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Population data for 30 insertion-deletion markers in a Korean population. /nternational Journal of
Legal Medicine, 2014, 128, 51-2
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The diversity of dental patterns in the orthopantomography and its significance in human

5 identification. Journal of Forensic Sciences, 2004, 49, 784-6 LS 7

Radiological analysis on a mummy from a medieval tomb in Korea. Annals of Anatomy, 2003, 185, 377-822.9

Allele frequencies and haplotypes of six new Y-specific STR loci in Koreans. Forensic Science

3 International, 2003, 136, 89-91 26 8

Population Data of ABO Gene Applicable to Human Identification in Koreans. Journal of Forensic

Sciences, 2003, 48, 2003169

Population data of ABO gene applicable to human identification in Koreans. Journal of Forensic
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