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j Paper IF Citations

149 SlyRzbzefMmodulatesMtheMtransitionMtoMripeningMinMtomatoMfruitMbyMrecruitingMtheMcoarepressorM
ToplessMandMhistoneMdeacetylasesMtoMrepressMkeyMripeningMgenesbbMPlanthCellZM2022ZM 11.6 2

148 ‘enomeawideMassociationMstudyMrevealsMtheMgeneticMarchitectureMofMfkMagronomicMtraitsMinMtomatobM
PlanthPhysiologyZM2021ZMeljZMfdklafdmf 6.6 1

147 PhytohormonesMinMfruitMdevelopmentMandMmaturationbMPlanthJournalZM2021ZMediZMhhjahil 6.9 48

146 TheMNuwMtranscriptionMfactorMzaR—zMcontrolsMfruitMripeningMinMstrawberrybMPlanthCellZM2021ZMggZMeikhaeimg 11.6 14

145
uMtomatoMLuTyRuLMOR‘uNMvOUNxuR—ySMtranscriptionMfactorZMZMpredominantlyMregulatesMcellMwallM
andMsofteningMcomponentsMofMripeningbMProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaZM2021ZMeelZM

11.5 3

144 TransmissionMmodesMaffectMtheMpopulationMstructureMofMpotatoMvirusMYMinMpotatobMPLoShPathogensZM
2020ZMejZMeeddljdl 7.6 7

143 yctopicMexpressionMofMmiRNuekfMinMtomatoMUSolanumMlycopersicumVMrevealsMnovelMfunctionMinMfruitM
developmentMthroughMregulationMofManMuPfMtranscriptionMfactorbMBMChPlanthBiologyZM2020ZMfdZMflg 5.3 9

142 ManipulationMofMZxSMinMtomatoMexposesMcarotenoidaMandMuvuaspecificMeffectsMonMfruitMdevelopmentM
andMripeningbMPlanthBiotechnologyhJournalZM2020ZMelZMffedafffh 11.6 21

141 LongitudinalMTranscriptomicZMProteomicZMandMMetabolomicMunalysisMofMResponseMtoM‘raftM
—noculationMbybMJournalhofhProteomehResearchZM2020ZMemZMffhkaffjg 5.6 12

140 MetabolomicsMshouldMbeMdeployedMinMtheMidentificationMandMcharacterizationMofMgeneaeditedMcropsbM
PlanthJournalZM2020ZMedfZMlmkamdf 6.9 24

139 ‘enomeMofMSolanumMpimpinellifoliumMprovidesMinsightsMintoMstructuralMvariantsMduringMtomatoM
breedingbMNaturehCommunicationsZM2020ZMeeZMilek 17.4 24

138 womparativeMgenomicsMofMmuskmelonMrevealsMaMpotentialMroleMforMretrotransposonsMinMtheM
modificationMofMgeneMexpressionbMCommunicationshBiologyZM2020ZMgZMhgf 6.7 9

137 TomatoMfruitMasMaMmodelMforMtissueaspecificMgeneMsilencingMinMcropMplantsbMHorticulturehResearchZM2020
ZMkZMehf 7.7 7

136
‘WuSMvasedMonMRNuaSeqMSNPsMandM’ighaThroughputMPhenotypingMwombinedMwithMwlimaticMxataM
’ighlightsMtheMReservoirMofMValuableM‘eneticMxiversityMinMRegionalMTomatoMLandracesbMGenesZM2020ZM
eeZM

4.2 4

135 ‘eneticMandMmetabolicMeffectsMofMripeningMmutationsMandMvineMdetachmentMonMtomatoMfruitMqualitybM
PlanthBiotechnologyhJournalZM2020ZMelZMedjaeel 11.6 23

134 wharacterizingMtheMinvolvementMofMzaMuxSmMinMtheMregulationMofMstrawberryMfruitMreceptacleM
developmentbMPlanthBiotechnologyhJournalZM2020ZMelZMmfmamhg 11.6 10

133 RelationshipsMbetweenMgenomeMmethylationZMlevelsMofMnonacodingMRNusZMmRNusMandMmetabolitesMinM
ripeningMtomatoMfruitbMPlanthJournalZM2020ZMedgZMmldammh 6.9 20
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132 PlantMVirusesMTransmittedMinMTwoMxifferentMModesMProduceMxifferingMyffectsMonMSmallM
RNuaMediatedMProcessesMinMTheirMuphidMVectorbMPhytobiomeshJournalZM2019ZMgZMkeale 4.8 8

131 SequencingavasedMvinMMapMwonstructionMofMaMTomatoMMappingMPopulationZMzacilitatingM
’ighaResolutionMQuantitativeMTraitMLociMxetectionbMPlanthGenomeZM2019ZMefZMeldded 4.4 32

130 TheMtomatoMgeneMcontributesMtoMregulationMofMfruitMripeningbMHorticulturehResearchZM2019ZMjZMei 7.7 10

129
‘enomeawideMassociationManalysisMidentifiesMaMnaturalMvariationMinMbasicMhelixaloopahelixM
transcriptionMfactorMregulatingMascorbateMbiosynthesisMviaMxamannosecLagalactoseMpathwayMinM
tomatobMPLoShGeneticsZM2019ZMeiZMeeddlehm

6 28

128 TheMtomatoMpanagenomeMuncoversMnewMgenesMandMaMrareMalleleMregulatingMfruitMflavorbMNatureh
GeneticsZM2019ZMieZMedhhaedie 36.3 218

127 yctopicMexpressionMofMORuN‘yMpromotesMcarotenoidMaccumulationMandMfruitMdevelopmentMinM
tomatobMPlanthBiotechnologyhJournalZM2019ZMekZMggahm 11.6 46

126 TheMLocusMofMwonfersMResistanceMtoMRaceMeMStrainsMofMpvbMandMtoMbyMRecognizingMtheMTypeM———M
yffectorsMuvrRptfMandMRipvNbMMolecularhPlantxMicrobehInteractionsZM2019ZMgfZMmhmamjd 3.6 17

125 wucurbitM‘enomicsMxatabaseMUwu‘enxvVnMaMcentralMportalMforMcomparativeMandMfunctionalMgenomicsM
ofMcucurbitMcropsbMNucleichAcidshResearchZM2019ZMhkZMxeeflaxeegj 20.1 93

124 xifferentialMmetabolismMofMLaphenylalanineMinMtheMformationMofMaromaticMvolatilesMinMmelonM
UwucumisMmeloMLbVMfruitbMPhytochemistryZM2018ZMehlZMeffaege 4 24

123 ’igharesolutionMspatiotemporalMtranscriptomeMmappingMofMtomatoMfruitMdevelopmentMandMripeningbM
NaturehCommunicationsZM2018ZMmZMgjh 17.4 131

122 xecipheringMgeneticMfactorsMthatMdetermineMmelonMfruitaqualityMtraitsMusingMRNuaSeqabasedM
higharesolutionMQTLMandMeQTLMmappingbMPlanthJournalZM2018ZMmhZMejmaeme 6.9 57

121 TomatoMMultiomicsMRevealsMwonsequencesMofMwropMxomesticationMandM—mprovementbMCellZM2018ZM
ekfZMjal 56.2 20

120 MetabolomicManalysesMtoMevaluateMtheMeffectMofMdroughtMstressMonMselectedMufricanMyggplantM
accessionsbMJournalhofhthehSciencehofhFoodhandhAgricultureZM2018ZMmlZMfdiafej 4.3 27

119
utPxSMoverexpressionMinMtomatonMexposingMuniqueMpatternsMofMcarotenoidMselfaregulationMandManM
alternativeMstrategyMforMtheMenhancementMofMfruitMcarotenoidMcontentbMPlanthBiotechnologyhJournalZM
2018ZMejZMhlfahmh

11.6 31

118
NaturalMgeneticMvariationMforMexpressionMofMaMSWyyTMtransporterMamongMwildMspeciesMofMSolanumM
lycopersicumMUtomatoVMdeterminesMtheMhexoseMcompositionMofMripeningMtomatoMfruitbMPlanthJournalZM
2018ZMmjZMghgagik

6.9 35

117 zruitMRipeningMandMitsMManipulationM2018ZMfklagdg

116 zruitMRipeningM2018ZMejhaelf

115 ‘enomeMencodeManalysesMrevealMtheMbasisMofMconvergentMevolutionMofMfleshyMfruitMripeningbMNatureh
PlantsZM2018ZMhZMklhakme 11.5 123

(2018-2019)
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114 TheMypigenomeMandMTranscriptionalMxynamicsMofMzruitMRipeningbMAnnualhReviewhofhPlanthBiologyZM
2017ZMjlZMjealh 30.7 204

113 TheMTomatoMyxpressionMutlasbMBioinformaticsZM2017ZMggZMfgmkafgml 7.2 39

112 OverexpressionMofMtheMclassMxMMuxSaboxMgeneMSlau‘LeeMimpactsMfleshyMtissueMdifferentiationMandM
structureMinMtomatoMfruitsbMJournalhofhExperimentalhBotanyZM2017ZMjlZMhljmahllh 7 29

111 unM—nxelMinMtheMPromoterMofMSelectedMduringMTomatoMxomesticationMxeterminesMzruitMMalateM
wontentsMandMuluminumMTolerancebMPlanthCellZM2017ZMfmZMffhmaffjl 11.6 115

110 RipeningMactivatorMturnedMrepressorbMNaturehPlantsZM2017ZMgZMmfdamfe 11.5 4

109 warotenoidMprofilingMofMtheMleavesMofMselectedMufricanMeggplantMaccessionsMsubjectedMtoMdroughtM
stressbMFoodhSciencehandhNutritionZM2017ZMiZMeegaeff 3.2 49

108
whillingainducedMtomatoMflavorMlossMisMassociatedMwithMalteredMvolatileMsynthesisMandMtransientM
changesMinMxNuMmethylationbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2016ZMeegZMefildaefili

11.5 129

107 ‘rMandMhpaeMtomatoMmutantsMunveilMunprecedentedMinteractionsMbetweenMarbuscularMmycorrhizalM
symbiosisMandMfruitMripeningbMPlantaZM2016ZMfhhZMeiiaji 4.7 13

106 vananaMMaMuxSMTranscriptionMzactorsMureMNecessaryMforMzruitMRipeningMandMMolecularMToolsMtoM
PromoteMShelfaLifeMandMzoodMSecuritybMPlanthPhysiologyZM2016ZMekeZMgldame 6.6 67

105 —dentificationMofMaMwhromosomeMhMzruitMzlavorMandMNutritionalMQualityaussociatedMMetaboliteMQTLbM
FrontiershinhPlanthScienceZM2016ZMkZMejke 6.2 19

104 —nvolvementMofManMethyleneMresponseMfactorMinMchlorophyllMdegradationMduringMcitrusMfruitM
degreeningbMPlanthJournalZM2016ZMljZMhdgaef 6.9 89

103 zruitMcarotenoidadeficientMmutantsMinMtomatoMrevealMaMfunctionMofMtheMplastidialMisopentenylM
diphosphateMisomeraseMU—x—eVMinMcarotenoidMbiosynthesisbMPlanthJournalZM2016ZMllZMlfamh 6.9 33

102 ’arnessingMepigenomeMmodificationsMforMbetterMcropsbMJournalhofhExperimentalhBotanyZM2016ZMjkZMfigiak 7 5

101 iTuβnMuMProgramMforM‘enomeawideMPredictionMand´ wlassificationMofMPlantMTranscriptionMzactorsZM
TranscriptionalMRegulatorsZMandMProteinMβinasesbMMolecularhPlantZM2016ZMmZMejjkaejkd 14.4 352

100 MoreMthanMmeetsMtheMeyenMfromMcarotenoidMbiosynthesisZMtoMnewMinsightsMintoMapocarotenoidM
signalingbMCurrenthOpinionhinhPlanthBiologyZM2015ZMfkZMekfam 9.9 44

99 ythyleneMsuppressesMtomatoMUSolanumMlycopersicumVMfruitMsetMthroughMmodificationMofMgibberellinM
metabolismbMPlanthJournalZM2015ZMlgZMfgkaie 6.9 76

98 uMxyMyTyRalikeMxNuMdemethylaseMgovernsMtomatoMfruitMripeningbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2015ZMeefZMedldham 11.5 173

97 TomatoM‘OLxyNfaL—βyMtranscriptionMfactorsMrevealMmolecularMgradientsMthatMfunctionMduringMfruitM
developmentMandMripeningbMPlanthCellZM2014ZMfjZMiliajde 11.6 107

James J Giovannoni

4



96 wonservedMchangesMinMtheMdynamicsMofMmetabolicMprocessesMduringMfruitMdevelopmentMandMripeningM
acrossMspeciesbMPlanthPhysiologyZM2014ZMejhZMiiajl 6.6 42

95 ‘enomeMsequenceMofMtheMhotMpepperMprovidesMinsightsMintoMtheMevolutionMofMpungencyMinMwapsicumM
speciesbMNaturehGeneticsZM2014ZMhjZMfkdal 36.3 594

94 TheMgenomeMofMtheMstressatolerantMwildMtomatoMspeciesMSolanumMpennelliibMNaturehGeneticsZM2014ZM
hjZMedghal 36.3 269

93 ‘enomicManalysesMprovideMinsightsMintoMtheMhistoryMofMtomatoMbreedingbMNaturehGeneticsZM2014ZMhjZMeffdaj36.3 490

92 UnderstandingMdevelopmentMandMripeningMofMfruitMcropsMinManMTomicsTMerabMHorticulturehResearchZM
2014ZMeZMehdgh 7.7 43

91 TranscriptomicManalysisMofMPetuniaMhybridaMinMresponseMtoMsaltMstressMusingMhighMthroughputMRNuM
sequencingbMPLoShONEZM2014ZMmZMemhjie 3.7 34

90
TheMpineappleMucMuxSeMpromoterMconfersMhighMlevelMexpressionMinMtomatoMandMurabidopsisM
floweringMandMfruitingMtissuesZMbutMucMuxSeMdoesMnotMcomplementMtheMtomatoMLeMuxSaR—NMUrinVM
mutantbMPlanthMolecularhBiologyZM2014ZMljZMgmiahdk

4.6 5

89 zluorescenceMinMsituMhybridizationMandMopticalMmappingMtoMcorrectMscaffoldMarrangementMinMtheM
tomatoMgenomebMG3:hGeneswhGenomeswhGeneticsZM2014ZMhZMegmiahdi 3.2 61

88 TheMdraftMgenomeMofMwatermelonMUwitrullusMlanatusVMandMresequencingMofMfdMdiverseMaccessionsbM
NaturehGeneticsZM2013ZMhiZMieal 36.3 503

87 SingleabaseMresolutionMmethylomesMofMtomatoMfruitMdevelopmentMrevealMepigenomeMmodificationsM
associatedMwithMripeningbMNaturehBiotechnologyZM2013ZMgeZMeiham 44.5 493

86 zruitâ��unMungiospermM—nnovationM2013ZMfeahf 4

85 ythyleneMandMtheMwontrolMofMzruitMRipeningM2013ZMhgakg 32

84 warotenoidMviosynthesisMandMwhlorophyllMxegradationM2013ZMkiaeej 9

83 PhenylpropanoidMMetabolismMandMviosynthesisMofMunthocyaninsM2013ZMeekaegh 3

82 viosynthesisMofMVolatileMwompoundsM2013ZMegiaeje 12

81 wellMWallMurchitectureMandMMetabolismMinMRipeningMzruitMandMtheMwomplexMRelationshipMwithM
SofteningM2013ZMejgaelk 7

80 RegulatoryMNetworksMwontrollingMRipeningM2013ZMelmafdj 1

79 uMSTuYa‘RyyNMproteinMSlS‘ReMregulatesMlycopeneMandM˛†acaroteneMaccumulationMbyMinteractingM
directlyMwithMSlPSYeMduringMripeningMprocessesMinMtomatobMNewhPhytologistZM2013ZMemlZMhhfahif 9.8 91

(2013-2014)
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78 MolecularMandMgeneticMregulationMofMfruitMripeningbMPlanthMolecularhBiologyZM2013ZMlfZMikiame 4.6 200

77 viochemistryMofMzruitMRipeningM2013ZMeaem 17

76 watalyzingMplantMscienceMresearchMwithMRNuaseqbMFrontiershinhPlanthScienceZM2013ZMhZMjj 6.2 102

75 xifferentialMregulationMofMSalmonellaMtyphimuriumMgenesMinvolvedMinMOaantigenMcapsuleMproductionM
andMtheirMroleMinMpersistenceMwithinMtomatoMfruitbMMolecularhPlantxMicrobehInteractionsZM2013ZMfjZMkmgaldd3.6 23

74
MolecularManalysisMofMsofteningMandMethyleneMsynthesisMandMsignalingMpathwaysMinMaMnonasofteningM
appleMcultivarZMâ��’oneycrispâ��MandMaMrapidlyMsofteningMcultivarZMâ��Mc—ntoshâ��bMPostharvesthBiologyhandh
TechnologyZM2012ZMjhZMmhaedg

6.2 31

73
wombinedMtranscriptomeZMgeneticMdiversityMandMmetaboliteMprofilingMinMtomatoMfruitMrevealsMthatMtheM
ethyleneMresponseMfactorMSlyRzjMplaysManMimportantMroleMinMripeningMandMcarotenoidMaccumulationbM
PlanthJournalZM2012ZMkdZMemeafdh

6.9 214

72 zeaturesMofMaMuniqueMintronlessMclusterMofMclassM—MsmallMheatMshockMproteinMgenesMinMtandemMwithMboxM
wcxMsnoRNuMgenesMonMchromosomeMjMinMtomatoMUSolanumMlycopersicumVbMPlantaZM2012ZMfgiZMhigake 4.7 20

71 TissueMspecificityMandMdifferentialMexpressionMofMtranscriptionMfactorsMinMtomatoMprovideMhintsMofM
uniqueMregulatoryMnetworksMduringMfruitMripeningbMPlanthSignalinghandhBehaviorZM2012ZMkZMejgmahk 2.5 9

70 ynablingMproteomicMstudiesMwithMRNuaSeqnMTheMproteomeMofMtomatoMpollenMasMaMtestMcasebM
ProteomicsZM2012ZMefZMkjeakh 4.8 56

69 UniformMripeningMencodesMaM‘oldenMfalikeMtranscriptionMfactorMregulatingMtomatoMfruitMchloroplastM
developmentbMScienceZM2012ZMggjZMekeeai 33.3 253

68
—ntegrativeMcomparativeManalysesMofMtranscriptMandMmetaboliteMprofilesMfromMpepperMandMtomatoM
ripeningMandMdevelopmentMstagesMuncoversMspeciesaspecificMpatternsMofMnetworkMregulatoryM
behaviorbMPlanthPhysiologyZM2012ZMeimZMekegafm

6.6 131

67 ulteredMchloroplastMdevelopmentMandMdelayedMfruitMripeningMcausedMbyMmutationsMinMaMzincM
metalloproteaseMatMtheMlutescentfMlocusMofMtomatobMPlanthPhysiologyZM2012ZMeimZMedljaml 6.6 48

66 xifferentialMcontrolMofMethyleneMresponsesMbyM‘RyyNaR—PyMandM‘RyyNaR—PyML—βyeMprovidesM
evidenceMforMdistinctMethyleneMsignalingMmodulesMinMtomatobMPlanthPhysiologyZM2012ZMejdZMemjlalh 6.6 33

65 ‘eneticsMandMcontrolMofMtomatoMfruitMripeningMandMqualityMattributesbMAnnualhReviewhofhGeneticsZM
2011ZMhiZMheaim 14.5 613

64 RegulatoryMcontrolMofMhighMlevelsMofMcarotenoidMaccumulationMinMpotatoMtubersbMPlantwhCellhandh
EnvironmentZM2011ZMghZMedfdaedgd 8.4 45

63
wombinedMtranscriptionMfactorMprofilingZMmicroarrayManalysisMandMmetaboliteMprofilingMrevealsMtheM
transcriptionalMcontrolMofMmetabolicMshiftsMoccurringMduringMtomatoMfruitMdevelopmentbMPlanth
JournalZM2011ZMjlZMmmmaedeg

6.9 98

62 yxpressionMofMripeningarelatedMgenesMinMcoldastoredMtomatoMfruitbMPostharvesthBiologyhandh
TechnologyZM2011ZMjeZMeaeh 6.2 54

61 ’ighathroughputMilluminaMstrandaspecificMRNuMsequencingMlibraryMpreparationbMColdhSpringhHarborh
ProtocolsZM2011ZMfdeeZMmhdam 1.2 310
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60
TheMtomatoMMuxSaboxMtranscriptionMfactorMR—PyN—N‘M—N’—v—TORMinteractsMwithMpromotersMinvolvedM
inMnumerousMripeningMprocessesMinMaMwOLORLySSMNONR—PyN—N‘adependentMmannerbMPlanth
PhysiologyZM2011ZMeikZMeijlakm

6.6 287

59 —dentificationMofMgenesMinMtheMphenylalanineMmetabolicMpathwayMbyMectopicMexpressionMofMaMMYvM
transcriptionMfactorMinMtomatoMfruitbMPlanthCellZM2011ZMfgZMfkglaig 11.6 82

58
SystemsMbiologyMofMtomatoMfruitMdevelopmentnMcombinedMtranscriptZMproteinZMandMmetaboliteM
analysisMofMtomatoMtranscriptionMfactorMUnorZMrinVMandMethyleneMreceptorMUNrVMmutantsMrevealsMnovelM
regulatoryMinteractionsbMPlanthPhysiologyZM2011ZMeikZMhdiafi

6.6 245

57 TissueaMandMcellatypeMspecificMtranscriptomeMprofilingMofMexpandingMtomatoMfruitMprovidesMinsightsM
intoMmetabolicMandMregulatoryMspecializationMandMcuticleMformationbMPlanthCellZM2011ZMfgZMglmgamed 11.6 162

56 uMSyPuLLuTuMgeneMisMinvolvedMinMtheMdevelopmentMandMripeningMofMstrawberryMUzragariaMxMananassaM
xuchbVMfruitZMaMnonaclimactericMtissuebMJournalhofhExperimentalhBotanyZM2011ZMjfZMeekmall 7 145

55 uMtomatoMUSolanumMlycopersicumVMuPyTuLufcyRzMgeneZMSluPfaZMisMaMnegativeMregulatorMofMfruitM
ripeningbMPlanthJournalZM2010ZMjhZMmgjahk 6.9 269

54 ‘enomicManalysisMofMwildMtomatoMintrogressionsMdeterminingMmetabolismaMandMyieldaassociatedM
traitsbMPlanthPhysiologyZM2010ZMeifZMekkfalj 6.6 45

53 —ntegrativeMtranscriptMandMmetaboliteManalysisMofMnutritionallyMenhancedMxyayT—OLuTyxeM
downregulatedMtomatoMfruitbMPlanthCellZM2010ZMffZMeemdafei 11.6 136

52 xevelopmentalMandMfeedforwardMcontrolMofMtheMexpressionMofMfolateMbiosynthesisMgenesMinMtomatoM
fruitbMMolecularhPlantZM2010ZMgZMjjakk 14.4 36

51 vranchedachainMandMaromaticMaminoMacidMcatabolismMintoMaromaMvolatilesMinMwucumisMmeloMLbMfruitbM
JournalhofhExperimentalhBotanyZM2010ZMjeZMeeeeafg 7 183

50 zunctionalMdiversificationMofMu‘uMOUSMlineageMgenesMinMregulatingMtomatoMflowerMandMfruitM
developmentbMJournalhofhExperimentalhBotanyZM2010ZMjeZMekmialdj 7 97

49 TheMregulationMofMMuxSaboxMgeneMexpressionMduringMripeningMofMbananaMandMtheirMregulatoryM
interactionMwithMethylenebMJournalhofhExperimentalhBotanyZM2010ZMjeZMeifgagi 7 101

48 ModestMcalciumMincreaseMinMtomatoesMexpressingMaMvariantMofMurabidopsisMcationc’YMantiporterbM
PlanthBiotechnologyhReportsZM2010ZMhZMeiafe 2.5 22

47 wellMwallMmetabolismMinMcoldastoredMtomatoMfruitbMPostharvesthBiologyhandhTechnologyZM2010ZMikZMedjaeeg 6.2 38

46 zleshyMfruitMexpansionMandMripeningMareMregulatedMbyMtheMTomatoMS’uTTyRPROOzMgeneMTu‘LebM
PlanthCellZM2009ZMfeZMgdheajf 11.6 311

45 PlantMMet‘enMuPnManMintegrativeManalysisMsystemMforMplantMsystemsMbiologybMPlanthPhysiologyZM2009ZM
eieZMekilajl 6.6 120

44
xifferentialMfruitMgeneMexpressionMinMtwoMstrawberryMcultivarsMinMresponseMtoMelevatedMwOfMduringM
storageMrevealedMbyMaMheterologousMfruitMmicroarrayMapproachbMPostharvesthBiologyhandhTechnologyZM
2009ZMieZMegeaehd

6.2 30

43 viologyMandMgeneticMengineeringMofMfruitMmaturationMforMenhancedMqualityMandMshelfalifebMCurrenth
OpinionhinhBiotechnologyZM2009ZMfdZMemkafdg 11.4 103

(2009-2011)
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42 MolecularMbiologyMofMethyleneMduringMtomatoMfruitMdevelopmentMandMmaturationbMPlanthScienceZM
2008ZMekiZMedjaeeg 5.3 150

41 SequencingMandMcomparativeManalysisMofMaMconservedMsyntenicMsegmentMinMtheMSolanaceaebMGeneticsZM
2008ZMeldZMgmeahdl 4 84

40 uminoMacidMsubstitutionsMinMhomologsMofMtheMSTuYa‘RyyNMproteinMareMresponsibleMforMtheM
greenafleshMandMchlorophyllMretainerMmutationsMofMtomatoMandMpepperbMPlanthPhysiologyZM2008ZMehkZMekmalk6.6 166

39 TomatoMgammaaglutamylhydrolasesnMexpressionZMcharacterizationZMandMevidenceMforMheterodimerM
formationbMPlanthPhysiologyZM2008ZMehlZMkkiali 6.6 17

38 TranscriptomicMandMreverseMgeneticManalysesMofMbranchedachainMfattyMacidMandMacylMsugarMproductionM
inMSolanumMpennelliiMandMNicotianaMbenthamianabMPlanthPhysiologyZM2008ZMehlZMelgdahj 6.6 75

37 TheMmolecularMandMbiochemicalMbasisMforMvarietalMvariationMinMsesquiterpeneMcontentMinMmelonM
UwucumisMmeloMLbVMrindsbMPlanthMolecularhBiologyZM2008ZMjjZMjhkaje 4.6 60

36 uMphysicalMmapMofMtheMhighlyMheterozygousMPopulusMgenomenMintegrationMwithMtheMgenomeM
sequenceMandMgeneticMmapMandManalysisMofMhaplotypeMvariationbMPlanthJournalZM2007ZMidZMedjgakl 6.9 63

35 zruitMripeningMmutantsMyieldMinsightsMintoMripeningMcontrolbMCurrenthOpinionhinhPlanthBiologyZM2007ZM
edZMflgam 9.9 377

34 ythyleneMandMzruitMRipeningbMJournalhofhPlanthGrowthhRegulationZM2007ZMfjZMehgaeim 4.7 342

33 wompletingMaMpathwayMtoMplantMvitaminMwMsynthesisbMProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaZM2007ZMedhZMmedmaed 11.5 30

32
RipeningMinMtheMtomatoM‘reenaripeMmutantMisMinhibitedMbyMectopicMexpressionMofMaMproteinMthatM
disruptsMethyleneMsignalingbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2006ZMedgZMkmfgal

11.5 182

31 uMnaturallyMoccurringMepigeneticMmutationMinMaMgeneMencodingManMSvPaboxMtranscriptionMfactorM
inhibitsMtomatoMfruitMripeningbMNaturehGeneticsZM2006ZMglZMmhlaif 36.3 861

30 TranscriptomeMandMselectedMmetaboliteManalysesMrevealMmultipleMpointsMofMethyleneMcontrolMduringM
tomatoMfruitMdevelopmentbMPlanthCellZM2005ZMekZMfmihaji 11.6 400

29 ythyleneMinsensitivityMconferredMbyMtheM‘reenaripeMandMNeveraripeMfMripeningMmutantsMofMtomatobM
PlanthPhysiologyZM2005ZMeglZMfjkaki 6.6 100

28 UtilizationMofMtomatoMmicroarraysMforMcomparativeMgeneMexpressionManalysisMinMtheMSolanaceaebM
JournalhofhExperimentalhBotanyZM2005ZMijZMflliami 7 93

27 RoleMofMbetaaoxidationMinMjasmonateMbiosynthesisMandMsystemicMwoundMsignalingMinMtomatobMPlanth
CellZM2005ZMekZMmkealj 11.6 239

26
zolateMsynthesisMinMplantsnMtheMpaaminobenzoateMbranchMisMinitiatedMbyMaMbifunctionalMPabuaPabvM
proteinMthatMisMtargetedMtoMplastidsbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaZM2004ZMedeZMehmjaide

11.5 99

25 TacklingMtheMplantMproteomenMpracticalMapproachesZMhurdlesMandMexperimentalMtoolsbMPlanthJournalZM
2004ZMgmZMkeiagg 6.9 264
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24 womprehensiveMySTManalysisMofMtomatoMandMcomparativeMgenomicsMofMfruitMripeningbMPlanthJournalZM
2004ZMhdZMhkaim 6.9 196

23 zolateMsynthesisMinMplantsnMtheMlastMstepMofMtheMpaaminobenzoateMbranchMisMcatalyzedMbyMaMplastidialM
aminodeoxychorismateMlyasebMPlanthJournalZM2004ZMhdZMhigaje 6.9 62

22 ‘eneticMregulationMofMfruitMdevelopmentMandMripeningbMPlanthCellZM2004ZMejMSupplZMSekdald 11.6 904

21 LewTReZMaMtomatoMwTRealikeMgeneZMdemonstratesMethyleneMsignalingMabilityMinMurabidopsisMandMnovelM
expressionMpatternsMinMtomatobMPlanthPhysiologyZM2002ZMegdZMeegfahf 6.6 122

20
xeductionsMaboutMtheMnumberZMorganizationZMandMevolutionMofMgenesMinMtheMtomatoMgenomeMbasedM
onManalysisMofMaMlargeMexpressedMsequenceMtagMcollectionMandMselectiveMgenomicMsequencingbMPlanth
CellZM2002ZMehZMehheaij

11.6 259

19 wharacterizationMofMaMmajorMlatexMproteinMUMLPVMgeneMdownaregulatedMbyMethyleneMduringMpeachM
fruitletMabscissionbMPlanthScienceZM2002ZMejgZMfjiafkf 5.3 33

18 ‘eneticMwontrolMofMzruitMQualityZMandMProspectsMforMNutrientMModificationbMHortscience:hAhPublicationh
ofhthehAmericanhSocietyhforhHortculturalhScienceZM2002ZMgkZMhigahij 2.4 3

17 unalysisMofMtheMethyleneMresponseMinMtheMepinasticMmutantMofMtomatobMPlanthPhysiologyZM2001ZMefkZMilajj 6.6 42

16 xeterminingMtheMPhysicalMLimitsMofMtheMvrassicaMSMLocusMbyMRecombinationalMunalysisbMPlanthCellZM
2000ZMefZMfg 11.6 2

15 MolecularMandMgeneticMcharacterizationMofMaMnovelMpleiotropicMtomatoaripeningMmutantbMPlanth
PhysiologyZM1999ZMefdZMglgamd 6.6 172

14 —dentificationMofMPlastomeMVariantsMusefulMforMwytoplasmicMSelectionMandMwultivarM—dentificationMinM
OnionbMJournalhofhthehAmericanhSocietyhforhHorticulturalhScienceZM1999ZMefhZMeffaefk 2.3 3

13 TransgenicManalysisMofMtomatoMendoa˛†aeZhaglucanaseMgeneMfunctionbMRoleMofMceleMinMfloralMabscissionbM
PlanthJournalZM1998ZMegZMgdgaged 6.9 94

12 upplicationMofM‘eneticMvitMunalysisMU‘vuTMVMforMallelicMselectionMinMplantMbreedingbMMolecularh
BreedingZM1997ZMgZMhmiaidf 3.4 10

11 RapidMandMreliableMscreeningMofMaMtomatoMYuwMlibraryMexclusivelyMbasedMonMPwRbMPlanthMolecularh
BiologyhReporterZM1996ZMehZMilajk 1.7 6

10 uMmodifiedMprocedureMforMPwRabasedMdifferentialMdisplayMandMdemonstrationMofMuseMinMplantsMforM
isolationMofMgenesMrelatedMtoMfruitMripeningbMPlanthMolecularhBiologyhReporterZM1995ZMegZMkdale 1.7 18

9 RapidMisolationMofMterminalMsequencesMfromMclonedMplantMxNuMfragmentsbMPlanthMolecularhBiologyh
ReporterZM1995ZMegZMgjmagkj 1.7 1

8 MolecularMgeneticManalysisMofMtheMripeningainhibitorMandMnonaripeningMlociMofMtomatonMaMfirstMstepMinM
geneticMmapabasedMcloningMofMfruitMripeningMgenesbMMolecularhGeneticshandhGenomicsZM1995ZMfhlZMemiafdj 43

7 MolecularMandM‘eneticMunalysisMofMTomatoMzruitMxevelopmentMandMRipeningbMMethodshinhPlanth
BiochemistryZM1993ZMedZMfieafli 3

(1993-2004)
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6 —solationMofMmolecularMmarkersMfromMspecificMchromosomalMintervalsMusingMxNuMpoolsMfromMexistingM
mappingMpopulationsbMNucleichAcidshResearchZM1991ZMemZMjiigal 20.1 294

5 PolygalacturonaseM—sozymesMandMPectinMxepolymerizationMinMTransgenicMrinMTomatoMzruitbMPlanth
PhysiologyZM1990ZMmhZMellfaj 6.6 80

4 yxpressionMofMaMwhimericMPolygalacturonaseM‘eneMinMTransgenicMrinMURipeningM—nhibitorVMTomatoM
zruitMResultsMinMPolyuronideMxegradationMbutMNotMzruitMSofteningbMPlanthCellZM1989ZMeZMig 11.6 32

3 MelonMethyleneamediatedMtranscriptomeMandMmethylomeMdynamicsMprovideMinsightsMtoMvolatileMproduction 1

2 ‘enomeMofMSolanumMpimpinellifoliumMprovidesMinsightsMintoMstructuralMvariantsMduringMtomatoMbreeding 1

1 unMimprovedMdeMnovoMassemblyMandMannotationMofMtheMtomatoMreferenceMgenomeMusingM
singleamoleculeMsequencingZM’iawMproximityMligationMandMopticalMmaps 36
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