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ARTICLE IF CITATIONS

Microbiota profiling with long amplicons using Nanopore sequencing: fulllength 16S rRNA gene and
whole rrn operon. F1000Research, 2018, 7, 1755.

Microbiota profiling with long amplicons using Nanopore sequencing: fulllength 16S rRNA gene and 16 67
the 16S-ITS-23S of theArrn operon. F1000Research, 2018, 7, 1755. :

The microbiota of water buffalo milk during mastitis. PLoS ONE, 2017, 12, e0184710.

Characterization of circulating miRNA signature in water buffaloes (Bubalus bubalis) during Brucella
abortus infection and evaluation as potential biomarkers for non-invasive diagnosis in vaginal fluid. 3.3 19
Scientific Reports, 2019, 9, 1945.

In-vitro effect of heat stress on bovine monocytes lifespan and polarization. Inmunobiology, 2020,
225,151888.

Short communication: Milk microbiota profiling on water buffalo with full-length 16S rRNA using

nanopore sequencing. Journal of Dairy Science, 2020, 103, 2693-2700. 3.4 12

Impact of intramammary inoculation of inactivated Lactobacillus rhamnosus and antibiotics on the
milk microbiota of water buffalo with subclinical mastitis. PLoS ONE, 2019, 14, e0210204.

MicroRNA Expression in Formalin-Fixed, Paraffin-Embedded Samples of Canine Cutaneous and Oral 17 10
Melanoma by RT-qPCR. Veterinary Pathology, 2019, 56, 848-855. :

Short communication: Intra- and inter-individual milk microbiota variability in healthy and infected

water buffalo udder quarters. Journal of Dairy Science, 2019, 102, 7476-7482.




