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85 TheNñirstNMicrobialNColonizersNofNtheNαumanNGutrNCompositiondNyctivitiesdNandNαealthNβmplicationsNofN
theNβnfantNGutNMicrobiotafNMicrobiologyiandiMoleculariBiologyiReviewsdN2017dNpidN 13.2 626

84 ProbioticsdNgutNmicrobiotadNandNtheirNinfluenceNonNhostNhealthNandNdiseasefNMoleculariNutritioniandi
FoodiResearchdN2017dNnidNinhhjlh 5.9 442

83 yssessmentNofNtheNbacterialNdiversityNofNbreastNmilkNofNhealthyNwomenNbyNquantitativeNrealetimeN
PCRfNLettersiiniAppliediMicrobiologydN2009dNlpdNmjkep 2.9 169

82 yssessmentNofNtheNmicrobialNdiversityNofNzrazilianNkefirNgrainsNbyNPCReDGGíNandNpyrosequencingN
analysisfNFoodiMicrobiologydN2012dNkidNjimeji 6 160

81 ViabilityNandNdiversityNofNprobioticNLactobacillusNandNzifidobacteriumNpopulationsNincludedNinN
commercialNfermentedNmilksfNFoodiResearchiInternationaldN2004dNkodNpkqepmh 7 158

80 yntibioticNsusceptibilityNofNLactobacillusNandNzifidobacteriumNspeciesNfromNtheNhumanN
gastrointestinalNtractfNCurrentiMicrobiologydN2005dNmhdNjhjeo 2.4 133

79 βncidenceNofNStaphylococcusNaureusNandNanalysisNofNassociatedNbacterialNcommunitiesNonNfoodN
industryNsurfacesfNAppliediandiEnvironmentaliMicrobiologydN2012dNopdNpmloeml 4.8 129

78 zifidobacteriaNandNTheirNαealthePromotingNíffectsfNMicrobiologyiSpectrumdN2017dNmdN 8.9 126

77 zifidobacteriaNandNTheirNMolecularNCommunicationNwithNtheNβmmuneNSystemfNFrontiersiini
MicrobiologydN2017dNpdNjklm 5.7 125

76 MicrobiologicalNsurveyNofNtheNhumanNgastricNecosystemNusingNculturingNandNpyrosequencingN
methodsfNMicrobialiEcologydN2013dNnmdNonkeoj 4.4 123

75 βmpactNofNnextNgenerationNsequencingNtechniquesNinNfoodNmicrobiologyfNCurrentiGenomicsdN2014dNimdNjqkekhq2.6 120

74 ProbioticNpotentialNofNselectedNlacticNacidNbacteriaNstrainsNisolatedNfromNzrazilianNkefirNgrainsfN
JournaliofiDairyiSciencedN2015dNqpdNknjjekj 4 111

73 StaphylococcusNepidermidisrNaNdifferentialNtraitNofNtheNfecalNmicrobiotaNofNbreastefedNinfantsfNBMCi
MicrobiologydN2008dNpdNilk 4.5 109

72 βntestinalNzacteriaNβnterplayNWithNzileNandNCholesterolNMetabolismrNβmplicationsNonNαostN
PhysiologyfNFrontiersiiniPhysiologydN2019dNihdNipm 4.6 96

71 yntimicrobialNsusceptibilityNofNlacticNacidNbacteriaNisolatedNfromNaNcheeseNenvironmentfNCanadiani
JournaliofiMicrobiologydN2005dNmidNmiep 3.2 95

70 StaphylococcusNepidermidisNstrainsNisolatedNfromNbreastNmilkNofNwomenNsufferingNinfectiousN
mastitisrNpotentialNvirulenceNtraitsNandNresistanceNtoNantibioticsfNBMCiMicrobiologydN2009dNqdNpj 4.5 94

69
DiversityNandNevolutionNofNtheNmicrobialNpopulationsNduringNmanufactureNandNripeningNofNCasˆ›ndNaN
traditionalNSpanishdNstarterefreeNcheeseNmadeNfromNcowVsNmilkfNInternationaliJournaliofiFoodi
MicrobiologydN2009dNikndNllemi
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68 zacteriocinsNproducedNbyNwildNLactococcusNlactisNstrainsNisolatedNfromNtraditionaldNstarterefreeN
cheesesNmadeNofNrawNmilkfNInternationaliJournaliofiFoodiMicrobiologydN2010dNilkdNnien 5.8 77

67 TheNbacteriocinNnisindNanNeffectiveNagentNforNtheNtreatmentNofNstaphylococcalNmastitisNduringN
lactationfNJournaliofiHumaniLactationdN2008dNjldNkiien 2.6 77

66 SubtractiveNscreeningNforNprobioticNpropertiesNofNlactobacillusNspeciesNfromNtheNhumanN
gastrointestinalNtractNinNtheNsearchNforNnewNprobioticsfNJournaliofiFoodiSciencedN2007dNojdNMkihem 3.4 74

65 PCReDGGíNassessmentNofNtheNbacterialNdiversityNofNbreastNmilkNinNwomenNwithNlactationalNinfectiousN
mastitisfNBMCiInfectiousiDiseasesdN2008dNpdNmi 4 72

64 DiversityNofNthermophilicNbacteriaNinNrawdNpasteurizedNandNselectivelyeculturedNmilkdNasNassessedNbyN
culturingdNPCReDGGíNandNpyrosequencingfNFoodiMicrobiologydN2013dNkndNihkeii 6 69

63
ComparativeNphenotypicNandNmolecularNgeneticNprofilingNofNwildNLactococcusNlactisNsubspfNlactisN
strainsNofNtheNLfNlactisNsubspfNlactisNandNLfNlactisNsubspfNcremorisNgenotypesdNisolatedNfromN
starterefreeNcheesesNmadeNofNrawNmilkfNAppliediandiEnvironmentaliMicrobiologydN2011dNoodNmkjlekm

4.8 69

62 yssessmentNofNtheNbacterialNdiversityNofNhumanNcolostrumNandNscreeningNofNstaphylococcalNandN
enterococcalNpopulationsNforNpotentialNvirulenceNfactorsfNResearchiiniMicrobiologydN2008dNimqdNmqmenhi 4 68

61 ScreeningNofNexopolysaccharideeproducingNLactobacillusNandNzifidobacteriumNstrainsNisolatedNfromN
theNhumanNintestinalNmicrobiotafNAppliediandiEnvironmentaliMicrobiologydN2007dNokdNlkpmep 4.8 68

60 GutNmicrobiomeNcompositionalNandNfunctionalNdifferencesNbetweenNtumorNandNnonetumorNadjacentN
tissuesNfromNcohortsNfromNtheNUSNandNSpainfNGutiMicrobesdN2015dNndNinieoj 8.8 63

59 MolecularNPlayersNβnvolvedNinNtheNβnteractionNzetweenNzeneficialNzacteriaNandNtheNβmmuneNSystemfN
FrontiersiiniMicrobiologydN2015dNndNijpm 5.7 60

58
PhenotypicNandNgeneticNdiversityNofNLactococcusNlactisNandNínterococcusNsppfNstrainsNisolatedNfromN
NorthernNSpainNstarterefreeNfarmhouseNcheesesfNInternationaliJournaliofiFoodiMicrobiologydN2004dN
qhdNkhqeiq

5.8 55

57 CharacterizationNofNStaphylococcusNaureusNstrainsNinvolvedNinNhumanNandNbovineNmastitisfNFEMSi
ImmunologyiandiMedicaliMicrobiologydN2011dNnjdNjjmekm 53

56
zacterialNcommunitiesNandNmetabolicNactivityNofNfaecalNculturesNfromNequolNproducerNandN
noneproducerNmenopausalNwomenNunderNtreatmentNwithNsoyNisoflavonesfNBMCiMicrobiologydN2017dN
iodNqk

4.5 47

55
ProbioticNandNtechnologicalNpropertiesNofNLactobacillusNsppfNstrainsNfromNtheNhumanNstomachNinNtheN
searchNforNpotentialNcandidatesNagainstNgastricNmicrobialNdysbiosisfNFrontiersiiniMicrobiologydN2014dN
mdNonn

5.7 45

54 íquolNstatusNandNchangesNinNfecalNmicrobiotaNinNmenopausalNwomenNreceivingNlongetermNtreatmentN
forNmenopauseNsymptomsNwithNaNsoyeisoflavoneNconcentratefNFrontiersiiniMicrobiologydN2015dNndNooo 5.7 45

53 TheNhumanNgallbladderNmicrobiomeNisNrelatedNtoNtheNphysiologicalNstateNandNtheNbiliaryNmetabolicN
profilefNMicrobiomedN2019dNodNihh 16.6 42

52
zacterialNdiversityNofNtheNColombianNfermentedNmilkNPSueroNCosteˆ–oPNassessedNbyNculturingNandN
highethroughputNsequencingNandNDGGíNanalysisNofNinSNrRNyNgeneNampliconsfNFoodiMicrobiologydN
2017dNnpdNijqeikn

6 39

51 βnNvitroNevaluationNofNtheNprobioticNpropertiesNofNhumanNintestinalNzifidobacteriumNspeciesNandN
selectionNofNnewNprobioticNcandidatesfNJournaliofiAppliediMicrobiologydN2008dNihldNiiiqejo 4.7 39
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50 βdentificationNofNdominantNbacteriaNinNfecesNandNcolonicNmucosaNfromNhealthyNSpanishNadultsNbyN
culturingNandNbyNinSNrDNyNsequenceNanalysisfNDigestiveiDiseasesiandiSciencesdN2006dNmidNollemi 4 39

49 MoleculesNProducedNbyNProbioticsNandNβntestinalNMicroorganismsNwithNβmmunomodulatoryNyctivityfN
NutrientsdN2020dNijdN 6.7 39

48 βsolationNofNlactobacilliNfromNsowNmilkNandNevaluationNofNtheirNprobioticNpotentialfNJournaliofiDairyi
ResearchdN2009dNondNlipejm 1.6 38

47 ñermentationNofNcommercialNsoyNbeveragesNwithNlactobacilliNandNbifidobacteriaNstrainsNfeaturingN
highN˛†eglucosidaseNactivityfNInnovativeiFoodiScienceiandiEmergingiTechnologiesdN2019dNmidNilpeimm 6.8 38

46 CharacterizationNofNLactobacillusNsalivariusNCíCTNmoikdNaNstrainNisolatedNfromNhumanNmilkrNfromN
genotypeNtoNphenotypefNAppliediMicrobiologyiandiBiotechnologydN2012dNqldNijoqepo 5.7 36

45
RelationshipsNbetweenNtheNgenomeNandNsomeNphenotypicalNpropertiesNofNLactobacillusNfermentumN
CíCTNmoindNaNprobioticNstrainNisolatedNfromNhumanNmilkfNAppliediMicrobiologyiandiBiotechnologydN
2015dNqqdNlklkemk

5.7 35

44 PhenotypicdNgeneticNandNtechnologicalNcharacterizationNofNLactococcusNgarvieaeNstrainsNisolatedN
fromNaNrawNmilkNcheesefNInternationaliDairyiJournaldN2010dNjhdNiljeilp 3.5 34

43 SafetyNassessmentNofNtwoNprobioticNstrainsdNLactobacillusNcoryniformisNCíCTmoiiNandNLactobacillusN
gasseriNCíCTmoilfNJournaliofiAppliediMicrobiologydN2007dNihkdNiomepl 4.7 32

42 yntibioticNSusceptibilityNProfilesNofNDairyNLeuconostocdNynalysisNofNtheNGeneticNzasisNofNytypicalN
ResistancesNandNTransferNofNGenesNβnNVitroNandNinNaNñoodNMatrixfNPLoSiONEdN2016dNiidNehilmjhk 3.7 31

41 βdentificationdNtypingNandNcharacterisationNofNPropionibacteriumNstrainsNfromNhealthyNmucosaNofNtheN
humanNstomachfNInternationaliJournaliofiFoodiMicrobiologydN2011dNilqdNnmeoj 5.8 30

40 MolecularNidentificationNandNquantificationNofNtetracyclineNandNerythromycinNresistanceNgenesNinN
SpanishNandNβtalianNretailNcheesesfNBioMediResearchiInternationaldN2014dNjhildNolnpmq 3 28

39 GenomeNsequenceNofNLactococcusNgarvieaeNβPLyNkilhmdNaNbacteriocineproducingdN
tetracyclineeresistantNstrainNisolatedNfromNaNrawemilkNcheesefNJournaliofiBacteriologydN2012dNiqldNmiipeq 3.5 28

38 ypplicationNofNdensityNgradientNforNtheNisolationNofNtheNfecalNmicrobialNstoolNcomponentNandNtheN
potentialNuseNthereoffNScientificiReportsdN2015dNmdNinpho 4.9 27

37 βdentificationdNtypingdNandNfunctionalNcharacterizationNofNLeuconostocNsppfNstrainsNfromNtraditionaldN
starterefreeNcheesesfNDairyiScienceiandiTechnologydN2013dNqkdNnmoenok 26

36 ProteinaceousNMoleculesNMediatingNzifidobacteriumeαostNβnteractionsfNFrontiersiiniMicrobiologydN
2016dNodNiiqk 5.7 26

35 MicrobiotaNandNDerivedNParametersNinNñecalNSamplesNofNβnfantsNwithNNoneβgíNCowVsNMilkNProteinN
yllergyNunderNaNRestrictedNDietfNNutrientsdN2018dNihdN 6.7 26

34 βnterindividualNdifferencesNinNmicrobialNcountsNandNbiochemicaleassociatedNvariablesNinNtheNfecesNofN
healthyNSpanishNadultsfNDigestiveiDiseasesiandiSciencesdN2006dNmidNokoelk 4 24

33 TechnologicalNperformanceNofNseveralNLactococcusNandNínterococcusNstrainsNofNdairyNoriginNinNmilkfN
JournaliofiFoodiProtectiondN2002dNnmdNimqhen 2.5 23
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32
yNnovelNUαPLCNmethodNforNtheNrapidNandNsimultaneousNdeterminationNofNdaidzeindNgenisteinNandN
equolNinNhumanNurinefNJournaliofiChromatographyiB:iAnalyticaliTechnologiesiinitheiBiomedicaliandi
LifeiSciencesdN2015dNihhmdNiep

3.2 22

31 zifidobacterialNdiversityNdeterminedNbyNculturingNandNbyNinSNrDNyNsequenceNanalysisNinNfecesNandN
mucosaNfromNtenNhealthyNSpanishNadultsfNDigestiveiDiseasesiandiSciencesdN2006dNmidNipopepm 4 19

30 zacterialNanalysisNofNbreastNmilkrNaNtoolNtoNdifferentiateNRaynaudVsNphenomenonNfromNinfectiousN
mastitisNduringNlactationfNCurrentiMicrobiologydN2009dNmqdNmqenl 2.4 15

29 VariationNofNmicrobiologicalNandNbiochemicalNparametersNinNtheNfaecesNofNtwoNhealthyNpeopleNoverNaN
imNdayNperiodfNEuropeaniJournaliofiNutritiondN2004dNlkdNkomeph 5.2 14

28 ñillingNtheNgapNbetweenNcollectiondNtransportNandNstorageNofNtheNhumanNgutNmicrobiotafNScientifici
ReportsdN2019dNqdNpkjo 4.9 13

27 ProductionNofNbacteriocinsNbyNínterococcusNsppfNisolatedNfromNtraditionaldNβraniandNrawNmilkNcheesesdN
andNdetectionNofNtheirNencodingNgenesfNEuropeaniFoodiResearchiandiTechnologydN2012dNjkldNopqeoqn 3.4 13

26 GeneticNandNbiochemicalNcharacterizationNofNanNoligoe˛–eidneglucosidaseNfromNLactobacillusN
plantarumfNInternationaliJournaliofiFoodiMicrobiologydN2017dNjlndNkjekq 5.8 12

25 ReagentlessNidentificationNofNhumanNbifidobacteriaNbyNintrinsicNfluorescencefNJournaliofi
MicrobiologicaliMethodsdN2007dNnqdNihhen 2.8 12

24
CharacterisationNofNtheNtechnologicalNbehaviourNofNmixturesNofNmesophilicNlacticNacidNbacteriaN
isolatedNfromNtraditionalNcheesesNmadeNofNrawNmilkNwithoutNaddedNstartersfNInternationaliJournaliofi
DairyiTechnologydN2016dNnqdNmhoemiq

3.7 11

23 zifidobacteriaNandNTheirNαealthePromotingNíffectsN2018dNokeqp 11

22 MolecularNanalysisNofNaNchromosomeecarriedNermWzaNgeneNandNitsNflankingNinsertionNpointsNinN
LactobacillusNjohnsoniiNGlifNAntimicrobialiAgentsiandiChemotherapydN2006dNmhdNlipqeqh 5.9 10

21
UseNofNhighNthroughputNampliconNsequencingNandNethidiumNmonoazideNdyeNtoNtrackNmicrobiotaN
changesNinNanNequoleproducingNmenopausalNwomanNreceivingNaNlongetermNisoflavonesNtreatmentfN
AIMSiMicrobiologydN2019dNmdNihjeiin

4.5 10

20 βnteractionNofNβntestinalNzacteriaNwithNαumanNRotavirusNduringNβnfectionNinNChildrenfNInternationali
JournaliofiMoleculariSciencesdN2021dNjjdN 6.3 10

19
ñecalNChangesNñollowingNβntroductionNofNMilkNinNβnfantsNWithNOutgrowingNNoneβgíNCowVsNMilkN
ProteinNyllergyNyreNβnfluencedNbyNPreviousNConsumptionNofNtheNProbioticNLGGfNFrontiersiini
ImmunologydN2019dNihdNipiq

8.4 9

18 ProfilingNofNPhenolicNMetabolitesNinNñecesNfromNMenopausalNWomenNafterNLongeTermNβsoflavoneN
SupplementationfNJournaliofiAgriculturaliandiFoodiChemistrydN2016dNnldNjihen 5.7 8

17 TheNgenomeNofNzifidobacteriumNpseudocatenulatumNβPLyNknhhodNaNhumanNintestinalNstrainNwithN
isoflavoneeactivationNactivityfNGutiPathogensdN2014dNndNki 5.4 8

16 DietrNCauseNorNConsequenceNofNtheNMicrobialNProfileNofNCholelithiasisNDiseasewfNNutrientsdN2018dNihdN 6.7 7

15 DraftNGenomeNSequenceNofNThreeNyntibioticeResistantNLeuconostocNmesenteroidesNStrainsNofNDairyN
OriginfNGenomeiAnnouncementsdN2015dNkdN 6

(2015-2015)
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14 CharacterisationNofNLactobacillusNgastricusNstrainsNisolatedNfromNhumanNmilkfNInternationaliDairyi
JournaldN2014dNkqdNinoeioo 3.5 6

13 ToxigenicNmicroorganismsNinNmedicinalNplantsNusedNforNritualNprotectionNofNinfantsfNFoodiResearchi
InternationaldN2011dNlldNkhlekhq 7 5

12 MicrobialNcharacterisationNandNstabilityNofNaNfarmhouseNnaturalNfermentedNmilkNfromNSpainfN
InternationaliJournaliofiDairyiTechnologydN2010dNnkdNljkelkh 3.7 5

11 MicrobiotaNandNαumanNαealthrNcharacterizationNtechniquesNandNtransferencefNEnfermedadesi
InfecciosasiYiMicrobiologˆ›aiClˆ›nicadN2018dNkndNjliejlm 0.9 4

10 DevelopmentNandNvalidationNofNaNmultiplexNPCRebasedNDNyNmicroarrayNhybridisationNmethodNforN
detectingNbacterialNantibioticNresistanceNgenesNinNcheesefNInternationaliDairyiJournaldN2011dNjidNilqeimo 3.5 3

9 DevelopmentNofNLactobacillusNplantarumNLLlliNandNitsNplasmidecuredNderivativesNinNcheesefNJournali
ofiIndustrialiMicrobiologyiandiBiotechnologydN2003dNkhdNjineq 4.2 2

8 yNstructurallyNuniqueNñusobacteriumNnucleatumNtannaseNprovidesNdetoxicantNactivityNagainstN
gallotanninsNandNpathogenNresistancefNMicrobialiBiotechnologydN2020dN 6.3 2

7 ReplacementNofNMetaphylacticNyntimicrobialNTherapyNbyNOralNydministrationNofNMPihhNinNaNPigN
ñarmfNFrontiersiiniVeterinaryiSciencedN2021dNpdNnnnppo 3.1 2

6
βmpactNofNDietaryNβsoflavoneNSupplementationNonNtheNñecalNMicrobiotaNandNβtsNMetabolitesNinN
PostmenopausalNWomenfNInternationaliJournaliofiEnvironmentaliResearchiandiPubliciHealthdN2021dN
ipdN

4.6 2

5 genfNnovfdNspfNnovfdNaNbileeresistantNbacteriumNfromNhumanNbileNwithNautolyticNbehaviorfNInternationali
JournaliofiSystematiciandiEvolutionaryiMicrobiologydN2021dNoidN 2.2 2

4 MechanismsNofNGutNMicrobiotaNModulationNbyNñooddNProbioticsdNPrebioticsNandNMoreN2021dNplepl 0

3 ReplyrNPLetterNtoNtheNeditorNRerNDiazNMfdNetNalfNjhipdNdNilpiPfNNutrientsdN2019dNiidN 6.7

2 ívidenceNofNtheNβnNVitroNandNβnNVivoNβmmunologicalNRelevanceNofNzifidobacteriaN2018dNjqmekhm

1 SoyNandNSoyNProductsdNβsoflavonesdNíquoldNandNαealthfNAdvancesiiniEnvironmentaliEngineeringiandi
GreeniTechnologiesiBookiSeriesdN2017dNjjkejmk 0.4
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