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xylogenesis. Plant Molecular Biology, 2022, , 1.

Transcriﬁtional regulation of secondary cell wall formation and lignification. Advances in Botanical 11 4
Research, 2022, , 317-361. :

Vegetative desiccation tolerance in the resurrection plant <i>XerophytaAhumilis</i> has not evolved
through reactivation of the seed canonical LAFL regulatory network. Plant Journal, 2020, 101,
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Microanalytical techniques for phenotyping secondary xylem. IAWA Journal, 2020, 41, 356-389. 2.7 4
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Analysis of Orthologous SECONDARY WALL-ASSOCIATED NAC DOMAIN1 (SND1) Promotor Activity in
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Systems and Synthetic Biology of Forest Trees: A Bioengineering Paradigm for Woody Biomass
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Identification and functional evaluation of accessible chromatin associated with wood formation in 73 10
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Genomewide analysis of the lateral organ boundaries domain gene family in <i>Eucalyptus grandis</i>
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Navigating the transcriptional roadmap regulating plant secondary cell wall deposition. Frontiers in
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