58

papers

68

all docs

159525

4,714 30
citations h-index
68 68
docs citations times ranked

128225
60

g-index

8880

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Severe COVID-19-associated variants linked to chemokine receptor gene control in monocytes and
macrophages. Genome Biology, 2022, 23, 96.

Immune suppression in the tumor-draining lymph node corresponds with distant disease recurrence in

patients with melanoma. Cancer Cell, 2022, 40, 798-799. 77 16

Increased group 2 innate lymphoid cells in peripheral blood of adults with mastocytosis. Journal of
Allergy and Clinical Immunology, 2021, 147, 1490-1496.e2.

Steroid-resistant human inflammatory ILC2s are marked by CD45RO and elevated in type 2 respiratory

diseases. Science Immunology, 2021, 6, . 5.6 65

Dynamics of alternative splicing during somatic cell reprogramming reveals functions for
RNA-binding proteins CPSF3, hnRNP UL1, and TIAL. Genome Biology, 2021, 22, 171.

A base-pair view of interactions between genes and their enhancers. Nature, 2021, 595, 36-37. 13.7 1

CTCF chromatin residence time controls three-dimensional genome organization, gene expression and
DNA methylation in pluripotent cells. Nature Cell Biology, 2021, 23, 881-893.

Transcriptional Regulation by (Super)Enhancers: From Discovery to Mechanisms. Annual Review of 95 59
Genomics and Human Genetics, 2021, 22, 127-146. :

Bacterial lysate adda€en therapy to reduce exacerbations in severe asthma: A double&€blind
placeboa€eontrolled trial. Clinical and Experimental Allergy, 2021, 51, 1172-1184.

Group 2 Innate Lymphoid Cells in Human Respiratory Disorders. Journal of Innate Immunity, 2020, 12, L8 33
47-62. )

3D genome organization during lymphocyte development and activation. Briefings in Functional
Genomics, 2020, 19, 71-82.

OverexFression of SH2-Containing Inositol Phosphatase Contributes to Chronic Lymphocytic Leukemia 0.4 6
Survival. Journal of Immunology, 2020, 204, 360-374. :

The PD-1/PD-L1-Checkpoint Restrains TAcell Immunity in Tumor-Draining Lymph Nodes. Cancer Cell, 2020,
38, 685-700.€8.

Dendritic cell vaccination and CD40-agonist combination therapy licenses T cell-dependent antitumor

immunity in a pancreatic carcinoma murine model. , 2020, 8, e000772. 36

CTCF is dispensable for immune cell transdifferentiation but facilitates an acute inflammatory
response. Nature Genetics, 2020, 52, 655-661.

Butyrate inhibits human mast cell activation via epigenetic regulation of FcluRIa€mediated signaling.

Allergy: European Journal of Allergy and Clinical Immunology, 2020, 75, 1966-1978. 2.7 92

Rapid identification of human mast cell degranulation regulators using functional genomics coupled

to high-resolution confocal microscopy. Nature Protocols, 2020, 15, 1285-1310.

Transcriptional activation during cell reprogramming correlates with the formation of 3D open

chromatin hubs. Nature Communications, 2020, 11, 2564. 58 4



20

22

24

26

28

30

32

34

36

RALPH STADHOUDERS

ARTICLE IF CITATIONS

Notch signaling licenses allergic airway inflammation by promoting Th2 cell lymph node egress.
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