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j Paper IF Citations

101 wngineeringXLdecodingLandLsystemsYlevelLcharacterizationLofLchimpanzeeLcytomegalovirusZZLPLoSl
PathogensXL2022XLcjXLecbcbcke 7.6 0

100 zvαtPLbindsLwRYtargetedLmRNssLbyLmultivalentLinteractionsLtoLpromoteLproteinLsynthesisLofL
transmembraneLandLsecretedLproteinsZZLNaturelCommunicationsXL2022XLceXLdidi 17.4 1

99 ®nLVitroLΨinaseYtoYPhosphositeLvatabaseLTiΨiPYvtULPredictsLΨinaseLsctivityLinLPhosphoproteomicL
vatasetsZLJournalloflProteomelResearchXL2022XLdcXLcgigYcgji 5.6 0

98 uomplementLactivationLinducesLexcessiveLTLcellLcytotoxicityLinLsevereLuOV®vYckZZLCellXL2021XL 56.2 9

97 SsRSYuoVYdLinfectionLtriggersLprofibroticLmacrophageLresponsesLandLlungLfibrosisZZLCellXL2021XLcjfXLhdfeYhdhcZedi56.2 22

96 TranscriptomicLprofilingLofLSsRSYuoVYdLinfectedLhumanLcellLlinesLidentifiesLzSPkbLasLtargetLforL
uOV®vYckLtherapyZLIScienceXL2021XLdfXLcbdcgc 6.1 72

95 vvXeLdepletionLrepressesLtranslationLofLmRNssLwithLcomplexLgSLUTRsZLNucleiclAcidslResearchXL2021
XLfkXLgeehYgegb 20.1 11

94 SwarmLαearningLforLdecentralizedLandLconfidentialLclinicalLmachineLlearningZLNatureXL2021XLgkfXLdhgYdib50.4 89

93 TheLZincLxingerLsntiviralLProteinLZsPLRestrictsLzumanLuytomegalovirusLandLSelectivelyLtindsLandL
vestabilizesLViralLaLTranscriptsZLMBioXL2021XLcdXL 7.8 8

92 SpatioYtemporalLmRNsLtrackingLinLtheLearlyLzebrafishLembryoZLNaturelCommunicationsXL2021XLcdXLeegj 17.4 7

91 SsRSYuoVYdYmediatedLdysregulationLofLmetabolismLandLautophagyLuncoversLhostYtargetingL
antiviralsZLNaturelCommunicationsXL2021XLcdXLejcj 17.4 53

90 ProteinLSynthesisLinLtheLvevelopingLNeocortexLatLNearYstomicLResolutionLRevealsLwbpcYκediatedL
NeuronalLProteostasisLatLtheLhbSLTunnelLwxitZLMolecularlCellXL2021XLjcXLebfYeddZech 17.6 8

89 uRNΨαcL®sLaLzighlyLSelectiveLRegulatorLofL®ntronYRetainingLz®VYcLandLuellularLmRNssZLMBioXL2021XL
cdXL 7.8 2

88 TemporalLomicsLanalysisLinLSyrianLhamstersLunravelLcellularLeffectorLresponsesLtoLmoderateL
uOV®vYckZLNaturelCommunicationsXL2021XLcdXLfjhk 17.4 8

87 κitogenYactivatedLproteinLkinaseLactivityLdrivesLcellLtrajectoriesLinLcolorectalLcancerZLEMBOl
MolecularlMedicineXL2021XLceXLecfcde 12 7

86 ®ntegratedLmultiYomicsLanalysisLofLRtYlossLidentifiesLwidespreadLcellularLprogrammingLandL
syntheticLweaknessesZLCommunicationslBiologyXL2021XLfXLkii 6.7 0

85 warlyL®xNY˛–LsignaturesLandLpersistentLdysfunctionLareLdistinguishingLfeaturesLofLNΨLcellsLinLsevereL
uOV®vYckZLImmunityXL2021XLgfXLdhgbYdhhkZecf 32.3 31
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84 VirusYinducedLsenescenceLisLaLdriverLandLtherapeuticLtargetLinLuOV®vYckZLNatureXL2021XLgkkXLdjeYdjk 50.4 38

83 κechanismLofLVirusLsttenuationLbyLuodonLPairLveoptimizationZLCelllReportsXL2020XLecXLcbigjh 10.6 24

82 αossLofLmacp˛¤LRibosomalLRNsLκodificationL®sLaLκajorLxeatureLofLuancerZLCelllReportsXL2020XLecXLcbihcc 10.6 26

81 ®ntegrativeLfunctionalLgenomicsLdecodesLherpesLsimplexLvirusLcZLNaturelCommunicationsXL2020XLccXLdbej17.4 23

80 TheLhumanLZuezeLandLRtκdhadiLproteinsLareLcriticalLforLPsXTYmediatedLnuclearLRNsLdecayZL
NucleiclAcidslResearchXL2020XLfjXLdgcjYdgeb 20.1 18

79 fwzPLandLy®yYxcadLκediateLTranslationYuoupledLκessengerLRNsLvecayZLCelllReportsXL2020XLeeXLcbjdhd 10.6 15

78 αongitudinalLκultiYomicsLsnalysesL®dentifyLResponsesLofLκegakaryocytesXLwrythroidLuellsXLandL
PlasmablastsLasLzallmarksLofLSevereLuOV®vYckZLImmunityXL2020XLgeXLcdkhYcecfZek 32.3 109

77 SevereLuOV®vYckL®sLκarkedLbyLaLvysregulatedLκyeloidLuellLuompartmentZLCellXL2020XLcjdXLcfckYcffbZede56.2 558

76 κutantLxUSLandLwαsVαfLTzuvULsberrantLurosstalkLinLsmyotrophicLαateralLSclerosisZLCelllReportsXL
2019XLdiXLejcjYejecZeg 10.6 35

75 TheLTranslationalLαandscapeLofLtheLzumanLzeartZLCellXL2019XLcijXLdfdYdhbZedk 56.2 210

74 SingleYcellLRNsYsequencingLofLherpesLsimplexLvirusLcYinfectedLcellsLconnectsLNRxdLactivationLtoLanL
antiviralLprogramZLNaturelCommunicationsXL2019XLcbXLfjij 17.4 51

73 uontextYspecificLregulationLofLcellLsurvivalLbyLaLmiRNsYcontrolledLt®κLrheostatZLGeneslandl
DevelopmentXL2019XLeeXLchieYchji 12.6 7

72 uodonLbiasLconfersLstabilityLtoLhumanLmRNssZLEMBOlReportsXL2019XLdbXLefjddb 6.5 43

71 wxpandingLtheLmapLofLproteinYRNsLinteractionLsitesLviaLcellLfusionLfollowedLbyLPsRYuα®PZLRNAl
BiologyXL2018XLcgXLegkYehj 4.8 7

70 NewLinsightsLintoLtheLcellularLtemporalLresponseLtoLproteostaticLstressZLELifeXL2018XLiXL 8.9 25

69 SystematicLvetectionLofLPolyTsULRNsY®nteractingLProteinsLandLTheirLvifferentialLtindingZLMethodslinl
MolecularlBiologyXL2018XLchfkXLfbgYfci 1.4 1

68 PhosphorylationLofLtheLRibosomalLProteinLRPαcdauαccLsffectsLTranslationLduringLκitosisZL
MolecularlCellXL2018XLidXLjfYkjZek 17.6 45

67 JsuUSslLsiteYspecificLidentificationLofLRNsLeditingLeventsLfromLreplicateLsequencingLdataZLBMCl
BioinformaticsXL2017XLcjXLi 3.6 43
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66 snLimmediateYlateLgeneLexpressionLmoduleLdecodesLwRΨLsignalLdurationZLMolecularlSystemslBiology
XL2017XLceXLkdj 12.2 25

65 vvXgfLregulatesLtranscriptomeLdynamicsLduringLvNsLdamageLresponseZLGenomelResearchXL2017XL
diXLceffYcegk 9.7 32

64
TranscriptomeYwideL®dentificationLofLRNsYbindingLProteinLtindingLSitesLUsingL
PhotoactivatableYRibonucleosideYwnhancedLurosslinkingL®mmunoprecipitationLTPsRYuα®PUZLCurrentl
ProtocolslinlMolecularlBiologyXL2017XLccjXLdiZhZcYdiZhZck

2.9 8

63 TranslationLofLuircRNssZLMolecularlCellXL2017XLhhXLkYdcZei 17.6 945

62 WidespreadLactivationLofLantisenseLtranscriptionLofLtheLhostLgenomeLduringLherpesLsimplexLvirusLcL
infectionZLGenomelBiologyXL2017XLcjXLdbk 18.3 24

61 RattusLnorvegicusLtNaSzRLliverLandLheartLleftLventricleLribosomalLRNsLdepletedLdirectionalLRNsL
sequencingZLBMClResearchlNotesXL2017XLcbXLekg 2.3

60 mRNsLinteractomeLcaptureLinLmammalianLcellsZLMethodsXL2017XLcdhXLejYfe 4.6 6

59 wyesLonLTranslationZLMolecularlCellXL2016XLheXLkcjYdg 17.6 16

58 TheLmRNsYboundLproteomeLofLtheLearlyLflyLembryoZLGenomelResearchXL2016XLdhXLcbbbYk 9.7 54

57 TheLαupusLsutoantigenLαaLPreventsLκisYchannelingLofLtRNsLxragmentsLintoLtheLzumanLκicroRNsL
PathwayZLMolecularlCellXL2016XLheXLccbYdf 17.6 73

56 vetectingLactivelyLtranslatedLopenLreadingLframesLinLribosomeLprofilingLdataZLNaturelMethodsXL
2016XLceXLchgYib 21.6 225

55 QuantitativeLinteractionLproteomicsLofLneurodegenerativeLdiseaseLproteinsZLCelllReportsXL2015XLccXLccefYfh10.6 62

54 RuezcLpostYtranscriptionallyLregulatesLsdbLmRNsLandLmodulatesLtheLactivityLofLtheL®ΨΨaNxY˛”tL
pathwayZLNaturelCommunicationsXL2015XLhXLiehi 17.4 74

53 uomprehensiveLProteinL®nteractomeLsnalysisLofLaLΨeyLRNsLzelicaselLvetectionLofLNovelLStressL
yranuleLProteinsZLBiomoleculesXL2015XLgXLcffcYhh 5.9 20

52 RegnaseYcLandLRoquinLRegulateLaLuommonLwlementLinL®nflammatoryLmRNssLbyLSpatiotemporallyL
vistinctLκechanismsZLCellXL2015XLchcXLcbgjYcbie 56.2 227

51 αsRPftLisLanLsUYrichLsequenceLassociatedLfactorLthatLpromotesLmRNsLaccumulationLandL
translationZLRnaXL2015XLdcXLcdkfYebg 5.8 28

50 snalysisLofLintronLsequencesLrevealsLhallmarksLofLcircularLRNsLbiogenesisLinLanimalsZLCelllReportsXL
2015XLcbXLcibYi 10.6 643

49 voRiNsLdZbYYupgradingLtheLdoRiNsLdatabaseLofLRNsLinteractionsLinLpostYtranscriptionalLregulationZL
NucleiclAcidslResearchXL2015XLfeXLvchbYi 20.1 97
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48 zighYresolutionLprofilingLofLproteinLoccupancyLonLpolyadenylatedLRNsLtranscriptsZLMethodsXL2014XL
hgXLebdYk 4.6 7

47
PsRYuα®PLTPhotoactivatableLRibonucleosideYwnhancedLurosslinkingLandL®mmunoprecipitationUlLaL
stepYbyYstepLprotocolLtoLtheLtranscriptomeYwideLidentificationLofLbindingLsitesLofLRNsYbindingL
proteinsZLMethodslinlEnzymologyXL2014XLgekXLcceYhc

1.7 68

46 sLvarietyLofLdicerLsubstratesLinLhumanLandLuZLelegansZLCellXL2014XLcgkXLccgeYcchi 56.2 80

45 TranscriptomeYWideL®dentificationLofLProteinLtindingLSitesLonLRNsLbyLPsRYuα®PL
TPhotoactivatableYRibonucleosideYwnhancedLurosslinkingLandL®mmunoprecipitationUL2014XLjiiYjkj 1

44 κOVcbL®sLaLgSLtoLeSLRNsLhelicaseLcontributingLtoLUPxcLmRNsLtargetLdegradationLbyLtranslocationL
alongLeSLUTRsZLMolecularlCellXL2014XLgfXLgieYjg 17.6 119

43 RoquinLbindingLtoLtargetLmRNssLinvolvesLaLwingedLhelixYturnYhelixLmotifZLNaturelCommunicationsXL
2014XLgXLgibc 17.4 27

42 vifferentialLproteinLoccupancyLprofilingLofLtheLmRNsLtranscriptomeZLGenomelBiologyXL2014XLcgXLRcg 18.3 44

41 RNsYbindingLproteinLRtκdbLrepressesLsplicingLtoLorchestrateLcardiacLpreYmRNsLprocessingZL
JournalloflClinicallInvestigationXL2014XLcdfXLefckYeb 15.9 129

40 ®ntegrativeLanalysisLrevealedLtheLmolecularLmechanismLunderlyingLRtκcbYmediatedLsplicingL
regulationZLEMBOlMolecularlMedicineXL2013XLgXLcfecYfd 12 67

39
RapidLcreationLofLstableLmammalianLcellLlinesLforLregulatedLexpressionLofLproteinsLusingLtheL
yateway´fiLrecombinationLcloningLtechnologyLandLxlpY®nLTYRwx´fiLlinesZLMethodslinlEnzymologyXL2013XL
gdkXLkkYcdf

1.7 20

38 uircularLRNssLareLaLlargeLclassLofLanimalLRNssLwithLregulatoryLpotencyZLNatureXL2013XLfkgXLeeeYj 50.4 4603

37 snLarrayedLRNsLinterferenceLgenomeYwideLscreenLidentifiesLcandidateLgenesLinvolvedLinLtheL
κicroRNsLdcLbiogenesisLpathwayZLAssaylandlDruglDevelopmentlTechnologiesXL2013XLccXLckcYdbg 2.1 6

36 ®dentificationLofLα®NdjtYboundLmRNssLrevealsLfeaturesLofLtargetLrecognitionLandLregulationZLRNAl
BiologyXL2013XLcbXLccfhYgk 4.8 47

35 uoldYinducedLRNsYbindingLproteinsLregulateLcircadianLgeneLexpressionLbyLcontrollingLalternativeL
polyadenylationZLScientificlReportsXL2013XLeXLdbgf 4.9 109

34 TranscriptomeYwideLanalysisLofLproteinYRNsLinteractionsLusingLhighYthroughputLsequencingZL
SeminarslinlCelllandlDevelopmentallBiologyXL2012XLdeXLdbhYcd 7.5 53

33 TheLmRNsYboundLproteomeLandLitsLglobalLoccupancyLprofileLonLproteinYcodingLtranscriptsZL
MolecularlCellXL2012XLfhXLhifYkb 17.6 833

32 doRiNslLaLdatabaseLofLRNsLinteractionsLinLpostYtranscriptionalLregulationZLNucleiclAcidslResearchXL
2012XLfbXLvcjbYh 20.1 151

31 xluorescenceLcrossYcorrelationLspectroscopyLrevealsLmechanisticLinsightsLintoLtheLeffectLofL
dSYOYmethylLmodifiedLsiRNssLinLlivingLcellsZLBiophysicallJournalXL2011XLcbbXLdkjcYkb 2.9 10

(2011-2014)
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30 TranscriptomeYwideLanalysisLofLregulatoryLinteractionsLofLtheLRNsYbindingLproteinLzuRZLMolecularl
CellXL2011XLfeXLefbYgd 17.6 513

29 xOXOcLisLanLessentialLregulatorLofLpluripotencyLinLhumanLembryonicLstemLcellsZLNaturelCelllBiologyXL
2011XLceXLcbkdYk 23.4 180

28 uhaperonesLgetLR®SuLloadedZLMolecularlCellXL2010XLekXLchcYd 17.6 4

27 TranscriptomeYwideLidentificationLofLRNsYbindingLproteinLandLmicroRNsLtargetLsitesLbyLPsRYuα®PZL
CellXL2010XLcfcXLcdkYfc 56.2 2161

26 PsRYuliPYYaLmethodLtoLidentifyLtranscriptomeYwideLtheLbindingLsitesLofLRNsLbindingLproteinsZL
JournalloflVisualizedlExperimentsXL2010XL 1.6 169

25
RelativeLcontributionLofLsequenceLandLstructureLfeaturesLtoLtheLmRNsLbindingLofL
srgonauteaw®xduYmiRNsLcomplexesLandLtheLdegradationLofLmiRNsLtargetsZLGenomelResearchXL2009
XLckXLdbbkYdb

9.7 77

24 vyuRjYdependentLmicroRNsLbiogenesisLisLessentialLforLskinLdevelopmentZLProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2009XLcbhXLfkjYgbd 11.5 190

23 κuLopioidLreceptorLknockdownLinLtheLsubstantiaLnigraaventralLtegmentalLareaLbyLsyntheticLsmallL
interferingLRNsLblocksLtheLrewardingLandLlocomotorLeffectsLofLheroinZLNeuroscienceXL2009XLcgjXLfifYje 3.9 29

22 TranscriptomeYwideL®dentificationLofLtheLmRNsLtargetLsitesLofLtheLxragileYXLκentalLRetardationL
ProteinsZLFASEBlJournalXL2009XLdeXLhhhZd 0.9

21 κolecularLcharacterizationLofLhumanLsrgonauteYcontainingLribonucleoproteinLcomplexesLandLtheirL
boundLtargetLmRNssZLRnaXL2008XLcfXLdgjbYkh 5.8 283

20 uellularLcofactorsLaffectingLhepatitisLuLvirusLinfectionLandLreplicationZLProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2007XLcbfXLcdjjfYk 11.5 478

19 sLmammalianLmicroRNsLexpressionLatlasLbasedLonLsmallLRNsLlibraryLsequencingZLCellXL2007XLcdkXLcfbcYcf56.2 3005

18 κechanismsLofLsmallLRNsLmediatedLmammalianLgeneLsilencingZLFASEBlJournalXL2007XLdcXLscfk 0.9

17 ®Ytas®LandL®Yzmu®lLtwoLphageLintronYencodedLendonucleasesLwithLhomologousLvNsLrecognitionL
sequencesLbutLdistinctLvNsLspecificitiesZLJournalloflMolecularlBiologyXL2006XLegjXLcceiYgc 6.5 22

16 SiRNsYmediatedLselectiveLinhibitionLofLmutantLkeratinLmRNssLresponsibleLforLtheLskinLdisorderL
pachyonychiaLcongenitaZLAnnalsloflthelNewlYorklAcademyloflSciencesXL2006XLcbjdXLghYhc 6.5 17

15 RetrotranspositionLstrategiesLofLtheLαactococcusLlactisLαlZαtrtLgroupL®®LintronLareLdictatedLbyLhostL
identityLandLcellularLenvironmentZLMolecularlMicrobiologyXL2005XLghXLgbkYdf 4.1 48

14 ®dentificationLofLnovelLargonauteYassociatedLproteinsZLCurrentlBiologyXL2005XLcgXLdcfkYgg 6.3 425

13 wndogenousLκzuLclassL®®LprocessingLofLaLviralLnuclearLantigenLafterLautophagyZLScienceXL2005XLebiXLgkeYh33.3 702
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12 yroupL®LintronLhomingLinLtacillusLphagesLSPOcLandLSPjdlLaLgeneLconversionLeventLinitiatedLbyLaL
nickingLhomingLendonucleaseZLJournalloflBacteriologyXL2004XLcjhXLfebiYcf 3.5 27

11 TheLhumanLviyeorgeLsyndromeLcriticalLregionLgeneLjLandL®tsLvZLmelanogasterLhomologLareL
requiredLforLmiRNsLbiogenesisZLCurrentlBiologyXL2004XLcfXLdchdYi 6.3 678

10 SequenceYspecificLinhibitionLofLmicroRNsYLandLsiRNsYinducedLRNsLsilencingZLRnaXL2004XLcbXLgffYgb 5.8 477

9 zumanLsrgonautedLmediatesLRNsLcleavageLtargetedLbyLmiRNssLandLsiRNssZLMolecularlCellXL2004XL
cgXLcjgYki 17.6 1465

8 vNsLbindingLandLcleavageLbyLtheLzNzLhomingLendonucleaseL®Yzmu®ZLJournalloflMolecularlBiologyXL
2004XLefdXLfeYgh 6.5 88

7 TheLnickingLhomingLendonucleaseL®Ytas®LisLencodedLbyLaLgroupL®LintronLinLtheLvNsLpolymeraseLgeneL
ofLtheLtacillusLthuringiensisLphageLtastilleZLNucleiclAcidslResearchXL2003XLecXLebicYi 20.1 35

6 TwoLselfYsplicingLgroupL®LintronsLinLtheLribonucleotideLreductaseLlargeLsubunitLgeneLofL
StaphylococcusLaureusLphageLTwortZLNucleiclAcidslResearchXL2002XLebXLckegYfe 20.1 47

5 ®ntronlessLhominglLsiteYspecificLendonucleaseLSegxLofLbacteriophageLTfLmediatesLlocalizedLmarkerL
exclusionLanalogousLtoLhomingLendonucleasesLofLgroupL®LintronsZLGeneslandlDevelopmentXL2002XLchXLegcYhd12.6 54

4
UnexpectedLabundanceLofLselfYsplicingLintronsLinLtheLgenomeLofLbacteriophageLTwortlLintronsLinL
multipleLgenesXLaLsingleLgeneLwithLthreeLintronsXLandLexonLskippingLbyLgroupL®LribozymesZL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL1999XLkhXLibbgYcb

11.5 67

3 αongitudinalLomicsLinLSyrianLhamstersLintegratedLwithLhumanLdataLunravelLcomplexityLofLmoderateL
immuneLresponsesLtoLSsRSYuoVYd 5

2 vvXeLdepletionLrepressesLtranslationLofLmRNssLwithLcomplexLgqLUTRs 2

1 zerpesviralLinductionLofLgermlineLtranscriptionLfactorLvUXfLisLcriticalLforLviralLgeneLexpression 2
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