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78 yrystallographyIofItheIpastIandIinItheIfuturecICrystallographyiReviewsaI2020aIglaIfefbffg 1.3

77 wnIenzymeIinIdisguisecIIUCrJaI2020aImaIfiibfik 4.7 2

76 PerspectivesIonItheIylassicalIEnzymeIyarbonicIwnhydraseIandItheISearchIforIInhibitorscIBiophysicali
JournalaI2020aIffoaIfgmkbfgne 2.9 9
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ScientificiReportsaI2016aIlaIhefme 4.9 4

70 ProteinIyrystallographyIfromItheIPerspectiveIofITechnologyIzevelopmentscICrystallographyi
ReviewsaI2015aIgfaIfggbfkh 1.3 26
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66 yommentIonILTheIMechanismIforIwctivationIofIGTPIHydrolysisIonItheIRibosomeLcIScienceaI2011aI
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65 TheIribosomeIstorypIwnIoverviewIofIstructuralIstudiesIofIproteinIsynthesisIonItheIribosomecI
CrystallographyiReviewsaI2011aIfmaIgekbggh 1.3 1
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61 TheIribosomalIstalkIbindsItoItranslationIfactorsIIFgaIEFbTuaIEFbGIandIRFhIviaIaIconservedIregionIofI
theILfgIybterminalIdomaincIJournaliofiMoleculariBiologyaI2007aIhlkaIilnbmo 6.5 100

60 zeepeningIribosomalIinsightscIACSiChemicaliBiologyaI2006aIfaIklmbo 4.9 4
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MicrobiologyaI2006aIleaIhnlbiee 4.1 68

57 StructuralIinsightsIintoIfusidicIacidIresistanceIandIsensitivityIinIEFbGcIJournaliofiMoleculariBiologyaI
2005aIhinaIohobio 6.5 53

56 FrancisIyrickISnIJuneIfoflbbgnIJulyIgeeiTpIaImemoircIFEBSiLettersaI2005aIkmoaInkgbi 3.8 0

55 yrystalIstructureIofIaImutantIelongationIfactorIGItrappedIwithIaIGTPIanaloguecIFEBSiLettersaI2005aI
kmoaIiiogbm 3.8 61

54 IsItRNwIbindingIorItRNwImimicryImandatoryIforItranslationIfactorsucICurrentiProteiniandiPeptidei
ScienceaI2002aIhaIfhhbif 2.8 8

53 PostbterminationIcomplexIdisassemblyIbyIribosomeIrecyclingIfactoraIaIfunctionalItRNwImimiccI
EMBOiJournalaI2002aIgfaIggmgbnf 13 86

52 LggIribosomalIproteinIandIeffectIofIitsImutationIonIribosomeIresistanceItoIerythromycincIJournali
ofiMoleculariBiologyaI2002aIhggaIlhkbii 6.5 38

51 StructureIofIribosomalIproteinITLkIcomplexedIwithIRNwIprovidesInewIinsightsIintoItheIyTyIfamilyI
ofIstressIproteinscIActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyaI2001aIkmaIolnbml 32

50 yrystalsIofIaImutantIformIofIribosomalIproteinILggIrenderingIbacterialIribosomesIresistantItoI
erythromycincIActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyaI2001aIkmaIffkebg 1

49 MutationsIinItheIGbdomainIofIelongationIfactorIGIfromIThermusIthermophilusIaffectIbothIitsI
interactionIwithIGTPIandIfusidicIacidcIJournaliofiBiologicaliChemistryaI2001aIgmlaIgnmmibn 5.4 20

48 wrchaealIribosomalIproteinILfpItheIstructureIprovidesInewIinsightsIintoIRNwIbindingIofItheILfI
proteinIfamilycIStructureaI2000aInaIhlhbmf 5.2 29

47 StructureIofIaImutantIEFbGIrevealsIdomainIIIIIandIpossiblyItheIfusidicIacidIbindingIsitecIJournaliofi
MoleculariBiologyaI2000aIhehaIkohbleh 6.5 128

46
ExtremelyIthermostableIelongationIfactorIGIfromIwquifexIaeolicuspIcloningaIexpressionaI
purificationaIandIcharacterizationIinIaIheterologousItranslationIsystemcIProteiniExpressioniandi
PurificationaI2000aIfnaIgkmblf
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45 wIwheelIinventedIthreeItimescITheImolecularIstructuresIofItheIthreeIcarbonicIanhydrasescIEMBOi
ReportsaI2000aIfaIflbm 6.5 49

44 yrystallizationIandIpreliminaryIXbrayIanalysisIofIThermotogaImaritimaIribosomeIrecyclingIfactorcI
ActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyaI1999aIkkaIgeiobke 4
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43 yrystalIstructureIofIThermotogaImaritimaIribosomeIrecyclingIfactorpIaItRNwImimiccIScienceaI1999aI
gnlaIghiobkg 33.3 160

42 NbterminalIdomainaIresiduesIfbofaIofIribosomalIproteinITLkIfromIThermusIthermophilusIbindsI
specificallyIandIstronglyItoItheIregionIofIkSIrRNwIcontainingIloopIEcIFEBSiLettersaI1999aIikfaIkfbk 3.8 12

41 ProteinIbiosynthesispIstructuralIstudiesIofItheIelongationIcyclecIFEBSiLettersaI1998aIiheaIokbo 3.8 21

40 yrystalIstructureIofIribosomalIproteinISnIfromIThermusIthermophilusIrevealsIaIhighIdegreeIofI
structuralIconservationIofIaIspecificIRNwIbindingIsitecIJournaliofiMoleculariBiologyaI1998aIgmoaIghhbii 6.5 28

39 PreliminaryINMRIstudiesIofIThermusIthermophilusIribosomalIproteinISfoIoverproducedIinI
EscherichiaIcolicIFEBSiLettersaI1997aIifkaIfkkbo 3.8 2

38 TheIdynamicIstructureIofIEFbGIstudiedIbyIfusidicIacidIresistanceIandIinternalIrevertantscIJournaliofi
MoleculariBiologyaI1996aIgknaIigebhg 6.5 62

37 ImprintingIthroughImolecularImimicrycIProteinIsynthesiscICurrentiBiologyaI1996aIlaIgimbo 6.3 29

36 TheIstructureIofIelongationIfactorIGIinIcomplexIwithIGzPpIconformationalIflexibilityIandInucleotideI
exchangecIStructureaI1996aIiaIkkkblk 5.2 126

35 yrystallographicIstudiesIofIelongationIfactorIGcIBiochemistryiandiCelliBiologyaI1995aImhaIfgeobfl 3.6 19

34 RibosomalIproteinILggIfromIThermusIthermophiluspIsequencingaIoverexpressionIandIcrystallisationcI
FEBSiLettersaI1995aIhloaIggobhg 3.8 6

33 InhibitionIandIcatalysisIofIcarbonicIanhydrasecIRecentIcrystallographicIanalysescIFEBSiJournalaI1994aI
gfoaIfbfe 18

32 yrystalIstructureIofIcatecholIObmethyltransferasecINatureaI1994aIhlnaIhkibn 50.4 385

31 InhibitionIandIcatalysisIofIcarbonicIanhydrasecIFEBSiJournalaI1994aIgfoaIfbfe 115

30 ModificationIofIaImetalIligandIinIcarbonicIanhydrasepIcrystalIstructureIofIHisoibbtGluIhumanI
isozymeIIIcIFEBSiLettersaI1994aIhkgaIfhmbie 3.8 5

29 yrystalIstructureIofItheIcomplexIbetweenIhumanIcarbonicIanhydraseIIIIandItheIaromaticIinhibitorI
fagaibtriazolecIJournaliofiMoleculariBiologyaI1993aIghgaIobfi 6.5 32

28 yrystallographicIanalysisIofIThrbgeebbtHisIhumanIcarbonicIanhydraseIIIIandIitsIcomplexIwithItheI
substrateaIHyOhbcIProteins:iStructurewiFunctioniandiBioinformaticsaI1993aIfkaInebm 4.2 85

27 MetalIpoisonIinhibitionIofIcarbonicIanhydrasecIProteins:iStructurewiFunctioniandiBioinformaticsaI1993
aIfkaIfmmbng 4.2 42

26 RefinedIstructureIofIbovineIcarbonicIanhydraseIIIIIatIgceIwIresolutioncIProteins:iStructurewiFunctioni
andiBioinformaticsaI1993aIflaIgobig 4.2 102
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25 StructuralIanalysisIofItheIzincIhydroxidebThrbfoobGlubfelIhydrogenbbondInetworkIinIhumanI
carbonicIanhydraseIIIcIProteins:iStructurewiFunctioniandiBioinformaticsaI1993aIfmaIohbfel 4.2 58

24
RefinedIstructureIofItheIaminobenzolamideIcomplexIofIhumanIcarbonicIanhydraseIIIIatIfcoIwIandI
sulphonamideImodellingIofIbovineIcarbonicIanhydraseIIIIcIInternationaliJournaliofiBiologicali
MacromoleculesaI1993aIfkaIombfee

7.9 48

23 StructureIofInativeIandIapoIcarbonicIanhydraseIIIIandIstructureIofIsomeIofIitsIanionbligandI
complexescIJournaliofiMoleculariBiologyaI1992aIggmaIffogbgei 6.5 462

22 yrystallizationIandIpreliminaryIXbrayIinvestigationIofIaIrecombinantIformIofIratIcatecholI
ObmethyltransferasecIProteins:iStructurewiFunctioniandiBioinformaticsaI1991aIffaIghhbl 4.2 19

21 yomparativeIbiochemistryIandIbiophysicsIofIribosomalIproteinscIInternationaliReviewiofiCytologyaI
1991aIfgiaIfehbhl 72

20
yharacterizationIofItheIbindingIsitesIofIproteinILffIandItheILfecSLfgTiIpentamericIcomplexIinItheI
GTPaseIdomainIofIghISIribosomalIRNwIfromIEscherichiaIcolicIJournaliofiMoleculariBiologyaI1990aI
gfhaIgmkbnn

6.5 126

19 RefinedIstructureIofItheIacetazolamideIcomplexIofIhumanIcarbonicIanhydraseIIIIatIfcoIwcI
InternationaliJournaliofiBiologicaliMacromoleculesaI1990aIfgaIhigbi 7.9 86

18 StructuralIcomparisonIofItheIprokaryoticIribosomalIproteinsILmdLfgIandILhecIProteins:iStructurewi
FunctioniandiBioinformaticsaI1988aIhaIgihbkf 4.2 22

17 RefinedIstructureIofIhumanIcarbonicIanhydraseIIIIatIgceIwIresolutioncIProteins:iStructurewiFunctioni
andiBioinformaticsaI1988aIiaIgmibng 4.2 465

16
yrystallographicIstudiesIofIinhibitorIbindingIsitesIinIhumanIcarbonicIanhydraseIIIpIaI
pentacoordinatedIbindingIofItheISyNbIionItoItheIzincIatIhighIpHcIProteins:iStructurewiFunctioniandi
BioinformaticsaI1988aIiaIgnhboh

4.2 167

15 TheIstructureIandIdynamicsIofIribosomalIproteinILfgcIBiochimieaI1987aIloaIfeihbm 4.6 44

14 StructureIofItheIybterminalIdomainIofItheIribosomalIproteinILmdLfgIfromIEscherichiaIcoliIatIfcmIwcI
JournaliofiMoleculariBiologyaI1987aIfokaIkkkbmo 6.5 186

13 yommentsIonpIpolymorphismIofIserinebspecificItransferIribonucleicIacidcIInfluenceIofItheI
temperatureIonItheIcrystallizationIofIserinebspecificItRNwcIFEBSiJournalaI1984aIfifaIghmbo

12 TrueIidentityIofIaIdiffractionIpatternIattributedItoIvalylItRNwcINatureaI1983aIhehaIfokbl 50.4 6

11 StructuralIstudiesIofIribosomescIProgressiiniBiophysicsiandiMoleculariBiologyaI1982aIieaIflfbggn 4.7 136

10 yrystalIstructureIofIaIribosomalIcomponentIatIgclIwIresolutioncINatureaI1980aIgnlaIngibl 50.4 109

9 TheIstoichiometryIandIreconstitutionIofIaIstableIproteinIcomplexIfromIEscherichiaIcoliIribosomescI
FEBSiLettersaI1979aIonaIfhobii 3.8 43

8 IsolationIandIcrystallizationIofIstableIdomainsIofItheIproteinILmdLfgIfromIEscherichiaIcoliI
ribosomescIFEBSiLettersaI1978aInnaIheebi 3.8 30
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7 SmallbangleIXbrayIscatteringIandIcrosslinkingIstudyIofItheIproteinsILmdLfgIfromIEscherichiaIcoliI
ribosomescIFEBSiLettersaI1976aIllaIinbkf 3.8 63

6 iILactateIzehydrogenasecITheiEnzymesaI1975aIffaIfofbgog 2.3 225

5 LetterpIRecognitionIofIstructuralIdomainsIinIglobularIproteinscIJournaliofiMoleculariBiologyaI1974aI
nkaIfmmbnf 6.5 158

4 wtomicIcobordinatesIforIdogfishIMiIapoblactateIdehydrogenasecIBiochemicaliandiBiophysicali
ResearchiCommunicationsaI1973aIkhaIilbkf 3.4 37

3 FunctionalIanionIbindingIsitesIinIdogfishIMiIlactateIdehydrogenasecIJournaliofiMoleculariBiologyaI
1973aImlaIkfobgn 6.5 63

2 LetterpIMolecularIsymmetryIaxesIandIsubunitIinterfacesIinIcertainIdehydrogenasescIJournaliofi
MoleculariBiologyaI1973aImlaIkhhbm 6.5 86

1 TheIStatesaIyonformationalIzynamicsaIandIFusidicIwcidbResistantIMutantsIofIElongationIFactorIGhkobhlk 1
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