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k Paper IF Citations

67 IsNtheNTownsendNzeprivationNIndexNaNReliableNPredictorNofNPsychiatricNzisordersudNBiologicali
PsychiatrybN2021bNnobNniocnjg 7.9 0

66 PleiotropicNgenomicNvariantsNatNgmqhgdigNassociatedNwithNboneNmineralNdensityNandNbodyNfatNmasspNaN
bivariateNgenomecwideNassociationNanalysisdNEuropeaniJournaliofiHumaniGeneticsbN2021bNhobNkkickli 5.3 1

65 ThreeNpleiotropicNlociNassociatedNwithNboneNmineralNdensityNandNleanNbodyNmassdNMoleculariGeneticsi
andiGenomicsbN2021bNholbNkkclk 3.1 2

64 IdentificationNofNpleiotropicNlociNunderlyingNhipNboneNmineralNdensityNandNtrunkNleanNmassdNJournali
ofiHumaniGeneticsbN2021bNllbNhkgchlf 4.3 0

63 MendelianNrandomizationNanalysisNrevealsNcausalNeffectsNofNplasmaNproteomeNonNbodyNcompositionN
traitsddNJournaliofiClinicaliEndocrinologyiandiMetabolismbN2021bN 5.6 1

62 WholecexomeNsequencingNandNgenomecwideNassociationNstudiesNidentifyNnovelNsarcopeniaNriskN
genesNinNHanNyhinesedNMoleculariGeneticsipamp;iGenomiciMedicinebN2020bNnbNeghlm 2.3 3

61 wssociationNofNiphmdgNVariantsNwithNWholeNxodyNLeanNMassNIdentifiedNbyNaNGenomecwideN
wssociationNStudydNScientificiReportsbN2020bNgfbNjhoi 4.9 2

60 ReplicationNofNFTONGeneNassociatedNwithNleanNmassNinNaNMetacwnalysisNofNGenomecWideNwssociationN
StudiesdNScientificiReportsbN2020bNgfbNkfkm 4.9 5

59 TwoNnovelNpleiotropicNlociNassociatedNwithNosteoporosisNandNabdominalNobesitydNHumaniGeneticsbN
2020bNgiobNgfhicgfik 6.3 3

58 TwelveNNewNGenomicNLociNwssociatedNWithNxoneNMineralNzensitydNFrontiersiiniEndocrinologybN2020bN
ggbNhji 5.7 7

57 xivariateNgenomecwideNassociationNanalysisNidentifiedNthreeNpleiotropicNlociNunderlyingN
osteoporosisNandNobesitydNClinicaliGeneticsbN2020bNombNmnkcmnl 4 1

56 wNroadNmapNforNunderstandingNmolecularNandNgeneticNdeterminantsNofNosteoporosisdNNatureiReviewsi
EndocrinologybN2020bNglbNogcgfi 15.2 85

55 FourNpleiotropicNlociNassociatedNwithNfatNmassNandNleanNmassdNInternationaliJournaliofiObesitybN2020bN
jjbNhggichghi 5.5 1

54 TheNgeneticNarchitectureNofNappendicularNleanNmassNcharacterizedNbyNassociationNanalysisNinNtheNUKN
xiobankNstudydNCommunicationsiBiologybN2020bNibNlfn 6.7 7

53 GeneNExpressionNandNRNwNSplicingNImputationNIdentifiesNNovelNyandidateNGenesNwssociatedNwithN
OsteoporosisdNJournaliofiClinicaliEndocrinologyiandiMetabolismbN2020bNgfkbN 5.6 5

52 JointNwssociationNwnalysisNIdentifiedNgnNNewNLociNforNxoneNMineralNzensitydNJournaliofiBoneiandi
MineraliResearchbN2019bNijbNgfnlcgfoj 6.3 15

51 GeneticNriskNfactorsNidentifiedNinNpopulationsNofNEuropeanNdescentNdoNnotNimproveNtheNpredictionNofN
osteoporoticNfractureNandNboneNmineralNdensityNinNyhineseNpopulationsdNScientificiReportsbN2019bNobNlfnl 4.9 4
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50 IdentificationNofNaNgphgNindependentNfunctionalNvariantNforNabdominalNobesitydNInternationaliJournali
ofiObesitybN2019bNjibNhjnfchjof 5.5 3

49 TwoNfunctionalNvariantsNatNlphgdgNwereNassociatedNwithNleanNmassdNSkeletaliMusclebN2019bNobNhn 5.1 6

48 JointNstudyNofNtwoNgenomecwideNassociationNmetacanalysesNidentifiedNhfpghdgNandNhfqgidiiNforN
boneNmineralNdensitydNBonebN2018bNggfbNimncink 4.7 14

47 GenomecwideNassociationNstudyNofNlncRNwNpolymorphismsNwithNboneNmineralNdensitydNAnnalsiofi
HumaniGeneticsbN2018bNnhbNhjjchki 2.2 9

46 VcwTPasesNandNosteoclastspNambiguousNfutureNofNVcwTPasesNinhibitorsNinNosteoporosisdNTheranosticsbN
2018bNnbNkimockioo 12.1 26

45 GenomicNvariantsNatNhfpggNassociatedNwithNbodyNfatNmassNinNtheNEuropeanNpopulationdNObesitybN
2017bNhkbNmkmcmlj 8 9

44 GenecbasedNgenomecwideNassociationNstudyNidentifiedNgopgidiNforNleanNbodyNmassdNScientifici
ReportsbN2017bNmbNjkfhk 4.9 6

43 xivariateNgenomecwideNassociationNanalysesNidentifiedNgeneticNpleiotropicNeffectsNforNboneNmineralN
densityNandNalcoholNdrinkingNinNyaucasiansdNJournaliofiBoneiandiMineraliMetabolismbN2017bNikbNljoclkn 2.9 9

42 GenomecwideNassociationNstudyNinNEastNwsiansNsuggestsNUHMKgNasNaNnovelNboneNmineralNdensityN
susceptibilityNgenedNBonebN2016bNogbNggichg 4.7 9

41 GenomecwideNassociationNmetacanalysesNidentifiedNgqjiNandNhqihdhNforNhipNWardVsNtriangleNarealN
boneNmineralNdensitydNBonebN2016bNogbNgcgf 4.7 9

40 ExploringNtheNMajorNSourcesNandNExtentNofNHeterogeneityNinNaNGenomecWideNwssociationN
MetacwnalysisdNAnnalsiofiHumaniGeneticsbN2016bNnfbNggichh 2.2 7

39 wNnewNmethodNforNestimatingNeffectNsizeNdistributionNandNheritabilityNfromNgenomecwideN
associationNsummaryNresultsdNHumaniGeneticsbN2016bNgikbNgmgcnj 6.3 5

38
IdentificationNofNIzUwNandNWNTglNPhosphorylationcRelatedNNoncSynonymousNPolymorphismsNforN
xoneNMineralNzensityNinNMetacwnalysesNofNGenomecWideNwssociationNStudiesdNJournaliofiBoneiandi
MineraliResearchbN2016bNigbNikncln

6.3 20

37 IdentificationNofNaNnovelNFGFRLgNMicroRNwNtargetNsiteNpolymorphismNforNboneNmineralNdensityNinN
metacanalysesNofNgenomecwideNassociationNstudiesdNHumaniMoleculariGeneticsbN2015bNhjbNjmgfchm 5.6 19

36 wttenuatedNmonocyteNapoptosisbNaNnewNmechanismNforNosteoporosisNsuggestedNbyNaN
transcriptomecwideNexpressionNstudyNofNmonocytesdNPLoSiONEbN2015bNgfbNefgglmoh 3.7 19

35 MetacanalysisNofNgenomecwideNassociationNdataNidentifiesNnovelNsusceptibilityNlociNforNobesitydN
HumaniMoleculariGeneticsbN2014bNhibNnhfcif 5.6 62

34 OnNindividualNgenomecwideNassociationNstudiesNandNtheirNmetacanalysisdNHumaniGeneticsbN2014bNgiibNhlkcmo6.3 19

33 MultistageNgenomecwideNassociationNmetacanalysesNidentifiedNtwoNnewNlociNforNboneNmineralN
densitydNHumaniMoleculariGeneticsbN2014bNhibNgohicii 5.6 113
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32 GenomecwideNassociationNstudyNidentifiedNcopyNnumberNvariantsNimportantNforNappendicularNleanN
massdNPLoSiONEbN2014bNobNenomml 3.7 9

31 GenomecwideNwssociationNStudiesNforNOsteoporosispNwNhfgiNUpdatedNJournaliofiBoneiMetabolismbN
2014bNhgbNoocggl 2.7 48

30 IntegrativeNanalysisNofNGWwSsbNhumanNproteinNinteractionbNandNgeneNexpressionNidentifiedNgeneN
modulesNassociatedNwithNxMzsdNJournaliofiClinicaliEndocrinologyiandiMetabolismbN2014bNoobNEhiohco 5.6 7

29 FISHpNfastNandNaccurateNdiploidNgenotypeNimputationNviaNsegmentalNhiddenNMarkovNmodeldN
BioinformaticsbN2014bNifbNgnmlcni 7.2 18

28 TrpsgNdifferentiallyNmodulatesNtheNboneNmineralNdensityNbetweenNmaleNandNfemaleNmiceNandNitsN
polymorphismNassociatesNwithNxMzNdifferentlyNbetweenNwomenNandNmendNPLoSiONEbN2014bNobNenjjnk 3.7 12

27 GenecgeneNinteractionNbetweenNRxMSiNandNZNFkglNinfluencesNboneNmineralNdensitydNJournaliofi
BoneiandiMineraliResearchbN2013bNhnbNnhncim 6.3 14

26 GenomecwideNapproachesNforNidentifyingNgeneticNriskNfactorsNforNosteoporosisdNGenomeiMedicinebN
2013bNkbNjj 14.4 17

25 OnNgenomecwideNassociationNstudiesNandNtheirNmetacanalysespNlessonsNlearnedNfromNosteoporosisN
studiesdNJournaliofiClinicaliEndocrinologyiandiMetabolismbN2013bNonbNEghmncnh 5.6 16

24 xivariateNgenomecwideNassociationNanalysesNidentifiedNgenesNwithNpleiotropicNeffectsNforNfemoralN
neckNboneNgeometryNandNageNatNmenarchedNPLoSiONEbN2013bNnbNelfilh 3.7 12

23
xivariateNgenomecwideNassociationNstudyNsuggestsNfattyNacidNdesaturaseNgenesNandNcadherinNzyHShN
forNvariationNofNbothNcompressiveNstrengthNindexNandNappendicularNleanNmassNinNmalesdNBonebN2012bN
kgbNgfffcm

4.7 10

22 xivariateNgenomecwideNassociationNstudyNsuggestsNthatNtheNzwRyNgeneNinfluencesNleanNbodyNmassN
andNageNatNmenarchedNScienceiChinaiLifeiSciencesbN2012bNkkbNkglchf 8.5 7

21 TestingNrareNvariantsNforNassociationNwithNdiseasespNaNxayesianNmarkerNselectionNapproachdNAnnalsiofi
HumaniGeneticsbN2012bNmlbNmjcnk 2.2 6

20 GenomecwideNassociationNstudyNofNcopyNnumberNvariationNidentifiedNgremlingNasNaNcandidateNgeneN
forNleanNbodyNmassdNJournaliofiHumaniGeneticsbN2012bNkmbNiicm 4.3 28

19 GenomecwideNassociationNstudyNofNcopyNnumberNvariantsNsuggestsNLTxPgNandNFGzjNareNimportantN
forNalcoholNdrinkingdNPLoSiONEbN2012bNmbNeifnlf 3.7 12

18 yomparativeNstudiesNofNdeNnovoNassemblyNtoolsNforNnextcgenerationNsequencingNtechnologiesdN
BioinformaticsbN2011bNhmbNhfigcm 7.2 103

17 wnalysesNandNcomparisonNofNimputationcbasedNassociationNmethodsdNPLoSiONEbN2010bNkbNegfnhm 3.7 26

16 ILhgRNandNPTHNmayNunderlieNvariationNofNfemoralNneckNboneNmineralNdensityNasNrevealedNbyNaN
genomecwideNassociationNstudydNJournaliofiBoneiandiMineraliResearchbN2010bNhkbNgfjhcn 6.3 30

15 EvaluationNofNcompressiveNstrengthNindexNofNtheNfemoralNneckNinNyaucasiansNandNchinesedNCalcifiedi
TissueiInternationalbN2010bNnmbNihjcih 3.9 37
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14
PathwaycbasedNgenomecwideNassociationNanalysisNidentifiedNtheNimportanceNofN
regulationcofcautophagyNpathwayNforNultradistalNradiusNxMzdNJournaliofiBoneiandiMineraliResearchbN
2010bNhkbNgkmhcnf

6.3 82

13 ImprovedNdetectionNofNrareNgeneticNvariantsNforNdiseasesdNPLoSiONEbN2010bNkbNeginkm 3.7 4

12 EfficientNutilizationNofNrareNvariantsNforNdetectionNofNdiseasecrelatedNgenomicNregionsdNPLoSiONEbN
2010bNkbNegjhnn 3.7 17

11 UnivariateemultivariateNgenomecwideNassociationNscansNusingNdataNfromNfamiliesNandNunrelatedN
samplesdNPLoSiONEbN2009bNjbNelkfh 3.7 22

10 GenomecwideNassociationNanalysesNidentifyNSPOyKNasNaNkeyNnovelNgeneNunderlyingNageNatNmenarchedN
PLoSiGeneticsbN2009bNkbNegfffjhf 6 55

9 PowerfulNbivariateNgenomecwideNassociationNanalysesNsuggestNtheNSOXlNgeneNinfluencingNbothN
obesityNandNosteoporosisNphenotypesNinNmalesdNPLoSiONEbN2009bNjbNelnhm 3.7 78

8 wNmultilocusNlinkageNdisequilibriumNmeasureNbasedNonNmutualNinformationNtheoryNandNitsN
applicationsdNGeneticabN2009bNgimbNikkclj 1.5 14

7 wNPywcbasedNmethodNforNancestralNinformativeNmarkersNselectionNinNstructuredNpopulationsdNSciencei
iniChinaiSeriesiC:iLifeiSciencesbN2009bNkhbNomhcl 2

6 MultivariateNassociationNtestNusingNhaplotypeNtrendNregressiondNAnnalsiofiHumaniGeneticsbN2009bNmibNjklclj2.2 12

5 TestsNofNassociationNforNquantitativeNtraitsNinNnuclearNfamiliesNusingNprincipalNcomponentsNtoNcorrectN
forNpopulationNstratificationdNAnnalsiofiHumaniGeneticsbN2009bNmibNlfgcgi 2.2 27

4
GenomecwideNassociationNandNfollowcupNreplicationNstudiesNidentifiedNwzwMTSgnNandNTGFxRiNasN
boneNmassNcandidateNgenesNinNdifferentNethnicNgroupsdNAmericaniJournaliofiHumaniGeneticsbN2009bN
njbNinncon

11 165

3 FamilycbasedNbivariateNassociationNtestsNforNquantitativeNtraitsdNPLoSiONEbN2009bNjbNengii 3.7 7

2 GenomecwideNassociationNscansNidentifiedNyTNNxLgNasNaNnovelNgeneNforNobesitydNHumaniMoleculari
GeneticsbN2008bNgmbNgnficgi 5.6 152

1 wnalysesNandNcomparisonNofNaccuracyNofNdifferentNgenotypeNimputationNmethodsdNPLoSiONEbN2008bN
ibNeikkg 3.7 100
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