchIforIgeneticIassociationIbetweenIygqInephropathyIandIcandidateIgenesIselectedIbyIfunctionI
orIbyIgeneImappingIatIlociIywqébIandIywqécWINephrologyhDialysishTransplantationUI2012UIbgUIbcbhVcg 4.3 15

166 weneticIanalysisIofItheIpresumptiveIbloodIfromILouisIXVyUIKingIofIvranceWIForensichScienceh
International:hGeneticsUI2011UIeUIdeiVfc 4.3 12

165 SimilarityIinIrecombinationIrateIestimatesIhighlyIcorrelatesIwithIgeneticIdifferentiationIinIhumansWI
PLoShONEUI2011UIfUIeagiac 3.7 13

164 qIgenomicIanalysisIidentifiesIaInovelIcomponentIinItheIgeneticIstructureIofIsubVSaharanIqfricanI
populationsWIEuropeanhJournalhofhHumanhGeneticsUI2011UIaiUIhdVh 5.3 29

163 weneticIadaptationIofItheIantibacterialIhumanIinnateIimmunityInetworkWIBMChEvolutionaryhBiologyUI
2011UIaaUIbYb 3 20

162 RecentIhumanIevolutionIhasIshapedIgeographicalIdifferencesIinIsusceptibilityItoIdiseaseWIBMCh
GenomicsUI2011UIabUIee 4.5 22
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161 ãitochondrialItéqIstructureIinIéorthIqfricaIrevealsIaIgeneticIdiscontinuityIinItheIéileIValleyWI
AmericanhJournalhofhPhysicalhAnthropologyUI2011UIadeUIaYgVag 2.5 34

160 yRiSjIconstructionIofIqRwInetworksIatIgenomicIscalesWIBioinformaticsUI2011UIbgUIbddhVeY 7.2 13

159 ynsightsIintoItheIdemographicIhistoryIofIqfricanIPygmiesIfromIcompleteImitochondrialIgenomesWI
MolecularhBiologyhandhEvolutionUI2011UIbhUIaYiiVaaY 8.3 83

158 ReconstructingItheIyndianIoriginIandIdispersalIofItheIuuropeanIRomajIaImaternalIgeneticI
perspectiveWIPLoShONEUI2011UIfUIeaeihh 3.7 53

157 vragmentationIofIcontaminantIandIendogenousItéqIinIancientIsamplesIdeterminedIbyIshotgunI
sequencingkIprospectsIforIhumanIpalaeogenomicsWIPLoShONEUI2011UIfUIebdafa 3.7 38

156 SequenceIvariationIandIgeneticIevolutionIatItheIhumanIvabIlocusjImappingIquantitativeItraitI
nucleotidesIthatIinfluenceIvXyyIplasmaIlevelsWIHumanhMolecularhGeneticsUI2010UIaiUIeagVbe 5.6 24

155 qInewImethodItoIreconstructIrecombinationIeventsIatIaIgenomicIscaleWIPLoShComputationalhBiology
UI2010UIfUIeaYYaYaY 5 13

154 qIgenomeVwideIsurveyIdoesInotIshowItheIgeneticIdistinctivenessIofIrasquesWIHumanhGeneticsUI
2010UIabgUIdeeVh 6.3 40

153 qfricanIsignaturesIofIrecentIpositiveIselectionIinIhumanIvOXyaWIBMChEvolutionaryhBiologyUI2010UIaYUIbfg 3 3

152 xumanIpseudogenesIofItheIqrOIfamilyIshowIaIcomplexIevolutionaryIdynamicsIandIlossIofI
functionWIGlycobiologyUI2009UIaiUIehcVia 5.8 12

151 ynterrogatingIaaIfastVevolvingIgenesIforIsignaturesIofIrecentIpositiveIselectionIinIworldwideI
humanIpopulationsWIMolecularhBiologyhandhEvolutionUI2009UIbfUIbbheVig 8.3 20

150 qInaturalIhistoryIofIvUTbIpolymorphismIinIhumansWIMolecularhBiologyhandhEvolutionUI2009UIbfUIaiicVbYYc8.3 169

149 weneticIandIdemographicIimplicationsIofItheIrantuIexpansionjIinsightsIfromIhumanIpaternalI
lineagesWIMolecularhBiologyhandhEvolutionUI2009UIbfUIaehaVi 8.3 93

148 OnItheIoriginsIandIadmixtureIofIãalagasyjInewIevidenceIfromIhighVresolutionIanalysesIofIpaternalI
andImaternalIlineagesWIMolecularhBiologyhandhEvolutionUI2009UIbfUIbaYiVbd 8.3 112

147 ãinimizingIrecombinationsIinIconsensusInetworksIforIphylogeographicIstudiesWIBMChBioinformatics
UI2009UIaYISupplIaUISgb 3.6 11

146 tecayIofIlinkageIdisequilibriumIwithinIgenesIacrossIxwtPVsuPxIhumanIsamplesjImostIpopulationI
isolatesIdoInotIshowIincreasedILtWIBMChGenomicsUI2009UIaYUIcch 4.5 16

145 LinguisticIandImaternalIgeneticIdiversityIareInotIcorrelatedIinIéativeIãexicansWIHumanhGeneticsUI
2009UIabfUIebaVca 6.3 35

144 ysolatedIpopulationsIasItreasureItrovesIinIgeneticIepidemiologyjItheIcaseIofItheIrasquesWIEuropeanh
JournalhofhHumanhGeneticsUI2009UIagUIadiYVd 5.3 16
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143 qnIevolutionaryIapproachItoItheImedicalIimplicationsIofItheItumorInecrosisIfactorIreceptorI
superfamilyImemberIacrIQTévRSvacrRIgeneWIGeneshandhImmunityUI2009UIaYUIeffVgh 4.4 8

142 qIperspectiveIonItheIhistoryIofItheIyberianIgypsiesIprovidedIbyIphylogeographicIanalysisIofI
YVchromosomeIlineagesWIAnnalshofhHumanhGeneticsUI2008UIgbUIbaeVbg 2.2 39

141 weneticIoriginUIadmixtureUIandIasymmetryIinImaternalIandIpaternalIhumanIlineagesIinIsubaWIBMCh
EvolutionaryhBiologyUI2008UIhUIbac 3 84

140 StatisticalIpowerIanalysisIofIneutralityItestsIunderIdemographicIexpansionsUIcontractionsIandI
bottlenecksIwithIrecombinationWIGeneticsUI2008UIagiUIeeeVfg 4 208

139 vqrSyãjIaIsoftwareIforIgeneratingIvSTIdistributionsIwithIvariousIascertainmentIbiasesWI
BioinformaticsUI2008UIbdUIbgiYVa 7.2 8

138 PotentialITransmissionIofIxumanIPolyomavirusesIthroughItheIwastrointestinalITractIafterI
uxposureItoIVirionsIorIViralItéqWIJournalhofhVirologyUI2008UIhbUIhbddVhbdd 6.6 78

137 ralancingIselectionIisItheImainIforceIshapingItheIevolutionIofIinnateIimmunityIgenesWIJournalhofh
ImmunologyUI2008UIahaUIacaeVbb 5.3 150

136 SéPIanalysisItoIresultsIQSéPatorRjIaIwebVbasedIenvironmentIorientedItoIstatisticalIgenomicsI
analysesIuponISéPIdataWIBioinformaticsUI2008UIbdUIafdcVd 7.2 57

135 ustimatingItheIancestralIrecombinationsIgraphIQqRwRIasIcompatibleInetworksIofISéPIpatternsWI
JournalhofhComputationalhBiologyUI2008UIaeUIaaccVed 1.7 19

134 TheIãediterraneanIparadoxIforIsusceptibilityIfactorsIinIcoronaryIheartIdiseaseIextendsItoIgeneticsWI
AnnalshofhHumanhGeneticsUI2008UIgbUIdhVef 2.2 11

133 uvolutionaryIdynamicsIofItheIhumanIqrOIgeneWIHumanhGeneticsUI2008UIabdUIabcVce 6.3 75

132 sisVactingIfactorsIpromotingItheIsqwIintergenerationalIinstabilityIinIãachadoVzosephIdiseaseWI
AmericanhJournalhofhMedicalhGeneticshParthB:hNeuropsychiatrichGeneticsUI2008UIadgrUIdciVdf 3.5 18

131 qdmixtureIandIsexualIbiasIinItheIpopulationIsettlementIofILaIRˆ'unionIyslandIQyndianIOceanRWI
AmericanhJournalhofhPhysicalhAnthropologyUI2008UIacfUIaYYVg 2.5 9

130 TheIgeneticIlegacyIofIreligiousIdiversityIandIintolerancejIpaternalIlineagesIofIshristiansUIzewsUIandI
ãuslimsIinItheIyberianIPeninsulaWIAmericanhJournalhofhHumanhGeneticsUI2008UIhcUIgbeVcf 11 151

129 SignaturesIofIselectionIinItheIhumanIolfactoryIreceptorIOReyaIgeneWIMolecularhBiologyhandh
EvolutionUI2008UIbeUIaddVed 8.3 24

128 PhylogeographyIofItheIhumanImitochondrialILacIhaplogroupjIgeneticIsignaturesIofItheIprehistoryI
ofIsentralIqfricaWIMolecularhPhylogeneticshandhEvolutionUI2007UIdcUIfceVdd 4.1 43

127 qllelicIandIgenotypicIassociationsIofItRtbITaqyIqIpolymorphismIwithIheroinIdependenceIinI
SpanishIsubjectsjIaIcaseIcontrolIstudyWIBehavioralhandhBrainhFunctionsUI2007UIcUIbe 4.1 31

126 uxtremeIindividualImarkerIvQSTIRvaluesIdoInotIimplyIpopulationVspecificIselectionIinIhumansjItheI
éRwaIexampleWIHumanhGeneticsUI2007UIabaUIgeiVfb 6.3 20
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125 qsianIoriginIforItheIworldwideVspreadImutationalIeventIinIãachadoVzosephIdiseaseWIArchiveshofh
NeurologyUI2007UIfdUIaeYbVh 50

124 qIhighlyIdivergentImttéqIsequenceIinIaIéeandertalIindividualIfromIytalyWICurrenthBiologyUI2006UIafUIRfcYVb6.3 71

123 ãitochondrialItéqIofIanIyberianIéeandertalIsuggestsIaIpopulationIaffinityIwithIotherIuuropeanI
éeandertalsWICurrenthBiologyUI2006UIafUIRfbiVcY 6.3 63

122 TheIportabilityIofItagSéPsIacrossIpopulationsjIaIworldwideIsurveyWIGenomehResearchUI2006UIafUIcbcVcY 9.7 72

121 TheIgeneticsIofIpreVRomanIyberianIPeninsulajIqImttéqIstudyIofIancientIyberiansWIInternationalh
CongresshSeriesUI2006UIabhhUIadbVadd 1

120 PaternalIandImaternalIlineagesIinItheIralkansIshowIaIhomogeneousIlandscapeIoverIlinguisticI
barriersUIexceptIforItheIisolatedIqromunsWIAnnalshofhHumanhGeneticsUI2006UIgYUIdeiVhg 2.2 86

119 ãicroVphylogeographicIandIdemographicIhistoryIofIPortugueseImaleIlineagesWIAnnalshofhHumanh
GeneticsUI2006UIgYUIahaVid 2.2 73

118 ãitochondrialItéqIrevealsIaIstrongIphylogeographicIstructureIinItheIbadgerIacrossIuurasiaWI
MolecularhEcologyUI2006UIaeUIaYYgVbY 5.7 83

117 qImultistepImutationImechanismIdrivesItheIevolutionIofItheIsqwIrepeatIatIãztXSsqcIlocusWI
EuropeanhJournalhofhHumanhGeneticsUI2006UIadUIicbVdY 5.3 24

116 uxtremeIpopulationIdifferencesIacrossIéeuregulinIaIgeneUIwithIimplicationsIforIassociationIstudiesWI
MolecularhPsychiatryUI2006UIaaUIffVge 15.1 79

115 xumanIvgIsequenceIisIsplitIintoIthreeIdeepIcladesIthatIareIrelatedItoIvVyyIplasmaIlevelsWIHumanh
GeneticsUI2006UIaahUIgdaVea 6.3 12

114 TheIprionIproteinIgeneIinIhumansIrevisitedjIlessonsIfromIaIworldwideIresequencingIstudyWIGenomeh
ResearchUI2006UIafUIbcaVi 9.7 27

113 PaternalIandImaternalIlineagesIinItheIralkansIshowIaIhomogeneousIlandscapeIoverIlinguisticI
barriersUIexceptIforItheIisolatedIqromunsWIAnnalshofhHumanhGeneticsUI2006UIYfYgbaYhbcchYdg 2.2 1

112 TheIgeneticsIofItheIpreVRomanIyberianIPeninsulajIaImttéqIstudyIofIancientIyberiansWIAnnalshofh
HumanhGeneticsUI2005UIfiUIeceVdh 2.2 36

111 xaplotypeItaggingIefficiencyIinIworldwideIpopulationsIinIsTLqdIgeneWIGeneshandhImmunityUI2005UIfUIfdfVeg4.4 21

110 qssessingItheIsignaturesIofIselectionIinIPRéPIfromIpolymorphismIdatajIresultsIsupportIKreitmanI
andItiIRienzoPsIopinionWITrendshinhGeneticsUI2005UIbaUIchiVia 8.5 18

109 ãutationIratesIatIYIchromosomeIspecificImicrosatellitesWIHumanhMutationUI2005UIbfUIebYVh 4.7 123

108
rriefIcommunicationjImttéqIvariationIinIéorthIsameroonjIlackIofIqsianIlineagesIandIimplicationsI
forIbackImigrationIfromIqsiaItoIsubVSaharanIqfricaWIAmericanhJournalhofhPhysicalhAnthropologyUI2005
UIabhUIfghVha

2.5 39
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107 éeandertalIevolutionaryIgeneticsjImitochondrialItéqIdataIfromItheIiberianIpeninsulaWIMolecularh
BiologyhandhEvolutionUI2005UIbbUIaYggVha 8.3 98

106 ydentificationIofIaInovelIfounderImutationIinItheItYSvIgeneIcausingIclinicalIvariabilityIinItheI
SpanishIpopulationWIArchiveshofhNeurologyUI2005UIfbUIabefVi 49

105 qIcommonIhaplotypeIassociatedIwithItheIrasqueIbcfbqwIVVnITsqTsTImutationIinItheImuscularI
calpainVcIgeneWIHumanhBiologyUI2004UIgfUIgcaVda 1.2 13

104 ãicrosatelliteIvariationIandIevolutionaryIhistoryIofIPstxXXYIgeneIpairIwithinItheIXqbaWcXYpaaWbI
hominidVspecificIhomologyIblockWIMolecularhBiologyhandhEvolutionUI2004UIbaUIbYibVaYa 8.3 9

103 TheIanalysisIofIvariationIofImttéqIhypervariableIregionIaIsuggestsIthatIuasternIandIWesternI
PygmiesIdivergedIbeforeItheIrantuIexpansionWIAmericanhNaturalistUI2004UIafcUIbabVbf 3.7 66

102 uvolutionIofItheIOIallelesIofItheIhumanIqrOIbloodIgroupIgeneWITransfusionUI2004UIddUIgYgVae 2.9 42

101 qdmixtureUImigrationsUIandIdispersalsIinIsentralIqsiajIevidenceIfromImaternalItéqIlineagesWI
EuropeanhJournalhofhHumanhGeneticsUI2004UIabUIdieVeYd 5.3 125

100 ynsightsIintoItheIwesternIrantuIdispersaljImttéqIlineageIanalysisIinIqngolaWIHumanhGeneticsUI2004UI
aaeUIdciVdg 6.3 60

99 somparativeIgeneticsIofIfunctionalItrinucleotideItandemIrepeatsIinIhumansIandIapesWIJournalhofh
MolecularhEvolutionUI2004UIeiUIcbiVci 3.1 26

98 qluIinsertionIpolymorphismsIinItheIralkansIandItheIoriginsIofItheIqromunsWIAnnalshofhHumanh
GeneticsUI2004UIfhUIabYVg 2.2 30

97 ãitochondrialItéqIheterogeneityIinITunisianIrerbersWIAnnalshofhHumanhGeneticsUI2004UIfhUIbbbVcc 2.2 77

96 TheIwestIsideIstoryjIãuvVIhaplotypeIinISpanishIvãvIpatientsIandIcontrolsUIandIevidenceIofIhighILtI
andIaIrecombinationIKhotVspotKIatItheIãuvVIlocusWIHumanhMutationUI2004UIbcUIcii 4.7 29

95 uvidenceIforImutationalIcisVactingIfactorsIaffectingImutagenesisIinItheIornithineItranscarbamylaseI
geneWIHumanhMutationUI2004UIbdUIbgc 4.7 4

94 VariationIofItheIprionIgeneIinIchimpanzeesIandIitsIimplicationIforIprionIdiseasesWINeuroscienceh
LettersUI2004UIceeUIaegVfY 3.3 6

93 weographicIstratificationIofIlinkageIdisequilibriumjIaIworldwideIpopulationIstudyIinIaIregionIofI
chromosomeIbbWIHumanhGenomicsUI2004UIaUIciiVdYi 6.8 11

92 qdvancedIglossaryIonIgeneticIepidemiologyWIJournalhofhEpidemiologyhandhCommunityhHealthUI2003UI
egUIefbVd 5.1 5

91 WIPsychiatrichGeneticsUI2003UIacUIheViY 2.9 1

90 zointIanalysisIofIcandidateIgenesIrelatedItoIqlzheimerPsIdiseaseIinIaISpanishIpopulationWIPsychiatrich
GeneticsUI2003UIacUIheViY 2.9 22
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89 qIrecentIshiftIfromIpolygynyItoImonogamyIinIhumansIisIsuggestedIbyItheIanalysisIofIworldwideI
YVchromosomeIdiversityWIJournalhofhMolecularhEvolutionUI2003UIegUIheVig 3.1 74

88 qssociationIstudyIbetweenIqlzheimerPsIdiseaseIandIgenesIinvolvedIinIqbetaIbiosynthesisUI
aggregationIandIdegradationjIsuggestiveIresultsIwithIrqsuaWIJournalhofhNeurologyUI2003UIbeYUIiefVfa 5.5 38

87 xighIlevelIofImaleVbiasedIScandinavianIadmixtureIinIwreenlandicIynuitIshownIbyIYVchromosomalI
analysisWIHumanhGeneticsUI2003UIaabUIcecVfc 6.3 57

86 tynamicsIofIsqwIrepeatIlociIrevealedIbyItheIanalysisIofItheirIvariabilityWIHumanhMutationUI2003UIbaUIfaVgY4.7 21
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