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m Paper IF Citations

125 InitialNsequencingNandNanalysisNofNtheNhumanNgenomeeNNaturecN2001cNkgpcNomgdpih 50.4 17366

124 IdentificationNandNanalysisNofNfunctionalNelementsNinNhTNofNtheNhumanNgenomeNbyNtheN NzO– NpilotN
projecteNNaturecN2007cNkkncNnppdohm 50.4 4121

123
PotentialNetiologicNandNfunctionalNimplicationsNofNgenomedwideNassociationNlociNforNhumanNdiseasesN
andNtraitseNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2009cN
hgmcNpjmidn

11.5 3120

122 yiologicalcNclinicalNandNpopulationNrelevanceNofNplNlociNforNbloodNlipidseNNaturecN2010cNkmmcNngndhj 50.4 2742

121 GeneticNstudiesNofNbodyNmassNindexNyieldNnewNinsightsNforNobesityNbiologyeNNaturecN2015cNlhocNhpndigm 50.4 2687

120 –iscoveryNandNrefinementNofNlociNassociatedNwithNlipidNlevelseNNaturelGeneticscN2013cNklcNhinkdhioj 36.3 1904

119 RecurrentNdeNnovoNpointNmutationsNinNlaminNxNcauseNHutchinsondGilfordNprogeriaNsyndromeeNNaturecN
2003cNkijcNipjdo 50.4 1586

118 GeneticNvariantsNinNnovelNpathwaysNinfluenceNbloodNpressureNandNcardiovascularNdiseaseNriskeNNature
cN2011cNknocNhgjdp 50.4 1564

117 LargedscaleNassociationNanalysisNprovidesNinsightsNintoNtheNgeneticNarchitectureNandNpathophysiologyN
ofNtypeNiNdiabeteseNNaturelGeneticscN2012cNkkcNpohdpg 36.3 1482

116 TwelveNtypeNiNdiabetesNsusceptibilityNlociNidentifiedNthroughNlargedscaleNassociationNanalysiseNNaturel
GeneticscN2010cNkicNlnpdop 36.3 1449

115 xNreferenceNpanelNofNmkcpnmNhaplotypesNforNgenotypeNimputationeNNaturelGeneticscN2016cNkocNhinpdoj 36.3 1447

114 NewlyNidentifiedNlociNthatNinfluenceNlipidNconcentrationsNandNriskNofNcoronaryNarteryNdiseaseeNNaturel
GeneticscN2008cNkgcNhmhdp 36.3 1304

113 TheNpathNtoNpersonalizedNmedicineeNNewlEnglandlJournalloflMedicinecN2010cNjmjcNjghdk 59.2 1294

112 zommonNvariantsNatNjgNlociNcontributeNtoNpolygenicNdyslipidemiaeNNaturelGeneticscN2009cNkhcNlmdml 36.3 1095

111 NewNgeneticNlociNlinkNadiposeNandNinsulinNbiologyNtoNbodyNfatNdistributioneNNaturecN2015cNlhocNhondhpm 50.4 920

110
xccumulationNofNmutantNlaminNxNcausesNprogressiveNchangesNinNnuclearNarchitectureNinN
HutchinsondGilfordNprogeriaNsyndromeeNProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericacN2004cNhghcNopmjdo

11.5 812

109 GenomedwideNtransdancestryNmetadanalysisNprovidesNinsightNintoNtheNgeneticNarchitectureNofNtypeNiN
diabetesNsusceptibilityeNNaturelGeneticscN2014cNkmcNijkdkk 36.3 784
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108 TheNHumanNGenomeNProjectqNlessonsNfromNlargedscaleNbiologyeNSciencecN2003cNjggcNiomdpg 33.3 717

107 TheNgeneticNarchitectureNofNtypeNiNdiabeteseNNaturecN2016cNljmcNkhdkn 50.4 704

106 βinedmappingNtypeNiNdiabetesNlociNtoNsingledvariantNresolutionNusingNhighddensityNimputationNandN
isletdspecificNepigenomeNmapseNNaturelGeneticscN2018cNlgcNhlgldhlhj 36.3 675

105 LargedscaleNassociationNanalysesNidentifyNnewNlociNinfluencingNglycemicNtraitsNandNprovideNinsightN
intoNtheNunderlyingNbiologicalNpathwayseNNaturelGeneticscN2012cNkkcNpphdhggl 36.3 621

104 xNgenomedwideNapproachNaccountingNforNbodyNmassNindexNidentifiesNgeneticNvariantsNinfluencingN
fastingNglycemicNtraitsNandNinsulinNresistanceeNNaturelGeneticscN2012cNkkcNmlpdmp 36.3 615

103 PhenotypeNandNcourseNofNHutchinsondGilfordNprogeriaNsyndromeeNNewlEnglandlJournalloflMedicinecN
2008cNjlocNlpidmgk 59.2 484

102 ToxicologyeNTransformingNenvironmentalNhealthNprotectioneNSciencecN2008cNjhpcNpgmdn 33.3 478

101
zhromatinNstretchNenhancerNstatesNdriveNcelldspecificNgeneNregulationNandNharborNhumanNdiseaseN
riskNvariantseNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2013cN
hhgcNhnpihdm

11.5 477

100 HumanNlaminopathiesqNnucleiNgoneNgeneticallyNawryeNNaturelReviewslGeneticscN2006cNncNpkgdli 30.1 414

99 RareNandNlowdfrequencyNcodingNvariantsNalterNhumanNadultNheighteNNaturecN2017cNlkicNhomdhpg 50.4 412

98 GeneticNanalysisNofNoverNhNmillionNpeopleNidentifiesNljlNnewNlociNassociatedNwithNbloodNpressureN
traitseNNaturelGeneticscN2018cNlgcNhkhidhkil 36.3 386

97 GenomedwideNassociationNstudyNidentifiesNsixNnewNlociNinfluencingNpulseNpressureNandNmeanNarterialN
pressureeNNaturelGeneticscN2011cNkjcNhggldhh 36.3 338

96 ReengineeringNtranslationalNscienceqNtheNtimeNisNrighteNSciencelTranslationallMedicinecN2011cNjcNpgcmhn 17.5 337

95 NovelNlociNforNadiponectinNlevelsNandNtheirNinfluenceNonNtypeNiNdiabetesNandNmetabolicNtraitsqNaN
multidethnicNmetadanalysisNofNklcophNindividualseNPLoSlGeneticscN2012cNocNehggimgn 6 326

94 GenomedwideNassociationNidentifiesNnineNcommonNvariantsNassociatedNwithNfastingNproinsulinNlevelsN
andNprovidesNnewNinsightsNintoNtheNpathophysiologyNofNtypeNiNdiabeteseNDiabetescN2011cNmgcNimikdjk 0.9 285

93
InhibitingNfarnesylationNofNprogerinNpreventsNtheNcharacteristicNnuclearNblebbingNofN
HutchinsondGilfordNprogeriaNsyndromeeNProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericacN2005cNhgicNhionpdok

11.5 285

92 zardiovascularNpathologyNinNHutchinsondGilfordNprogeriaqNcorrelationNwithNtheNvascularNpathologyNofN
agingeNArteriosclerosis,lThrombosis,landlVascularlBiologycN2010cNjgcNijghdp 9.4 263

91 TheNmutantNformNofNlaminNxNthatNcausesNHutchinsondGilfordNprogeriaNisNaNbiomarkerNofNcellularNagingN
inNhumanNskineNPLoSlONEcN2007cNicNehimp 3.7 259

(2007-2003)
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90 TheNgeneticsNofNbloodNpressureNregulationNandNitsNtargetNorgansNfromNassociationNstudiesNinNjkickhlN
individualseNNaturelGeneticscN2016cNkocNhhnhdhhok 36.3 251

89 SuperdenhancersNdelineateNdiseasedassociatedNregulatoryNnodesNinNTNcellseNNaturecN2015cNligcNllodmi 50.4 247

88 RapamycinNreversesNcellularNphenotypesNandNenhancesNmutantNproteinNclearanceNinN
HutchinsondGilfordNprogeriaNsyndromeNcellseNSciencelTranslationallMedicinecN2011cNjcNopralo 17.5 241

87 ImpactNofNtypeNiNdiabetesNsusceptibilityNvariantsNonNquantitativeNglycemicNtraitsNrevealsNmechanisticN
heterogeneityeNDiabetescN2014cNmjcNihlodnh 0.9 235

86 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfinedmappingNinNtypeN
iNdiabeteseNNaturelGeneticscN2018cNlgcNllpdlnh 36.3 221

85 TheNInfluenceNofNxgeNandNSexNonNGeneticNxssociationsNwithNxdultNyodyNSizeNandNShapeqNxN
LargedScaleNGenomedWideNInteractionNStudyeNPLoSlGeneticscN2015cNhhcNehggljno 6 220

84 TheNcaseNforNaNUSNprospectiveNcohortNstudyNofNgenesNandNenvironmenteNNaturecN2004cNkipcNknldn 50.4 217

83
ProgressiveNvascularNsmoothNmuscleNcellNdefectsNinNaNmouseNmodelNofNHutchinsondGilfordNprogeriaN
syndromeeNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2006cN
hgjcNjilgdl

11.5 211

82
xNlaminNxNproteinNisoformNoverexpressedNinNHutchinsondGilfordNprogeriaNsyndromeNinterferesNwithN
mitosisNinNprogeriaNandNnormalNcellseNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericacN2007cNhgkcNkpkpdlk

11.5 193

81 HasNtheNrevolutionNarrivedveNNaturecN2010cNkmkcNmnkdl 50.4 192

80 ProteindalteringNvariantsNassociatedNwithNbodyNmassNindexNimplicateNpathwaysNthatNcontrolNenergyN
intakeNandNexpenditureNinNobesityeNNaturelGeneticscN2018cNlgcNimdkh 36.3 186

79 TransdancestryNmetadanalysesNidentifyNrareNandNcommonNvariantsNassociatedNwithNbloodNpressureN
andNhypertensioneNNaturelGeneticscN2016cNkocNhhlhdhhmh 36.3 181

78 SystematicNcomparisonNofNthreeNgenomicNenrichmentNmethodsNforNmassivelyNparallelN–NxN
sequencingeNGenomelResearchcN2010cNigcNhkigdjh 9.7 175

77
xNprogeriaNmutationNrevealsNfunctionsNforNlaminNxNinNnuclearNassemblycNarchitecturecNandN
chromosomeNorganizationeNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericacN2009cNhgmcNignoodpj

11.5 157

76
xNfarnesyltransferaseNinhibitorNpreventsNbothNtheNonsetNandNlateNprogressionNofNcardiovascularN
diseaseNinNaNprogeriaNmouseNmodeleNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericacN2008cNhglcNhlpgidn

11.5 155

75 GeneticNregulatoryNsignaturesNunderlyingNisletNgeneNexpressionNandNtypeNiNdiabeteseNProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2017cNhhkcNijghdijgm 11.5 132

74  xomeNsequencingNofNigcnph´ casesNofNtypeNiNdiabetesNandNikckkg´ controlseNNaturecN2019cNlngcNnhdnm 50.4 129

73 PatientdzenteredNOutcomesNResearchNInstituteqNtheNintersectionNofNscienceNandNhealthNcareeNSciencel
TranslationallMedicinecN2010cNicNjncmho 17.5 120
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72 –irectionalNdominanceNonNstatureNandNcognitionNin´ diverseNhumanNpopulationseNNaturecN2015cNlijcNklpdkmi50.4 119

71 GenomedwideNmetadanalysisNofNikhciloNadultsNaccountingNforNsmokingNbehaviourNidentifiesNnovelN
lociNforNobesityNtraitseNNaturelCommunicationscN2017cNocNhkpnn 17.4 105

70 GenomedwideNphysicalNactivityNinteractionsNinNadiposityNdNxNmetadanalysisNofNiggckliNadultseNPLoSl
GeneticscN2017cNhjcNehggmlio 6 103

69 TransdethnicNfinedmappingNofNlipidNlociNidentifiesNpopulationdspecificNsignalsNandNallelicN
heterogeneityNthatNincreasesNtheNtraitNvarianceNexplainedeNPLoSlGeneticscN2013cNpcNehggjjnp 6 94

68 InNvivoNbaseNeditingNrescuesNHutchinsondGilfordNprogeriaNsyndromeNinNmiceeNNaturecN2021cNlopcNmgodmhk 50.4 92

67 –iscoveryNofNactiveNenhancersNthroughNbidirectionalNexpressionNofNshortNtranscriptseNGenomelBiology
cN2011cNhicNRhhj 18.3 91

66 LargeNmetadanalysisNofNgenomedwideNassociationNstudiesNidentifiesNfiveNlociNforNleanNbodyNmasseN
NaturelCommunicationscN2017cNocNog 17.4 88

65 GeneticNRegulationNofNxdiposeNGeneN xpressionNandNzardiodMetabolicNTraitseNAmericanlJournallofl
HumanlGeneticscN2017cNhggcNkiodkkj 11 87

64 NovelNyloodNPressureNLocusNandNGeneN–iscoveryNUsingNGenomedWideNxssociationNStudyNandN
 xpressionN–ataNSetsNβromNyloodNandNtheNKidneyeNHypertensioncN2017cN 8.5 85

63 TheNgeneticNregulatoryNsignatureNofNtypeNiNdiabetesNinNhumanNskeletalNmuscleeNNaturel
CommunicationscN2016cNncNhhnmk 17.4 82

62 UsingNscienceNtoNimproveNtheNnationVsNhealthNsystemqNNIHVsNcommitmentNtoNcomparativeN
effectivenessNresearcheNJAMAl-lJournalloflthelAmericanlMedicallAssociationcN2010cNjgjcNihoidj 27.4 80

61 ResearchNagendaeNOpportunitiesNforNresearchNandNNIHeNSciencecN2010cNjincNjmdn 33.3 79

60 TheNMetabolicNSyndromeNinNMenNstudyqNaNresourceNforNstudiesNofNmetabolicNandNcardiovascularN
diseaseseNJournalloflLipidlResearchcN2017cNlocNkohdkpj 6.3 77

59 IdentificationNandNfunctionalNcharacterizationNofNGmPziNcodingNvariantsNinfluencingNglycemicNtraitsN
defineNanNeffectorNtranscriptNatNtheNGmPzidxyzyhhNlocuseNPLoSlGeneticscN2015cNhhcNehggkonm 6 76

58 MiningNforNtherapeuticNgoldeNNaturelReviewslDruglDiscoverycN2011cNhgcNjpn 64.1 72

57 xNGenomedWideNxssociationNStudyNofNIVGTTdyasedNMeasuresNofNβirstdPhaseNInsulinNSecretionN
RefinesNtheNUnderlyingNPhysiologyNofNTypeNiN–iabetesNVariantseNDiabetescN2017cNmmcNiipmdijgp 0.9 69

56 xNLargedScaleNMultidancestryNGenomedwideNStudyNxccountingNforNSmokingNyehaviorNIdentifiesN
MultipleNSignificantNLociNforNyloodNPressureeNAmericanlJournalloflHumanlGeneticscN2018cNhgicNjnldkgg 11 59

55
ProteinNfarnesylationNinhibitorsNcauseNdonutdshapedNcellNnucleiNattributableNtoNaNcentrosomeN
separationNdefecteNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN
2011cNhgocNkppndlggi

11.5 58

(2011-2015)
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54
IntegrativeNanalysisNofNgeneNexpressioncN–NxNmethylationcNphysiologicalNtraitscNandNgeneticNvariationN
inNhumanNskeletalNmuscleeNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericacN2019cNhhmcNhgoojdhgooo

11.5 54

53 yiotinylationNbyNantibodyNrecognitiondaNmethodNforNproximityNlabelingeNNaturelMethodscN2018cNhlcNhindhjj21.6 54

52 xNdefectNinNmyoblastNfusionNunderliesNzareydβinemandZiterNsyndromeeNNaturelCommunicationscN2017
cNocNhmgnn 17.4 51

51 LinkageNdisequilibriumNbetweenNmicrosatelliteNmarkersNextendsNbeyondNhNcMNonNchromosomeNigNinN
βinnseNGenomelResearchcN2001cNhhcNhiihdm 9.7 51

50 GenomedWideNxssociationNStudyNofNtheNModifiedNStumvollNInsulinNSensitivityNIndexNIdentifiesNyzLiN
andNβxMhpxiNasNNovelNInsulinNSensitivityNLocieNDiabetescN2016cNmlcNjiggdhh 0.9 47

49 xNprincipalNcomponentNmetadanalysisNonNmultipleNanthropometricNtraitsNidentifiesNnovelNlociNforN
bodyNshapeeNNaturelCommunicationscN2016cNncNhjjln 17.4 46

48 SingledcellNxTxzdSeqNinNhumanNpancreaticNisletsNandNdeepNlearningNupscalingNofNrareNcellsNrevealsN
celldspecificNtypeNiNdiabetesNregulatoryNsignatureseNMolecularlMetabolismcN2020cNjicNhgpdhih 8.8 46

47 TheNtransdancestralNgenomicNarchitectureNofNglycemicNtraitseNNaturelGeneticscN2021cNljcNokgdomg 36.3 44

46 ProteindcodingNvariantsNimplicateNnovelNgenesNrelatedNtoNlipidNhomeostasisNcontributingNtoNbodydfatN
distributioneNNaturelGeneticscN2019cNlhcNklidkmp 36.3 44

45 RedsequencingNexpandsNourNunderstandingNofNtheNphenotypicNimpactNofNvariantsNatNGWxSNlocieNPLoSl
GeneticscN2014cNhgcNehggkhkn 6 42

44 xssociationsNofNautozygosityNwithNaNbroadNrangeNofNhumanNphenotypeseNNaturelCommunicationscN
2019cNhgcNkpln 17.4 40

43 MultipleNHepaticNRegulatoryNVariantsNatNtheNGxLNTiNGWxSNLocusNxssociatedNwithNHighd–ensityN
LipoproteinNzholesteroleNAmericanlJournalloflHumanlGeneticscN2015cNpncNoghdhl 11 40

42 xNTypeNiN–iabetesdxssociatedNβunctionalNRegulatoryNVariantNinNaNPancreaticNIsletN nhancerNatNtheN
LocuseNDiabetescN2017cNmmcNilihdiljg 0.9 37

41 UseNofNmicroarrayNhybridNcaptureNandNnextdgenerationNsequencingNtoNidentifyNtheNanatomyNofNaN
transgeneeNNucleiclAcidslResearchcN2013cNkhcNeng 20.1 36

40 zommoncNlowdfrequencycNandNrareNgeneticNvariantsNassociatedNwithNlipoproteinNsubclassesNandN
triglycerideNmeasuresNinNβinnishNmenNfromNtheNM TSIMNstudyeNPLoSlGeneticscN2017cNhjcNehggngnp 6 33

39 ProgeriaqNtranslationalNinsightsNfromNcellNbiologyeNJournalloflCelllBiologycN2012cNhppcNpdhj 7.3 30

38 GeneticNvariantNeffectsNonNgeneNexpressionNinNhumanNpancreaticNisletsNandNtheirNimplicationsNforN
Ti–eNNaturelCommunicationscN2020cNhhcNkphi 17.4 30

37 xNLowdβrequencyNInactivatingNVariantN nrichedNinNtheNβinnishNPopulationNIsNxssociatedNWithNβastingN
InsulinNLevelsNandNTypeNiN–iabetesNRiskeNDiabetescN2017cNmmcNighpdigji 0.9 29
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36  verolimusNrescuesNmultipleNcellularNdefectsNinNlaminopathydpatientNfibroblastseNProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2018cNhhlcNkigmdkihh 11.5 29

35 HydroaNvacciniformedlikeNlymphoproliferativeNdisorderqNanN yVNdiseaseNwithNaNlowNriskNofNsystemicN
illnessNinNwhiteseNBloodcN2019cNhjjcNinljdinmk 2.2 28

34 MultiomicNProfilingNIdentifiesNcisdRegulatoryNNetworksNUnderlyingNHumanNPancreaticN˛†NzellNIdentityN
andNβunctioneNCelllReportscN2019cNimcNnoodogheem 10.6 28

33 xffirmingNNIHVsNcommitmentNtoNaddressingNstructuralNracismNinNtheNbiomedicalNresearchNenterpriseeN
CellcN2021cNhokcNjgnldjgnp 56.2 23

32 SequenceNdataNandNassociationNstatisticsNfromNhicpkgNtypeNiNdiabetesNcasesNandNcontrolseNScientificl
DatacN2017cNkcNhnghnp 8.2 22

31 MotifNsignaturesNinNstretchNenhancersNareNenrichedNforNdiseasedassociatedNgeneticNvariantseN
EpigeneticslandlChromatincN2015cNocNij 5.8 22

30 xdiposeNTissueNGeneN xpressionNxssociationsNRevealNHundredsNofNzandidateNGenesNforN
zardiometabolicNTraitseNAmericanlJournalloflHumanlGeneticscN2019cNhglcNnnjdnon 11 20

29 IdentificationNofNsevenNnovelNlociNassociatedNwithNaminoNacidNlevelsNusingNsingledvariantNandN
genedbasedNtestsNinNolklNβinnishNmenNfromNtheNM TSIMNstudyeNHumanlMolecularlGeneticscN2018cNincNhmmkdhmnk5.6 20

28 yasicNscienceqNyedrockNofNprogresseNSciencecN2016cNjlhcNhkgl 33.3 20

27 βundingNtransdisciplinaryNresearcheNNIHNRoadmapfzommonNβundNatNhgNyearseNSciencecN2014cNjklcNinkdm 33.3 19

26 xNtargetedNantisenseNtherapeuticNapproachNforNHutchinsondGilfordNprogeriaNsyndromeeNNaturel
MedicinecN2021cNincNljmdlkl 50.5 17

25 xNnovelNsomaticNmutationNachievesNpartialNrescueNinNaNchildNwithNHutchinsondGilfordNprogeriaN
syndromeeNJournalloflMedicallGeneticscN2017cNlkcNihidihm 5.8 14

24 xNmultidancestryNgenomedwideNstudyNincorporatingNgenedsmokingNinteractionsNidentifiesNmultipleN
newNlociNforNpulseNpressureNandNmeanNarterialNpressureeNHumanlMolecularlGeneticscN2019cNiocNimhldimjj 5.6 14

23
 valuationNofNmusculoskeletalNphenotypeNofNtheNGmgoGNprogeriaNmouseNmodelNwithNlonafarnibcN
pravastatincNandNzoledronicNacidNasNtreatmentNgroupseNProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericacN2020cNhhncNhigipdhigkg

11.5 13

22 ScientistsNneedNaNshorterNpathNtoNresearchNfreedomeNNaturecN2010cNkmncNmjl 50.4 12

21 SteeringNaNnewNcourseNforNstemNcellNresearchqNNIHVsNintramuralNzenterNforNRegenerativeNMedicineeN
StemlCellslTranslationallMedicinecN2012cNhcNhldn 6.9 11

20 InfluenceNofNgeneticNvariantsNonNgeneNexpressionNinNhumanNpancreaticNisletsNâ��NimplicationsNforNtypeN
iNdiabetes 9

19 InteractionsNbetweenNgeneticNvariationNandNcellularNenvironmentNinNskeletalNmuscleNgeneN
expressioneNPLoSlONEcN2018cNhjcNeghplnoo 3.7 9

(2018-2018)
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18
TransientNinductionNofNtelomeraseNexpressionNmediatesNsenescenceNandNreducesNtumorigenesisNinN
primaryNfibroblastseNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN
2019cNhhmcNhopojdhoppj

11.5 7

17 yiomedicalNresearchqNstrengthNfromNdiversityeNSciencecN2013cNjkicNnpo 33.3 7

16 yiomedicalNResearchqNStrengthNfromN–iversityeNSciencecN2013cNjkicNnpodnpo 33.3 7

15 MultidancestryNgeneticNstudyNofNtypeNiNdiabetesNhighlightsNtheNpowerNofNdiverseNpopulationsNforN
discoveryNandNtranslationeeNNaturelGeneticscN2022cN 36.3 7

14 SingledcellNtranscriptomicsNfromNhumanNpancreaticNisletsqNsampleNpreparationNmatterseNBiologyl
MethodslandlProtocolscN2020cNlcNbpzghp 2.4 6

13 GeneticNreductionNofNmTORNextendsNlifespanNinNaNmouseNmodelNofNHutchinsondGilfordNProgeriaN
syndromeeNAginglCellcN2021cNigcNehjkln 9.9 5

12 GenomedwideNassociationNstudiesNofNmetabolitesNinNβinnishNmenNidentifyNdiseasedrelevantNlocieeN
NaturelCommunicationscN2022cNhjcNhmkk 17.4 5

11 xz iNexpressionNinNadiposeNtissueNisNassociatedNwithNzOVI–dhpNcardiodmetabolicNriskNfactorsNandN
cellNtypeNcompositionN2020cN 4

10 yrainNphenotypingNinNMoebiusNsyndromeNandNotherNcongenitalNfacialNweaknessNdisordersNbyN
diffusionNMRINmorphometryeNBrainlCommunicationscN2020cNicNfcaaghk 4.5 3

9 xddendumqNyiotinylationNbyNantibodyNrecognitiondaNmethodNforNproximityNlabelingeNNaturelMethodscN
2018cNhlcNnkp 21.6 3

8 xnalysisNofNsomaticNmutationsNidentifiesNsignsNofNselectionNduringNinNvitroNagingNofNprimaryNdermalN
fibroblastseNAginglCellcN2019cNhocNehjghg 9.9 3

7 UpdateNonNandNβutureN–irectionsNforNUseNofNxntidSxRSdzoVdiNxntibodiesqNNationalNInstitutesNofN
HealthNSummitNonNTreatmentNandNPreventionNofNzOVI–dhpeNAnnalsloflInternallMedicinecN2021cN 8 3

6 xdiponectinNGWxSNlociNharboringNextensiveNallelicNheterogeneityNexhibitNdistinctNmolecularN
consequenceseNPLoSlGeneticscN2020cNhmcNehggpghp 6 3

5 –ifferentiatingNMoebiusNsyndromeNandNotherNcongenitalNfacialNweaknessNdisordersNwithN
electrodiagnosticNstudieseNMusclelandlNervecN2021cNmjcNlhmdlik 3.4 2

4 zhangecNchangecNchangeqNheedingNtheNcalleNMolecularlBiologyloflthelCellcN2010cNihcNjnpjdk 3.5 1

3 TUyyjNxrgimiHisNcausesNaNrecognizableNsyndromeNincludingNzβ OMjcNfacialNpalsycNjointN
contracturescNandNearlydonsetNperipheralNneuropathyeNHumanlGeneticscN2021cNhkgcNhngpdhnjh 6.3 1

2 SingleNcellNxTxzdseqNinNhumanNpancreaticNisletsNandNdeepNlearningNupscalingNofNrareNcellsNrevealsN
celldspecificNtypeNiNdiabetesNregulatoryNsignatures 1

1 xNTranscriptionNStartNSiteNMapNinNHumanNPancreaticNIsletsNRevealsNβunctionalNRegulatoryNSignatureseN
DiabetescN2021cNngcNhlohdhlph 0.9 1
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