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m Paper IF Citations

136 rhemotherapyURelatedH’utationalHSignaturesHRevealHtheHOriginsHofHTherapyURelatedH’yeloidH
–eoplasmsVHBloodTH2021THYafTHaZeYUaZeY 2.2 1

135 sissectionHofHqoneH’arrowH’icroenvironmentHqyHSingleHrellHR–pHSequencingHinHWarmHpxwpH
≥atientshHpH≥roofUofUronceptHpnalysisVHBloodTH2021THYafTHgaYUgaY 2.2

134 ’vUSHandHrhiphHTwoHuacesTHbutH–otHofHtheHSameH’edalVHBloodTH2021THYafTHafXXUafXX 2.2

133 rsz–ZpHdeletionHisHaHfrequentHeventHassociatedHwithHpoorHoutcomeHinHpatientsHwithHperipheralH
TUcellHlymphomaHnotHotherwiseHspecifiedHP≥Tr‘U–OSQVHHaematologicaTH2021THYXdTHZgYfUZgZd 6.6 3

132 WholeUgenomeHsequencingHrevealsHprogressiveHversusHstableHmyelomaHprecursorHconditionsHasHtwoH
distinctHentitiesVHNaturenCommunicationsTH2021THYZTHYfdY 17.4 16

131 mmsighHaHfittingHapproachHtoHaccuratelyHidentifyHsomaticHmutationalHsignaturesHinHhematologicalH
malignanciesVHCommunicationsnBiologyTH2021THbTHbZb 6.7 5

130 rlassificationHandH≥ersonalizedH≥rognosticHpssessmentHonHtheHqasisHofHrlinicalHandHvenomicH
ueaturesHinH’yelodysplasticHSyndromesVHJournalnofnClinicalnOncologyTH2021THagTHYZZaUYZaa 2.2 25

129 ROqOYH≥romotesHwomingTHsisseminationTHandHSurvivalHofH’ultipleH’yelomaHwithinHtheHqoneH
’arrowH’icroenvironmentVHBloodnCancernDiscoveryTH2021THZTHaafUaca 7 1

128 sxSaHmutationsHinHmultipleHmyelomaHimpactHtheHtranscriptionalHsignatureHandHclinicalHoutcomeVH
HaematologicaTH2021TH 6.6 2

127 rsbXHpctivityHonH’esenchymalHrellsH–egativelyHRegulatesHOXbX‘HtoH’aintainHqoneH’arrowH
xmmuneHwomeostasisHUnderHStressHronditionsVHFrontiersninnImmunologyTH2021THYZTHddZXbf 8.4 0

126 SpecificHtargetingHofHtheHzRpSHmutationalHlandscapeHinHmyelomaHasHaHtoolHtoHunveilHtheHelicitedH
antitumorHactivityVHBloodTH2021THYafTHYeXcUYeZX 2.2 3

125 rlinicalHrelevanceHofHclonalHhematopoiesisHinHpersonsHagedHâ�¥fXHyearsVHBloodTH2021THYafTHZXgaUZYXc 2.2 6

124 rereblonHenhancerHmethylationHandHx’isHresistanceHinHmultipleHmyelomaVHBloodTH2021THYafTHYeZYUYeZd 2.2 4

123 WhatHxsH–ewHinHtheHTreatmentHofHSmolderingH’ultipleH’yelomanVHJournalnofnClinicalnMedicineTH2021TH
YXTH 5.1 2

122 ZXZYHturopeanH’yelomaH–etworkHreviewHandHconsensusHstatementHonHsmolderingHmultipleH
myelomahHhowHtoHdistinguishHPandHmanageQHsrVHyekyllHandH’rVHwydeVHHaematologicaTH2021THYXdTHZeggUZfYZ6.6 4

121 ropyHnumberHsignaturesHpredictHchromothripsisHandHclinicalHoutcomesHinHnewlyHdiagnosedHmultipleH
myelomaVHNaturenCommunicationsTH2021THYZTHcYeZ 17.4 2

120 uunctionalHxmpactHofHvenomicHromplexityHonHtheHTranscriptomeHofH’ultipleH’yelomaVHClinicaln
CancernResearchTH2021THZeTHdbegUdbgX 12.9 1
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119 SingleUHandHdoubleUhitHeventsHinHgenesHencodingHimmuneHtargetsHbeforeHandHafterHTHcellUengagingH
antibodyHtherapyHinH’’VHBloodnAdvancesTH2021THcTHaegbUaegf 7.8 3

118 TheHZXZXHq’THrT–H’yelomaHxntergroupHWorkshopHonHxmmuneH≥rofilingHandH’inimalHResidualH
siseaseHTestingHinH’ultipleH’yelomaVHTransplantationnandnCellularnTherapyTH2021THZeTHfXeUfYd 1

117 ppplicationHofH–extUvenerationHSequencingHforHtheHvenomicHrharacterizationHofH≥atientsHwithH
SmolderingH’yelomaVHCancersTH2020THYZTH 6.6 4

116 –extUvenerationHSequencingHforHrlinicalH’anagementHofH’ultipleH’yelomahHReadyHforH≥rimeHTimenVH
FrontiersninnOncologyTH2020THYXTHYfg 5.3 20

115 tarlyHRelapseHRiskHinH≥atientsHwithH–ewlyHsiagnosedH’ultipleH’yelomaHrharacterizedHbyH
–extUgenerationHSequencingVHClinicalnCancernResearchTH2020THZdTHbfaZUbfbY 12.9 22

114 ≥anUcancerHanalysisHofHwholeHgenomesHidentifiesHdriverHrearrangementsHpromotedHbyH‘x–tUYH
retrotranspositionVHNaturenGeneticsTH2020THcZTHaXdUaYg 36.3 122

113 TimingHtheHinitiationHofHmultipleHmyelomaVHNaturenCommunicationsTH2020THYYTHYgYe 17.4 36

112 RevealingHTranscriptomeHseregulationHuponHvenomicHromplexityHinH’ultipleH’yelomaVHBloodTH2020
THYadTHaUb 2.2

111 WholeUvenomeHSequencingHRevealsHtvidenceHofHTwoHqiologicallyHandHrlinicallyHsistinctHtntitieshH
≥rogressiveHVersusHStableH’yelomaH≥recursorHsiseaseVHBloodTH2020THYadTHbeUbf 2.2 2

110 TheHmolecularHpathogenesisHofHmultipleHmyelomaVHHematologynReportsTH2020THYZTHgXcb 0.9 2

109 pHyourneyHThroughH’yelomaHtvolutionhHuromHtheH–ormalH≥lasmaHrellHtoHsiseaseHromplexityVH
HemaSphereTH2020THbTHecXZ 0.3 4

108 ’ovingHuromHrancerHqurdenHtoHrancerHvenomicsHforHSmolderingH’yelomahHpHReviewVHJAMAn
OncologyTH2020THdTHbZcUbaZ 13.4 25

107 pHnewHcaseHofHmyelodysplasticHsyndromeHassociatedHwithHtPaiaQPqZYiqZdQHandHinvPYYQPpYcqZZQVH
TumoriTH2020THYXdTH–≥YfU–≥ZZ 1.7

106 RevealingHtheHimpactHofHstructuralHvariantsHinHmultipleHmyelomaVHBloodnCancernDiscoveryTH2020THYTHZcfUZea7 28

105 ‘imitsHandHppplicationsHofHvenomicHpnalysisHofHrirculatingHTumorHs–pHasHaH‘iquidHqiopsyHinH
psymptomaticHuormsHofH’ultipleH’yelomaVHHemaSphereTH2020THbTHebXZ 0.3 5

104 xntegrativeHanalysisHofHtheHgenomicHandHtranscriptomicHlandscapeHofHdoubleUrefractoryHmultipleH
myelomaVHBloodnAdvancesTH2020THbTHfaXUfbb 7.8 21

103 venomicHlandscapeHandHchronologicalHreconstructionHofHdriverHeventsHinHmultipleHmyelomaVHNaturen
CommunicationsTH2019THYXTHafac 17.4 94

102 xntegrationHofHtranscriptionalHandHmutationalHdataHsimplifiesHtheHstratificationHofHperipheralHTUcellH
lymphomaVHAmericannJournalnofnHematologyTH2019THgbTHdZfUdab 7.1 7

(2019-2021)
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101 pHhighUriskTHsoubleUwitTHgroupHofHnewlyHdiagnosedHmyelomaHidentifiedHbyHgenomicHanalysisVH
LeukemiaTH2019THaaTHYcgUYeX 10.7 176

100 pHpracticalHguideHforHmutationalHsignatureHanalysisHinHhematologicalHmalignanciesVHNaturen
CommunicationsTH2019THYXTHZgdg 17.4 73

99 TheHvenomicHandHTranscriptomicH‘andscapeHofHsoubleURefractoryH’ultipleH’yelomaVHBloodTH2019TH
YabTHaXcdUaXcd 2.2 1

98 SpecificHTargetingHofHzRpSHUsingHaH–ovelHwighUpffinityHzRpSHpntisenseHOligonucleotideHinH’ultipleH
’yelomaVHBloodTH2019THYabTHaYXbUaYXb 2.2 1

97 ‘ackHofHSignificantHsifferencesHinHSomaticHplterationsHbetweenH’vUSTHS’’HandHSymptomaticH
’ultipleH’yelomahHpHResultHfromHromprehensiveHvenomicH≥rofilingHStudyVHBloodTH2019THYabTHaXfgUaXfg 2.2

96 TimingHtheHxnitiationHofH’ultipleH’yelomaVHBloodTH2019THYabTHceaUcea 2.2

95 ≥SYabcHrxRrU‘pTx–vHTU’ORHs–pHpSHpH‘xαUxsHqxO≥SYHx–HS’O‘stRx–vH’U‘Tx≥‘tH’Yt‘O’pHTOH
xst–TxuYHqxO’pRztRSHOuH≥ROvRtSSxO–VHHemaSphereTH2019THaTHdYbUdYc 0.3

94 romprehensiveHdetectionHofHrecurringHgenomicHabnormalitieshHaHtargetedHsequencingHapproachHforH
multipleHmyelomaVHBloodnCancernJournalTH2019THgTHYXY 7 22

93 RecurrentHhistoneHmutationsHinHTUcellHacuteHlymphoblasticHleukaemiaVHBritishnJournalnofn
HaematologyTH2019THYfbTHdedUdeg 4.5 6

92 venomicHpatternsHofHprogressionHinHsmolderingHmultipleHmyelomaVHNaturenCommunicationsTH2018THgTHaada17.4 99

91 xdentificationHofHnovelHmutationalHdriversHrevealsHoncogeneHdependenciesHinHmultipleHmyelomaVH
BloodTH2018THYaZTHcfeUcge 2.2 196

90 ’ultipleHmyelomaHclonalHevolutionHinHhomogeneouslyHtreatedHpatientsVHLeukemiaTH2018THaZTHZdadUZdbe 10.7 51

89 TheH‘andscapeHofHStructuralHVariantHSignaturesHinH’ultipleH’yelomaHxdentifiesHsistinctHsiseaseH
SubgroupsHwithHxmplicationsHforH≥athogenesisVHBloodTH2018THYaZTHYXgUYXg 2.2

88 ’ytypehHpHraptureHqasedHSequencingHppproachHtoHsetectHSomaticH’utationsTHropyH–umberH
rhangesHandHxvwHTranslocationsHinH’ultipleH’yelomaVHBloodTH2018THYaZTHccffUccff 2.2

87 WholeHvenomeHSequencingHRevealsHRecurrentHStructuralHsriverHtventsHinH≥eripheralHTUrellH
‘ymphomasH–otHOtherwiseHSpecifiedVHBloodTH2018THYaZTHbYYcUbYYc 2.2

86 rlinicalHRelevanceHofHrlonalHwematopoiesisHinHtheHOldestUOldH≥opulationhHpnalysisHofHtheHJwealthH
andHpnemiaJHStudyVHBloodTH2018THYaZTHecXUecX 2.2

85 qiologicalHandHprognosticHimpactHofHp≥OqtrUinducedHmutationsHinHtheHspectrumHofHplasmaHcellH
dyscrasiasHandHmultipleHmyelomaHcellHlinesVHLeukemiaTH2018THaZTHYXbbUYXbf 10.7 52

84 pnalysisHofHtheHgenomicHlandscapeHofHmultipleHmyelomaHhighlightsHnovelHprognosticHmarkersHandH
diseaseHsubgroupsVHLeukemiaTH2018THaZTHZdXbUZdYd 10.7 90

Niccolo Bolli

4



83 ≥recisionHoncologyHforHacuteHmyeloidHleukemiaHusingHaHknowledgeHbankHapproachVHNaturenGeneticsTH
2017THbgTHaaZUabX 36.3 155

82 –extUgenerationHsequencingHofHaHfamilyHwithHaHhighHpenetranceHofHmonoclonalHgammopathiesHforH
theHidentificationHofHcandidateHriskHallelesVHCancerTH2017THYZaTHaeXYUaeXf 6.4 8

81 pnalysisHofHtheHgenomicHlandscapeHofHmultipleHmyelomaHhighlightsHnovelHprognosticHmarkersHandH
diseaseHsubgroupsVHLeukemiaTH2017TH 10.7 9

80 RapidHparallelHacquisitionHofHsomaticHmutationsHafterH–≥’YHinHacuteHmyeloidHleukaemiaHevolutionVH
BritishnJournalnofnHaematologyTH2017THYedTHfZcUfZg 4.5 3

79 wemopoieticUspecificHSfabYUzeXXtHknockUinHmiceHdisplayHtheHsplicingHdefectHseenHinHhumanH’sSHbutH
developHanemiaHwithoutHringHsideroblastsVHLeukemiaTH2017THaYTHeZXUeZe 10.7 76

78 pngioimmunoblasticHTHcellHlymphomahHnovelHmolecularHinsightsHbyHmutationHprofilingVHOncotargetTH
2017THfTHYeedaUYeeeX 3.3 29

77 pHrareHcaseHofHatypicalHchronicHlymphocyticHleukaemiaHpresentingHasHnephroticHsyndromeVHBMJnCasen
ReportsTH2017THZXYeTH 0.9 1

76 qowelHperforationHfromHoccultHilealHinvolvementHafterHdiagnosisHinHaHcaseHofHprimaryHmediastinalH
largeHqUcellHlymphomaVHBMJnCasenReportsTH2016THZXYdTH 0.9 1

75
wighUdoseHchemotherapyHfollowedHbyHautologousHtransplantationHmayHovercomeHtheHpoorH
prognosisHofHdiffuseHlargeHqUcellHlymphomaHpatientsHwithH’YrWqr‘ZHcoUexpressionVHBloodnCancern
JournalTH2016THdTHebgY

7 4

74 venomicHrlassificationHandH≥rognosisHinHpcuteH’yeloidH‘eukemiaVHNewnEnglandnJournalnofnMedicineTH
2016THaebTHZZXgUZZZY 59.2 1999

73 pnalysisHofH’utationalHSignaturesHSuggestHThatHpidHwasHanHtarlyHandHsriverHRoleHinH’ultipleH
’yelomaVHBloodTH2016THYZfTHYYdUYYd 2.2 2

72 WholeHvenomeHSequencingHofHUniqueH≥airedHS’’W’vUSH≥rogressingHtoH’’HSamplesHRevealsHaH
venomicH‘andscapeHwithHsiverseHtvolutionaryH≥atternVHBloodTH2016THYZfTHZXffUZXff 2.2 0

71 ≥eripheralHTUrellH‘ymphomasH–otHOtherwiseHSpecifiedhH≥otentialH–ovelH’olecularHtntitiesHqasedHonH
qothHTumorHandH’icroenvironmentHrellularHromponentsVHBloodTH2016THYZfTHbXgfUbXgf 2.2 2

70 TheHromplexH‘andscapeHofHRearrangementsHinHSmolderingHandHSymptomaticH’ultipleH’yelomaH
RevealedHqyHWholeUvenomeHSequencingVHBloodTH2016THYZfTHZadUZad 2.2

69 R–pUSeqHseH–ovoHpssemblyHofHrlonalHxmmunoglobulinHRearrangementsHxdentifiesHxnterestingH
qiologyHandHUncoversH≥rognosticHueaturesHinH’ultipleH’yelomaVHBloodTH2016THYZfTHYgcUYgc 2.2

68 sevelopmentHandHvalidationHofHaHcomprehensiveHgenomicHdiagnosticHtoolHforHmyeloidHmalignanciesVH
BloodTH2016THYZfTHeYUg 2.2 36

67 pHs–pHtargetUenrichmentHapproachHtoHdetectHmutationsTHcopyHnumberHchangesHandH
immunoglobulinHtranslocationsHinHmultipleHmyelomaVHBloodnCancernJournalTH2016THdTHebde 7 47

66 qiologyHofHperipheralHTHcellHlymphomasHâ��H–otHotherwiseHspecifiedhHxsHsomethingHfinallyHhappeningnH
2016THaTHgUYf 9

(2016-2017)
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65 z‘uZHmutationHisHtheHmostHfrequentHsomaticHchangeHinHsplenicHmarginalHzoneHlymphomaHandH
identifiesHaHsubsetHwithHdistinctHgenotypeVHLeukemiaTH2015THZgTHYYeeUfc 10.7 118

64 rharacterizationHofHgeneHmutationsHandHcopyHnumberHchangesHinHacuteHmyeloidHleukemiaHusingHaH
rapidHtargetHenrichmentHprotocolVHHaematologicaTH2015THYXXTHZYbUZZ 6.6 38

63 TheH’olecularHqasisHofHwaematologicalH’alignanciesH2015THaYbUaaY

62 SfabYHzeXXtH’utationHxmpairsH≥reUmR–pHSplicingHandHsefinitiveHwematopoiesisHinHaHronditionalH
znockUinH’ouseH’odelVHBloodTH2015THYZdTHYbXUYbX 2.2 4

61 venomicH‘andscapeHandHxtsH≥rognosticHxmplicationsHinH’ultipleH’yelomaHUsingHaHTargetedH
SequencingHppproachVHBloodTH2015THYZdTHaeXUaeX 2.2 1

60 vpTpUaHtxpressionHinH≥eripheralHTUrellH‘ymphomasHP≥Tr‘QhHxdentificationHofHaHrutUOffHandH
≥rognosticHValueHinH≥Tr‘U–OSHVersusHOthersHwystotypesVHBloodTH2015THYZdTHaffgUaffg 2.2 1

59 sissectingHveneticHandH≥henotypicHweterogeneityHtoH’apH’olecularH≥hylogeniesHandHseliverH
≥ersonalizedHOutcomeHandHTreatmentH≥redictionsHinHp’‘VHBloodTH2015THYZdTHfXaUfXa 2.2 2

58 RedefiningH’utationalH≥rofilingHUsingHR–pUSeqhHxnsightHintoHtheHuunctionalH’utationalH‘andscapeH
ofH’ultipleH’yelomaVHBloodTH2015THYZdTHfaeUfae 2.2 0

57 ≥ersonallyHTailoredHRiskH≥redictionHofHp’‘HqasedHonHromprehensiveHvenomicHandHrlinicalHsataVH
BloodTH2015THYZdTHfcUfc 2.2 1

56 weterogeneityHofHgenomicHevolutionHandHmutationalHprofilesHinHmultipleHmyelomaVHNaturen
CommunicationsTH2014THcTHZgge 17.4 564

55 ’obileHs–pHinHcancerVHtxtensiveHtransductionHofHnonrepetitiveHs–pHmediatedHbyH‘YH
retrotranspositionHinHcancerHgenomesVHScienceTH2014THabcTHYZcYaba 33.3 250

54 pssociationHofHaHgermlineHcopyHnumberHpolymorphismHofHp≥OqtrapHandHp≥OqtraqHwithHburdenH
ofHputativeHp≥OqtrUdependentHmutationsHinHbreastHcancerVHNaturenGeneticsTH2014THbdTHbfeUgY 36.3 208

53 sifferentialHandHlimitedHexpressionHofHmutantHallelesHinHmultipleHmyelomaVHBloodTH2014THYZbTHaYYXUe 2.2 42

52 OriginsHandHfunctionalHconsequencesHofHsomaticHmitochondrialHs–pHmutationsHinHhumanHcancerVH
ELifeTH2014THaTH 8.9 229

51 ≥rocessedHpseudogenesHacquiredHsomaticallyHduringHcancerHdevelopmentVHNaturenCommunicationsTH
2014THcTHadbb 17.4 68

50 pH–extHvenerationHSequencingUqasedHppproachHtoHsetectHveneH’utationsTHropyH–umberHrhangesH
andHxvwHTranslocationsHinH’ultipleH’yelomaVHBloodTH2014THYZbTHaadbUaadb 2.2 2

49 sifferentialHandH‘imitedHtxpressionHofH’utantHpllelesHinH’ultipleH’yelomaVHBloodTH2014THYZbTHZXXeUZXXe2.2

48 SignaturesHofHmutationalHprocessesHinHhumanHcancerVHNatureTH2013THcXXTHbYcUZY 50.4 5895
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47 setailedHmolecularHcharacterisationHofHacuteHmyeloidHleukaemiaHwithHaHnormalHkaryotypeHusingH
targetedHs–pHcaptureVHLeukemiaTH2013THZeTHYfZXUc 10.7 26

46 TheHhumanH–≥’YHmutationHpHperturbsHmegakaryopoiesisHinHaHconditionalHmouseHmodelVHBloodTH
2013THYZYTHabbeUcf 2.2 25

45 WholeHtxomeHSequencingHOfH’ultipleH’yelomaHRevealsHpnHweterogeneousHrlonalHprchitectureHandH
venomicHtvolutionVHBloodTH2013THYZZTHaggUagg 2.2

44 pcuteHmyeloidHleukemiaHwithHmutatedHnucleophosminHP–≥’YQhHisHitHaHdistinctHentitynVHBloodTH2011TH
YYeTHYYXgUZX 2.2 178

43 cpsfYHisHrequiredHforHdefinitiveHwSrHsurvivalHinHzebrafishVHBloodTH2011THYYeTHaggdUbXXe 2.2 25

42 sdxYfHisHessentialHforHcellUcycleHprogressionHinHzebrafishHhematopoieticHcellsHandHisHmutatedHinH
humanHp’‘VHBloodTH2011THYYfTHgXaUYc 2.2 29

41 ZebrafishHmicroR–pUYZdHdeterminesHhematopoieticHcellHfateHthroughHcU’ybVHLeukemiaTH2011THZcTHcXdUYb10.7 49

40 UpregulationHofHexubtHinH–ucleophosminHYHP–≥’YQHwaploinsufficientHrellsHpltersHrrppTHtnhancerH
qindingH≥roteinHplphaHPrWtq≥˛–QHpctivityhHxmplicationsHforH’sSHandHp’‘VHBloodTH2011THYYfTHZbaZUZbaZ 2.2

39 txpressionHofHtheHcytoplasmicH–≥’YHmutantHP–≥’cSQHcausesHtheHexpansionHofHhematopoieticHcellsH
inHzebrafishVHBloodTH2010THYYcTHaaZgUbX 2.2 61

38 rleavageHandH≥olyadenylationHSpecificityHuactorHYHxsHRequiredHforHsefinitiveHwematopoieticHStemH
rellHSurvivalHxnHZebrafishVVHBloodTH2010THYYdTHYdXdUYdXd 2.2

37 pHdoseUdependentHtugHofHwarHinvolvingHtheH–≥’YHleukaemicHmutantTHnucleophosminTHandHpRuVH
LeukemiaTH2009THZaTHcXYUg 10.7 59

36 plteredHnucleophosminHtransportHinHacuteHmyeloidHleukaemiaHwithHmutatedH–≥’YhHmolecularHbasisH
andHclinicalHimplicationsVHLeukemiaTH2009THZaTHYeaYUba 10.7 156

35 pHwesternHblotHassayHforHdetectingHmutantHnucleophosminHP–≥’YQHproteinsHinHacuteHmyeloidH
leukaemiaVHLeukemiaTH2008THZZTHZZfcUf 10.7 20

34 pbsenceHofHnucleophosminHleukaemicHmutantsHinHqHandHTHcellsHfromHp’‘HwithH–≥’YHmutationshH
implicationsHforHtheHcellHofHoriginHofH–≥’cSHp’‘VHLeukemiaTH2008THZZTHYgcUf 10.7 21

33 xnHhumanHgenomeTHgenerationHofHaHnuclearHexportHsignalHthroughHduplicationHappearsHuniqueHtoH
nucleophosminHP–≥’YQHmutationsHandHisHrestrictedHtoHp’‘VHLeukemiaTH2008THZZTHYZfcUg 10.7 36

32 pHoneUmutationHmathematicalHmodelHcanHexplainHtheHageHincidenceHofHacuteHmyeloidHleukemiaHwithH
mutatedHnucleophosminHP–≥’YQVHHaematologicaTH2008THgaTHYZYgUZd 6.6 20

31 rytoplasmicHmutatedHnucleophosminHisHstableHinHprimaryHleukemicHcellsHandHinHaHxenotransplantH
modelHofH–≥’cSHacuteHmyeloidHleukemiaHinHSrxsHmiceVHHaematologicaTH2008THgaTHeecUg 6.6 42

30 ≥rognosticHimpactHofHgeneticHcharacterizationHinHtheHvx’t’pH‘p’gg≥HmulticenterHstudyHforHnewlyH
diagnosedHacuteHmyeloidHleukemiaVHHaematologicaTH2008THgaTHYXYeUZb 6.6 16

(2008-2013)
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29 TheHRoleHofHR–pHwelicaseHseadHqoxHYfHinHZebrafishHwematopoiesisHandHwumanH’sSVHBloodTH2008TH
YYZTHcXXUcXX 2.2

28 xdentificationHandHfunctionalHcharacterizationHofHaHcytoplasmicHnucleophosminHleukaemicHmutantH
generatedHbyHaHnovelHexonUYYH–≥’YHmutationVHLeukemiaTH2007THZYTHYXggUYXa 10.7 46

27 rytoplasmicHmutatedHnucleophosminHP–≥’QHdefinesHtheHmolecularHstatusHofHaHsignificantHfractionHofH
myeloidHsarcomasVHLeukemiaTH2007THZYTHYcddUeX 10.7 97

26 pberrantHcytoplasmicHexpressionHofHrUterminalUtruncatedH–≥’HleukaemicHmutantHisHdictatedHbyH
tryptophansHlossHandHaHnewH–tSHmotifVHLeukemiaTH2007THZYTHZXcZUbiHauthorHreplyHZXcbiHdiscussionHZXccUd10.7 32

25 ReplyHtoHâ��pberrantHcytoplasmicHexpressionHofHrUterminalHtruncatedH–≥’HleukaemicHmutantHisH
dictatedHbyHtryptophansHlossHandHaHnewH–tSHmotifâ��HbyHualiniHetHalVVHLeukemiaTH2007THZYTHZXcbUZXcb 10.7 1

24 â��ReplyHtoH≥itiotHetHalVâ��VHLeukemiaTH2007THZYTHZXccUZXcd 10.7 2

23 TranslocationsHandHmutationsHinvolvingHtheHnucleophosminHP–≥’YQHgeneHinHlymphomasHandH
leukemiasVHHaematologicaTH2007THgZTHcYgUaZ 6.6 156

22 SustainedHventricularHtachycardiaHinHaHthalidomideUtreatedHpatientHwithHprimaryHplasmaUcellH
leukemiaVHNaturenClinicalnPracticenOncologyTH2007THbTHeZZUc 11

21 qornHtoHbeHexportedhHrOOwUterminalHnuclearHexportHsignalsHofHdifferentHstrengthHensureH
cytoplasmicHaccumulationHofHnucleophosminHleukemicHmutantsVHCancernResearchTH2007THdeTHdZaXUe 10.1 81

20 uunctionHofH–ucleophosminHinHZebrafishHwematopoiesisVVHBloodTH2007THYYXTHZdbbUZdbb 2.2

19 rytoplasmicHnucleophosminHinHmyeloidHsarcomaHoccurringHZXHyearsHafterHdiagnosisHofHacuteHmyeloidH
leukaemiaVHLancetnOncology,nTheTH2006THeTHacXUZ 21.7 24

18 qothHcarboxyUterminusH–tSHmotifHandHmutatedHtryptophanPsQHareHcrucialHforHaberrantHnuclearH
exportHofHnucleophosminHleukemicHmutantsHinH–≥’cSHp’‘VHBloodTH2006THYXeTHbcYbUZa 2.2 201

17 xmmunohistochemistryHpredictsHnucleophosminHP–≥’QHmutationsHinHacuteHmyeloidHleukemiaVHBloodTH
2006THYXfTHYgggUZXXc 2.2 146

16 ’utatedHnucleophosminHdetectsHclonalHmultilineageHinvolvementHinHacuteHmyeloidHleukemiahH
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