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k Paper IF Citations

83 StemyondOhydrogelsOcontrolOtheOmechanicalOmicroenvironmentOforOpluripotentOstemOcellseONatureg
CommunicationscO2021cOhicOmhji 17.4 4

82 SoxiOmodulationOincreasesOnaˆflveOpluripotencyOplasticityeOISciencecO2021cOikcOhgihlj 6.1 2

81 GlioblastomasOacquireOmyeloiddaffiliatedOtranscriptionalOprogramsOviaOepigeneticOimmunoeditingOtoO
elicitOimmuneOevasioneOCellcO2021cOhokcOiklkdikngeeim 56.2 35

80
TheORoleOofOyzLdiOProteinsOinOtheODevelopmentOofOzastrationdresistantOProstateOzancerOandO
ïmergingOTherapeuticOStrategieseOAmericangJournalgofgClinicalgOncology:gCancergClinicalgTrialscO2021cO
kkcOjnkdjoi

2.7 2

79 DistinctOMolecularOTrajectoriesOzonvergeOtoOInduceONaiveOPluripotencyeOCellgStemgCellcO2019cOilcOjoodkgmeeo18 16

78 IntegratedOanalysisOofOsingledcellOembryoOdataOyieldsOaOunifiedOtranscriptomeOsignatureOforOtheO
humanOpredimplantationOepiblasteODevelopmentgrCambridgescO2018cOhklcO 6.6 93

77 SingleOcellOtranscriptomeOanalysisOofOhumancOmarmosetOandOmouseOembryosOrevealsOcommonOandO
divergentOfeaturesOofOpreimplantationOdevelopmenteODevelopmentgrCambridgescO2018cOhklcO 6.6 81

76 GainOofOzTzFdxnchoredOzhromatinOLoopsOMarksOtheOïxitOfromONaiveOPluripotencyeOCellgSystemscO
2018cOncOkoidkpleehg 10.6 37

75 TheONucleosomeORemodelingOandODeacetylationOzomplexOModulatesOzhromatinOStructureOatOSitesO
ofOxctiveOTranscriptionOtoOFinedTuneOGeneOïxpressioneOMoleculargCellcO2018cOnhcOlmdnieek 17.6 70

74 TrackingOtheOembryonicOstemOcellOtransitionOfromOgroundOstateOpluripotencyeODevelopmentg
rCambridgescO2017cOhkkcOhiihdhijk 6.6 150

73 ïlevatedOFOXGhOandOSOXiOinOglioblastomaOenforcesOneuralOstemOcellOidentityOthroughO
transcriptionalOcontrolOofOcellOcycleOandOepigeneticOregulatorseOGenesgandgDevelopmentcO2017cOjhcOnlndnnj12.6 69

72 ïpigeneticOresettingOofOhumanOpluripotencyeODevelopmentgrCambridgescO2017cOhkkcOinkodinmj 6.6 135

71 NuclearOxrchitectureOOrganizedObyORifhOUnderpinsOtheOReplicationdTimingOProgrameOMoleculargCellcO
2016cOmhcOimgdnj 17.6 111

70 MycODepletionOInducesOaOPluripotentODormantOStateOMimickingODiapauseeOCellcO2016cOhmkcOmmodog 56.2 132

69 NaiveOPluripotentOStemOzellsODerivedODirectlyOfromOIsolatedOzellsOofOtheOHumanOInnerOzellOMasseO
StemgCellgReportscO2016cOmcOkjndkkm 8 220

68 ïphrinyiOdrivesOperivascularOinvasionOandOproliferationOofOglioblastomaOstemdlikeOcellseOELifecO2016cO
lcO 8.9 60

67 SallkOcontrolsOdifferentiationOofOpluripotentOcellsOindependentlyOofOtheONucleosomeORemodellingO
andODeacetylationOXNuRDYOcomplexeODevelopmentgrCambridgescO2016cOhkjcOjgnkdok 6.6 40
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66 GlioblastomaOStemOzellsORespondOtoODifferentiationOzuesObutOFailOtoOUndergoOzommitmentOandO
TerminalOzelldzycleOxrresteOStemgCellgReportscO2015cOlcOoipdoki 8 64

65 LineagedSpecificOProfilingODelineatesOtheOïmergenceOandOProgressionOofONaiveOPluripotencyOinO
MammalianOïmbryogenesiseODevelopmentalgCellcO2015cOjlcOjmmdoi 10.2 253

64 TheOabilityOofOinnerdcelldmassOcellsOtoOselfdrenewOasOembryonicOstemOcellsOisOacquiredOfollowingO
epiblastOspecificationeONaturegCellgBiologycO2014cOhmcOlhmdio 23.4 312

63 zitrullinationOregulatesOpluripotencyOandOhistoneOHhObindingOtoOchromatineONaturecO2014cOlgncOhgkdo 50.4 264

62 ResettingOtranscriptionOfactorOcontrolOcircuitryOtowardOgrounddstateOpluripotencyOinOhumaneOCellcO
2014cOhlocOhilkdhimp 56.2 585

61 TranscriptionalOdiversityOduringOlineageOcommitmentOofOhumanObloodOprogenitorseOSciencecO2014cO
jklcOhilhgjj 33.3 187

60 IdentificationOofOtheOmissingOpluripotencyOmediatorOdownstreamOofOleukaemiaOinhibitoryOfactoreO
EMBOgJournalcO2013cOjicOilmhdnk 13 161

59 xssessmentOofOtranscriptOreconstructionOmethodsOforORNxdseqeONaturegMethodscO2013cOhgcOhhnndok 21.6 477

58 SystematicOevaluationOofOsplicedOalignmentOprogramsOforORNxdseqOdataeONaturegMethodscO2013cOhgcOhholdph21.6 371

57 TheOnondcodingOsnRNxOnSKOcontrolsOtranscriptionalOterminationcOpoisingcOandObidirectionalityOinO
embryonicOstemOcellseOGenomegBiologycO2013cOhkcORpo 18.3 33

56 TowardsOpracticalcOhighdcapacitycOlowdmaintenanceOinformationOstorageOinOsynthesizedODNxeONaturecO
2013cOkpkcOnndog 50.4 501

55 SMIMhOunderliesOtheOVelObloodOgroupOandOinfluencesOredObloodOcellOtraitseONaturegGeneticscO2013cOklcOlkidlkl36.3 77

54 WidespreadOresettingOofODNxOmethylationOinOglioblastomadinitiatingOcellsOsuppressesOmalignantO
cellularObehaviorOinOaOlineageddependentOmannereOGenesgandgDevelopmentcO2013cOincOmlkdmp 12.6 103

53 xOhighdcontentOsmallOmoleculeOscreenOidentifiesOsensitivityOofOglioblastomaOstemOcellsOtoOinhibitionO
ofOpolodlikeOkinaseOheOPLoSgONEcO2013cOocOennglj 3.7 44

52 NuRDOsuppressesOpluripotencyOgeneOexpressionOtoOpromoteOtranscriptionalOheterogeneityOandO
lineageOcommitmenteOCellgStemgCellcO2012cOhgcOlojdpk 18 168

51 zompoundOinheritanceOofOaOlowdfrequencyOregulatoryOSNPOandOaOrareOnullOmutationOinOexondjunctionO
complexOsubunitORyMoxOcausesOTxROsyndromeeONaturegGeneticscO2012cOkkcOkjldpcOShdi 36.3 279

50 DigitalOtranscriptomeOprofilingOofOnormalOandOglioblastomadderivedOneuralOstemOcellsOidentifiesO
genesOassociatedOwithOpatientOsurvivaleOGenomegMedicinecO2012cOkcOnm 14.4 39

49 NuRDdmediatedOdeacetylationOofOHjKinOfacilitatesOrecruitmentOofOPolycombORepressiveOzomplexOiO
toOdirectOgeneOrepressioneOEMBOgJournalcO2012cOjhcOlpjdmgl 13 185
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48
GenomedwideOcharacterizationOofOFoxaiOtargetsOrevealsOupregulationOofOfloorOplateOgenesOandO
repressionOofOventrolateralOgenesOinOmidbrainOdopaminergicOprogenitorseODevelopmentgrCambridgescO
2012cOhjpcOimildjk

6.6 43

47 ïxomeOsequencingOidentifiesONyïxLiOasOtheOcausativeOgeneOforOgrayOplateletOsyndromeeONatureg
GeneticscO2011cOkjcOnjldn 36.3 224

46 SystematicOcomparisonOofOmicroarrayOprofilingcOrealdtimeOPzRcOandOnextdgenerationOsequencingO
technologiesOforOmeasuringOdifferentialOmicroRNxOexpressioneORnacO2010cOhmcOpphdhggm 5.8 515

45 PeakxnalyzerqOgenomedwideOannotationOofOchromatinObindingOandOmodificationOlocieOBMCg
BioinformaticscO2010cOhhcOkhl 3.6 183

44 MappingOorganelleOproteinsOandOproteinOcomplexesOinODrosophilaOmelanogastereOJournalgofg
ProteomegResearchcO2009cOocOimmndno 5.6 54

43 HTqPzRqOhighdthroughputOanalysisOandOvisualizationOofOquantitativeOrealdtimeOPzROdataOinOReO
BioinformaticscO2009cOilcOjjildm 7.2 173

42 ModelingOofOzfïyPalphaOmutantOacuteOmyeloidOleukemiaOrevealsOaOcommonOexpressionOsignatureOofO
committedOmyeloidOleukemiadinitiatingOcellseOCancergCellcO2008cOhjcOippdjhg 24.3 196

41 GenomedwideOanalysisOrevealsOMOFOasOaOkeyOregulatorOofOdosageOcompensationOandOgeneO
expressionOinODrosophilaeOCellcO2008cOhjjcOohjdio 56.2 125

40 TargetOhubOproteinsOserveOasOmasterOregulatorsOofOdevelopmentOinOyeasteOGenesgandgDevelopmentcO
2006cOigcOkjldko 12.6 138

39 TranscriptionalOregulatoryOnetworksOinObacteriaqOfromOinputOsignalsOtoOoutputOresponseseOCurrentg
OpiniongingMicrobiologycO2006cOpcOlhhdp 7.9 84

38 DesignOoptimizationOmethodsOforOgenomicODNxOtilingOarrayseOGenomegResearchcO2006cOhmcOinhdoh 9.7 41

37 xnalysisOofOGenomicOTilingOMicroarraysOforOTranscriptOMappingOandOtheOIdentificationOofO
TranscriptionOFactorOyindingOSiteseOLecturegNotesgingComputergSciencecO2005cOiodip 0.9 1

36 xdvancesOinOfunctionalOproteinOmicroarrayOtechnologyeOFEBSgJournalcO2005cOinicOlkggdhh 5.7 141

35 IssuesOinOtheOanalysisOofOoligonucleotideOtilingOmicroarraysOforOtranscriptOmappingeOTrendsgingGenetics
cO2005cOihcOkmmdnl 8.5 88

34 xpplicationsOofODNxOtilingOarraysOtoOexperimentalOgenomeOannotationOandOregulatoryOpathwayO
discoveryeOChromosomegResearchcO2005cOhjcOilpdnk 4.4 58

33 MultidspeciesOmicroarraysOrevealOtheOeffectOofOsequenceOdivergenceOonOgeneOexpressionOprofileseO
GenomegResearchcO2005cOhlcOmnkdog 9.7 139

32 ProspectsOandOchallengesOinOproteomicseOPlantgPhysiologycO2005cOhjocOlmgdi 6.6 17

31 GlobalOchangesOinOSTxTOtargetOselectionOandOtranscriptionOregulationOuponOinterferonOtreatmentseO
GenesgandgDevelopmentcO2005cOhpcOipljdmo 12.6 83

Paul Bertone

4



30 zRïyObindsOtoOmultipleOlociOonOhumanOchromosomeOiieOMoleculargandgCellulargBiologycO2004cOikcOjogkdhk4.8 146

29 FastOoptimalOgenomeOtilingOwithOapplicationsOtoOmicroarrayOdesignOandOhomologyOsearcheOJournalgofg
ComputationalgBiologycO2004cOhhcOnmmdol 1.7 10

28 GlobalOidentificationOofOhumanOtranscribedOsequencesOwithOgenomeOtilingOarrayseOSciencecO2004cOjgmcOiikidm33.3 868

27 TheOïNzODïOXïNzyclopediaOOfODNxOïlementsYOProjecteOSciencecO2004cOjgmcOmjmdkg 33.3 1692

26 DistributionOofONFdkappaydbindingOsitesOacrossOhumanOchromosomeOiieOProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericacO2003cOhggcOhiikndli 11.5 276

25 IdentificationOofOpseudogenesOinOtheODrosophilaOmelanogasterOgenomeeONucleicgAcidsgResearchcO
2003cOjhcOhgjjdn 20.1 72

24 ïxpressYourselfqOxOmodularOplatformOforOprocessingOandOvisualizingOmicroarrayOdataeONucleicgAcidsg
ResearchcO2003cOjhcOjknndoi 20.1 34

23 TheOtranscriptionalOactivityOofOhumanOzhromosomeOiieOGenesgandgDevelopmentcO2003cOhncOlipdkg 12.6 226

22 SPINïOiqOaOsystemOforOcollaborativeOstructuralOproteomicsOwithinOaOfederatedOdatabaseOframeworkeO
NucleicgAcidsgResearchcO2003cOjhcOiojjdo 20.1 43

21 IdentificationOofOnovelOfunctionalOelementsOinOtheOhumanOgenomeeOColdgSpringgHarborgSymposiagong
QuantitativegBiologycO2003cOmocOjhndii 3.9 1

20 xnOintegratedOapproachOforOfindingOoverlookedOgenesOinOyeasteONaturegBiotechnologycO2002cOigcOlodmj 44.5 97

19 GenezensusqOgenomeOcomparisonsOinOtermsOofOmetabolicOpathwayOactivityOandOproteinOfamilyO
sharingeONucleicgAcidsgResearchcO2002cOjgcOklnkdoi 20.1 14

18 zomplexOtranscriptionalOcircuitryOatOtheOGhfSOtransitionOinOSaccharomycesOcerevisiaeeOGenesgandg
DevelopmentcO2002cOhmcOjghndjj 12.6 201

17 MolecularOfossilsOinOtheOhumanOgenomeqOidentificationOandOanalysisOofOtheOpseudogenesOinO
chromosomesOihOandOiieOGenomegResearchcO2002cOhicOinidog 9.7 144

16 SNPsOonOhumanOchromosomesOihOandOiiOddOanalysisOinOtermsOofOproteinOfeaturesOandOpseudogeneseO
PharmacogenomicscO2002cOjcOjpjdkgi 2.6 14

15 zomprehensiveOanalysisOofOaminoOacidOandOnucleotideOcompositionOinOeukaryoticOgenomescO
comparingOgenesOandOpseudogeneseONucleicgAcidsgResearchcO2002cOjgcOilhldij 20.1 102

14 FastOOptimalOGenomeOTilingOwithOxpplicationsOtoOMicroarrayODesignOandOHomologyOSearcheOLectureg
NotesgingComputergSciencecO2002cOkhpdkjj 0.9 1

13 IntegrativeOdataOminingqOtheOnewOdirectionOinObioinformaticseOIEEEgEngineeringgingMedicinegandg
BiologygMagazinecO2001cOigcOjjdkg 25
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12 SPINïqOanOintegratedOtrackingOdatabaseOandOdataOminingOapproachOforOidentifyingOfeasibleOtargetsOinO
highdthroughputOstructuralOproteomicseONucleicgAcidsgResearchcO2001cOipcOiookdpo 20.1 89

11 GlobalOanalysisOofOproteinOactivitiesOusingOproteomeOchipseOSciencecO2001cOipjcOihghdl 33.3 1899

10 xnalysisOofOyeastOproteinOkinasesOusingOproteinOchipseONaturegGeneticscO2000cOimcOiojdp 36.3 734

9 zomputationalOMethodsOandOyioinformaticOToolsnmpdpgk

8 SingledcellOtranscriptomeOanalysisOofOhumancOmarmosetOandOmouseOembryosOrevealsOcommonOandO
divergentOfeaturesOofOpreimplantationOdevelopment 3

7 MbdjOandOdeterministicOreprogramming 2

6 TrackingOtheOembryonicOstemOcellOtransitionOfromOgroundOstateOpluripotency 4

5 TheONucleosomeORemodellingOandODeacetylationOcomplexOrestrictsOMediatorOaccessOtoOenhancersOtoO
controlOtranscription 1

4 ïpigeneticOresettingOofOhumanOpluripotency 1

3 SoxiOmodulationOincreasesOnaˆflveOpluripotencyOplasticity 1

2 zomparativeOanalysisOofOneutrophilOandOmonocyteOepigenomes 2

1 StemyondOhydrogelsOoptimiseOtheOmechanicalOmicroenvironmentOforOembryonicOstemOcells 1
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