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The role of epigenetics in the induction of fetal hemoglobin: a combination therapy approach.

International Journal of Hematology-Oncology and Stem Cell Research, 2014, 8, 9-14.

Screening of DFNB3 in Iranian families with autosomal recessive non-syndromic hearing loss reveals a
novel pathogenic mutation in the MyTh4 domain of the MYO15A gene in a linked family. Iranian Journal 1.0 7
of Basic Medical Sciences, 2016, 19, 772-8.



MAHBOBEH KOOHIYAN

# ARTICLE IF CITATIONS

A novel pathogenic variant in the MARVELD2 gene causes autosomal recessive non-syndromic hearing

loss in an Iranian family. Genomics, 2019, 111, 840-848.

Molecular genetic study of glutaric aciduria, type I: Identification of a novel mutation. Journal of

38 Cellular Biochemistry, 2019, 120, 3367-3372.

2.6 6

Engineered zinca€finger nuclease to generate sitea€directed modification in the KLF1 gene for fetal
hemoglobin induction. Journal of Cellular Biochemistry, 2019, 120, 8438-8446.

Novel Variants and Copy Number Variation in CDH1 Gene in Iranian Patients with Sporadic Diffuse

40 Gastric Cancer. Journal of Gastrointestinal Cancer, 2019, 50, 420-427.

1.3 6

Staphylococcus aureus Isolates Carrying Panton-Valentine Leucocidin Genes: Their Frequency,
Antimicrobial Patterns, and Association With Infectious Disease in Shahrekord City, Southwest Iran.
Jundishapur Journal of Microbiology, 2016, 9, e28291.

Molecular genetic study in a cohort of Iranian families suspected to maturity-onset diabetes of the
42 young, reveals a recurrent mutation and a high-risk variant in the CEL gene. Advanced Biomedical 0.5 6
Research, 2020, 9, 25.

Association of P1635 and P1655 polymorphisms in dysbindin (DTNBP1) gene with schizophrenia. Acta
Neuropsychiatrica, 2012, 24, 155-159.

Genetic Study of Hepatocyte Nuclear Factor 1 Alpha Variants in Development of Early-Onset Diabetes

44 Type 2 and Maturity-Onset Diabetes of the Young 3 in Iran. Advanced Biomedical Research, 2019, 8, 55.

Screening of Mutations in Iranian Patients with Autosomal Recessive Hearing Loss from West of Iran.
Iranian Journal of Public Health, 2017, 46, 76-82.

A Comprehensive Genetic and Clinical Evaluation of Waardenburg Syndrome Type Il in a Set of Iranian

46 Patients. International Journal of Molecular and Cellular Medicine, 2018, 7, 17-23.

11 5

A Novel Pathologic Variant in <i>OTOF«<[i> in an Iranian Family Segregating Hereditary Hearing Loss.
Otolaryngology - Head and Neck Surgery, 2018, 158, 1084-1092.

Next-generation sequencing reveals a novel pathological mutation in the TMC1 gene causing
48 autosomal recessive non-syndromic hearing loss in an Iranian kindred. International Journal of 1.0 4
Pediatric Otorhinolaryngology, 2019, 124, 99-105.

A novel pathogenic variant in the LRTOMT gene causes autosomal recessive non-syndromic hearing
loss in an Iranian family. BMC Medical Genetics, 2020, 21, 127.

Clinical and molecular assessment of 13 Iranian families with Wolfram syndrome. Endocrine, 2019, 66,
50 185-191. 2.3 8

Selection of optimal bioinformatic tools and proper reference for reducing the alignment error in
targeted sequencing data. Journal of Medical Signals and Sensors, 2021, 11, 37.

Molecular diagnosis of &It;i&gt;SLC26A4&lt;[i&gt;-related hereditary hearing loss in a group of

52 patients from two provinces of Iran. Intractable and Rare Diseases Research, 2021, 10, 23-30.

0.9 3

JPX and LINCO0641 ncRNAs expression in prostate tissue: a case-control study. Research in

Pharmaceutical Sciences, 2021, 16, 493.

Applying Two Different Bioinformatic Approaches to Discover Novel Genes Associated with Hereditary
54 Hearing Loss via Whole-Exome Sequencing: ENDEAVOUR and HomozygosityMapper. Advanced 0.5 3
Biomedical Research, 2018, 7, 141.



MAHBOBEH KOOHIYAN

# ARTICLE IF CITATIONS

A novel pathogenic variant in the FZD6 gene causes recessive nail dysplasia in a large Iranian kindred.

Journal of Dermatological Science, 2017, 88, 134-138.

A pathogenic variant in SLC26A4 is associated with Pendred syndrome in a consanguineous Iranian

56 family. International Journal of Audiology, 2019, 58, 628-634.

1.7 2

Identification and clinical implications of a novel pathogenic variant in the <i>GJB2<[i> gene causes
autosomal recessive non-syndromic hearing loss in a consanguineous Iranian family. Intractable and
Rare Diseases Research, 2020, 9, 30-34.

Homozygous TFG gene variants expanding the mutational and clinical spectrum of hereditary spastic

58 paraplegia 57 and a review of literature. Journal of Human Genetics, 2021, 66, 973-981.

2.3 2

WRN Germline Mutation Is the Likely Inherited Etiology of Various Cancer Types in One Iranian Family.
Frontiers in Oncology, 2021, 11, 648649.

Whole-Exome Sequencing Identifies a Recurrent Small In-Frame Deletion in <i>MYO15A</i> Causing
60 Autosomal Recessive Nonsyndromic Hearing Loss in 3 Iranian Pedigrees. Laboratory Medicine, 2022, 53, 1.2 2
111-122.

Evidence for expression of promoterless GFP cassette: Is GFP an ideal reporter gene in biotechnology
science?. Research in Pharmaceutical Sciences, 2019, 14, 351.

A pathogenic variant in the transforming growth factor beta | () in four Iranian extended families
62 segregating granular corneal dystrophy type II: A literature review. Iranian Journal of Basic Medical 1.0 2
Sciences, 2020, 23, 1020-1027.

Next-generation sequencing reveals a novel pathogenic variant in the ATM gene. International Journal
of Neuroscience, 2021, , 1-5.

Genetic variant effect prediction by supervised nonnegative matrix tri-factorization. Molecular

6% Omics, 2021, 17, 740-751. 28 1

Genetic polymorphisms of Y-chromosome short tandem repeats (Y-STRs) in a male population from
Golestan province, Iran. Molecular Biology Research Communications, 2020, 9, 11-16.

A Computational FrameworR to Infer Prostate Cancer-Associated Long Noncoding RNAs and Analyses
66 for Ildentifying a Competing Endogenous RNA Network. Genetic Testing and Molecular Biomarkers, 0.7 0
2021, 25, 582-589.

OUP accepted manuscript. Laboratory Medicine, 2021, , .

Identification of Xq22.1-23 as a region linked with hereditary recurrent spontaneous abortion in a

68 family. Iranian Journal of Reproductive Medicine, 2013, 11, 659-64.

0.8 (0]

Bisulfite treatment of CG-rich track of trinucleotide repeat expansion disorder: Make the sequence
less CG rich. Advanced Biomedical Research, 2021, 10, 46.

70 A Patient with Trisomy 4p and Monosomy 10q. Archives of Iranian Medicine, 2019, 22, 414-417. 0.6 0

Predicting deleterious missense genetic variants via integrative supervised nonnegative matrix

tri-factorization. Scientific Reports, 2021, 11, 23747.

An update on autosomal recessive hearing loss and loci involved in it. Indian Journal of Otology,
2 2022,28,6. oz 0



