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n Paper IF Citations

383 γicroRκtLexpressionLprofilesLclassifyLhumanLcancersaLNatureXL2005XLgfhXLkfgYk 50.4 7870

382 IntegrativeLgenomicsLvieweraLNaturejBiotechnologyXL2011XLelXLegYi 44.5 7463

381 tnalysisLofLproteinYcodingLgeneticLvariationLinLicXjciLhumansaLNatureXL2016XLhfiXLekhYld 50.4 6940

380 IntegratedLgenomicLanalysisLidentifiesLclinicallyLrelevantLsubtypesLofLglioblastomaLcharacterizedLbyL
abnormalitiesLinLPwzyRtXLIw dXLxzyRXLandLκydaLCancerjCellXL2010XLdjXLlkYddc 24.3 4782

379 TheLvancerLvellLβineLxncyclopediaLenablesLpredictiveLmodellingLofLanticancerLdrugLsensitivityaL
NatureXL2012XLgkfXLicfYj 50.4 4648

378 TheLzenotypeYTissueLxxpressionLTzTxxULprojectaLNaturejGeneticsXL2013XLghXLhkcYh 36.3 4179

377 γutationalLheterogeneityLinLcancerLandLtheLsearchLforLnewLcancerYassociatedLgenesaLNatureXL2013XL
gllXLedgYedk 50.4 3616

376  umanLgenomicsaLTheLzenotypeYTissueLxxpressionLTzTxxULpilotLanalysismLmultitissueLgeneL
regulationLinLhumansaLScienceXL2015XLfgkXLigkYic 33.3 3242

375 zenomicLandLepigenomicLlandscapesLofLadultLdeLnovoLacuteLmyeloidLleukemiaaLNewjEnglandj
JournaljofjMedicineXL2013XLfikXLechlYjg 59.2 3137

374 TheLsomaticLgenomicLlandscapeLofLglioblastomaaLCellXL2013XLdhhXLgieYjj 56.2 2900

373 SensitiveLdetectionLofLsomaticLpointLmutationsLinLimpureLandLheterogeneousLcancerLsamplesaL
NaturejBiotechnologyXL2013XLfdXLedfYl 44.5 2830

372 TheLlandscapeLofLsomaticLcopyYnumberLalterationLacrossLhumanLcancersaLNatureXL2010XLgifXLkllYlch 50.4 2590

371 InferringLtumourLpurityLandLstromalLandLimmuneLcellLadmixtureLfromLexpressionLdataaLNaturej
CommunicationsXL2013XLgXLeide 17.4 2572

370 tgeYrelatedLclonalLhematopoiesisLassociatedLwithLadverseLoutcomesaLNewjEnglandjJournaljofj
MedicineXL2014XLfjdXLegkkYlk 59.2 2314

369 SomaticLmutationsLaffectLkeyLpathwaysLinLlungLadenocarcinomaaLNatureXL2008XLghhXLdcilYjh 50.4 2280

368 wiscoveryLandLsaturationLanalysisLofLcancerLgenesLacrossLedLtumourLtypesaLNatureXL2014XLhchXLglhYhcd 50.4 1990

367 TheLmutationalLlandscapeLofLheadLandLneckLsquamousLcellLcarcinomaaLScienceXL2011XLfffXLddhjYic 33.3 1836
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366 γolecularLandLgeneticLpropertiesLofLtumorsLassociatedLwithLlocalLimmuneLcytolyticLactivityaLCellXL
2015XLdicXLgkYid 56.2 1834

365 vomprehensiveXLIntegrativeLzenomicLtnalysisLofLwiffuseLβowerYzradeLzliomasaLNewjEnglandj
JournaljofjMedicineXL2015XLfjeXLegkdYlk 59.2 1828

364 zenomicLvlassificationLofLvutaneousLγelanomaaLCellXL2015XLdidXLdikdYli 56.2 1807

363 tLlandscapeLofLdriverLmutationsLinLmelanomaaLCellXL2012XLdhcXLehdYif 56.2 1799

362 TheLImmuneLβandscapeLofLvanceraLImmunityXL2018XLgkXLkdeYkfcaedg 32.3 1754

361 TheLγolecularLTaxonomyLofLPrimaryLProstateLvanceraLCellXL2015XLdifXLdcddYeh 56.2 1713

360 IntegratedLgenomicLcharacterizationLofLpapillaryLthyroidLcarcinomaaLCellXL2014XLdhlXLijiYlc 56.2 1660

359 zISTIveacLfacilitatesLsensitiveLandLconfidentLlocalizationLofLtheLtargetsLofLfocalLsomaticL
copyYnumberLalterationLinLhumanLcancersaLGenomejBiologyXL2011XLdeXLRgd 18.3 1614

358 InternationalLnetworkLofLcancerLgenomeLprojectsaLNatureXL2010XLgigXLllfYk 50.4 1613

357 tnLimmunogenicLpersonalLneoantigenLvaccineLforLpatientsLwithLmelanomaaLNatureXL2017XLhgjXLedjYeed 50.4 1375

356 γappingLtheLhallmarksLofLlungLadenocarcinomaLwithLmassivelyLparallelLsequencingaLCellXL2012XLdhcXLddcjYec56.2 1304

355 tbsoluteLquantificationLofLsomaticLwκtLalterationsLinLhumanLcanceraLNaturejBiotechnologyXL2012XL
fcXLgdfYed 44.5 1229

354 ProspectiveLderivationLofLaLlivingLorganoidLbiobankLofLcolorectalLcancerLpatientsaLCellXL2015XLdidXLlffYgh56.2 1215

353 PanYcancerLpatternsLofLsomaticLcopyLnumberLalterationaLNaturejGeneticsXL2013XLghXLddfgYgc 36.3 1198

352 γolecularLProfilingLRevealsLuiologicallyLwiscreteLSubsetsLandLPathwaysLofLProgressionLinLwiffuseL
zliomaaLCellXL2016XLdigXLhhcYif 56.2 1140

351 uRtyLmutationLpredictsLsensitivityLtoLγxKLinhibitionaLNatureXL2006XLgflXLfhkYie 50.4 1137

350 IntegrativeLgenomicLanalysesLidentifyLγITyLasLaLlineageLsurvivalLoncogeneLamplifiedLinLmalignantL
melanomaaLNatureXL2005XLgfiXLddjYee 50.4 1127

349 vomprehensiveLandLIntegrativeLzenomicLvharacterizationLofL epatocellularLvarcinomaaLCellXL2017XL
dilXLdfejYdfgdaeef 56.2 1125
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348 OncogenicLSignalingLPathwaysLinLTheLvancerLzenomeLttlasaLCellXL2018XLdjfXLfedYffjaedc 56.2 1124

347 InitialLgenomeLsequencingLandLanalysisLofLmultipleLmyelomaaLNatureXL2011XLgjdXLgijYje 50.4 1117

346 xxomeLsequencingLidentifiesLrecurrentLSPOPXLyOXtdLandLγxwdeLmutationsLinLprostateLcanceraL
NaturejGeneticsXL2012XLggXLikhYl 36.3 1079

345 tnLIntegratedLTvztLPanYvancerLvlinicalLwataLResourceLtoLwriveL ighYQualityLSurvivalLOutcomeL
tnalyticsaLCellXL2018XLdjfXLgccYgdiaedd 56.2 1072

344 vomprehensiveLγolecularLPortraitsLofLInvasiveLβobularLureastLvanceraLCellXL2015XLdifXLhciYdl 56.2 1055

343 xvolutionLandLimpactLofLsubclonalLmutationsLinLchronicLlymphocyticLleukemiaaLCellXL2013XLdheXLjdgYei 56.2 1006

342 TheLgenomicLcomplexityLofLprimaryLhumanLprostateLcanceraLNatureXL2011XLgjcXLedgYec 50.4 984

341 κextYgenerationLcharacterizationLofLtheLvancerLvellLβineLxncyclopediaaLNatureXL2019XLhilXLhcfYhck 50.4 962

340 vomprehensiveLγolecularLvharacterizationLofLγuscleYInvasiveLuladderLvanceraLCellXL2017XLdjdXLhgcYhhiaeeh56.2 961

339 IntegrativeLgenomeLanalysesLidentifyLkeyLsomaticLdriverLmutationsLofLsmallYcellLlungLcanceraLNaturej
GeneticsXL2012XLggXLddcgYdc 36.3 919

338 vharacterizingLtheLcancerLgenomeLinLlungLadenocarcinomaaLNatureXL2007XLghcXLklfYk 50.4 900

337 IntegratedLzenomicLvharacterizationLofLPancreaticLwuctalLtdenocarcinomaaLCancerjCellXL2017XLfeXLdkhYecfaedf24.3 896

336 SequenceLanalysisLofLmutationsLandLtranslocationsLacrossLbreastLcancerLsubtypesaLNatureXL2012XL
gkiXLgchYl 50.4 895

335 tdvancesLinLunderstandingLcancerLgenomesLthroughLsecondYgenerationLsequencingaLNaturej
ReviewsjGeneticsXL2010XLddXLikhYli 30.1 890

334 vellYofYOriginLPatternsLwominateLtheLγolecularLvlassificationLofLdcXcccLTumorsLfromLffLTypesLofL
vanceraLCellXL2018XLdjfXLeldYfcgaei 56.2 888

333 SyfudLandLotherLnovelLcancerLgenesLinLchronicLlymphocyticLleukemiaaLNewjEnglandjJournaljofj
MedicineXL2011XLfihXLegljYhci 59.2 875

332 PunctuatedLevolutionLofLprostateLcancerLgenomesaLCellXL2013XLdhfXLiiiYjj 56.2 862

331 vomprehensiveLvharacterizationLofLvancerLwriverLzenesLandLγutationsaLCellXL2018XLdjfXLfjdYfkhaedk 56.2 854
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330 TheLrepertoireLofLmutationalLsignaturesLinLhumanLcanceraLNatureXL2020XLhjkXLlgYdcd 50.4 849

329  umanLgenomicsaLTheLhumanLtranscriptomeLacrossLtissuesLandLindividualsaLScienceXL2015XLfgkXLiicYh 33.3 833

328 tssessingLtheLsignificanceLofLchromosomalLaberrationsLinLcancermLmethodologyLandLapplicationLtoL
gliomaaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2007XLdcgXLecccjYde11.5 812

327 tnLtPOuxvLcytidineLdeaminaseLmutagenesisLpatternLisLwidespreadLinLhumanLcancersaLNaturej
GeneticsXL2013XLghXLljcYi 36.3 774

326
wiscoveryLandLprioritizationLofLsomaticLmutationsLinLdiffuseLlargeLuYcellLlymphomaLTwβuvβULbyL
wholeYexomeLsequencingaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofj
AmericaXL2012XLdclXLfkjlYkg

11.5 735

325 SOXeLisLanLamplifiedLlineageYsurvivalLoncogeneLinLlungLandLesophagealLsquamousLcellLcarcinomasaL
NaturejGeneticsXL2009XLgdXLdefkYge 36.3 733

324 TheLgeneticLlandscapeLofLhighYriskLneuroblastomaaLNaturejGeneticsXL2013XLghXLejlYkg 36.3 717

323 vancerLtherapyaLxxLvivoLcultureLofLcirculatingLbreastLtumorLcellsLforLindividualizedLtestingLofLdrugL
susceptibilityaLScienceXL2014XLfghXLediYec 33.3 670

322 γolecularLsubtypesLofLdiffuseLlargeLuLcellLlymphomaLareLassociatedLwithLdistinctLpathogenicL
mechanismsLandLoutcomesaLNaturejMedicineXL2018XLegXLijlYilc 50.5 659

321 γutationsLdrivingLvββLandLtheirLevolutionLinLprogressionLandLrelapseaLNatureXL2015XLheiXLhehYfc 50.4 658

320 WidespreadLgeneticLheterogeneityLinLmultipleLmyelomamLimplicationsLforLtargetedLtherapyaLCancerj
CellXL2014XLehXLldYdcd 24.3 657

319 γolecularLγechanismsLofLResistanceLtoLyirstYLandLSecondYzenerationLtβKLInhibitorsLinL
tβKYRearrangedLβungLvanceraLCancerjDiscoveryXL2016XLiXLdddkYddff 24.4 648

318 wefiningLTLvellLStatesLtssociatedLwithLResponseLtoLvheckpointLImmunotherapyLinLγelanomaaLCellXL
2018XLdjhXLllkYdcdfaeec 56.2 631

317 TheLgeneticLlandscapeLofLclinicalLresistanceLtoLRtyLinhibitionLinLmetastaticLmelanomaaLCancerj
DiscoveryXL2014XLgXLlgYdcl 24.4 626

316 wistinctLpatternsLofLsomaticLgenomeLalterationsLinLlungLadenocarcinomasLandLsquamousLcellL
carcinomasaLNaturejGeneticsXL2016XLgkXLicjYdi 36.3 613

315 zenomicLvharacterizationLofLurainLγetastasesLRevealsLuranchedLxvolutionLandLPotentialL
TherapeuticLTargetsaLCancerjDiscoveryXL2015XLhXLddigYddjj 24.4 581

314 κeoantigenLvaccineLgeneratesLintratumoralLTLcellLresponsesLinLphaseLIbLglioblastomaLtrialaLNatureXL
2019XLhihXLefgYefl 50.4 569

313 SingleYcellLRκtYseqLsupportsLaLdevelopmentalLhierarchyLinLhumanLoligodendrogliomaaLNatureXL2016
XLhflXLfclYfdf 50.4 561

(2016-2020)
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312 xxomeLandLwholeYgenomeLsequencingLofLesophagealLadenocarcinomaLidentifiesLrecurrentLdriverL
eventsLandLmutationalLcomplexityaLNaturejGeneticsXL2013XLghXLgjkYki 36.3 558

311 γelanomaLgenomeLsequencingLrevealsLfrequentLPRxXeLmutationsaLNatureXL2012XLgkhXLhceYi 50.4 555

310 γedulloblastomaLexomeLsequencingLuncoversLsubtypeYspecificLsomaticLmutationsaLNatureXL2012XL
gkkXLdciYdc 50.4 552

309 PanYcancerLnetworkLanalysisLidentifiesLcombinationsLofLrareLsomaticLmutationsLacrossLpathwaysL
andLproteinLcomplexesaLNaturejGeneticsXL2015XLgjXLdciYdg 36.3 547

308 βandscapeLofLgenomicLalterationsLinLcervicalLcarcinomasaLNatureXL2014XLhciXLfjdYh 50.4 541

307 RκtYSeQvmLRκtYseqLmetricsLforLqualityLcontrolLandLprocessLoptimizationaLBioinformaticsXL2012XLekXLdhfcYe7.2 538

306 TumorLcellsLcanLfollowLdistinctLevolutionaryLpathsLtoLbecomeLresistantLtoLepidermalLgrowthLfactorL
receptorLinhibitionaLNaturejMedicineXL2016XLeeXLeieYl 50.5 533

305 voupledLtwoYwayLclusteringLanalysisLofLgeneLmicroarrayLdataaLProceedingsjofjthejNationaljAcademyj
ofjSciencesjofjthejUnitedjStatesjofjAmericaXL2000XLljXLdecjlYkg 11.5 528

304 TheLsomaticLgenomicLlandscapeLofLchromophobeLrenalLcellLcarcinomaaLCancerjCellXL2014XLeiXLfdlYffc 24.3 521

303 SubtypeYspecificLgenomicLalterationsLdefineLnewLtargetsLforLsoftYtissueLsarcomaLtherapyaLNaturej
GeneticsXL2010XLgeXLjdhYed 36.3 521

302 wecouplingLgeneticsXLlineagesXLandLmicroenvironmentLinLIw YmutantLgliomasLbyLsingleYcellL
RκtYseqaLScienceXL2017XLfhhXL 33.3 455

301 vomprehensiveLandLIntegratedLzenomicLvharacterizationLofLtdultLSoftLTissueLSarcomasaLCellXL2017XL
djdXLlhcYlihaeek 56.2 451

300 WholeYexomeLsequencingLofLcirculatingLtumorLcellsLprovidesLaLwindowLintoLmetastaticLprostateL
canceraLNaturejBiotechnologyXL2014XLfeXLgjlYkg 44.5 434

299 zenomicLvorrelatesLofLImmuneYvellLInfiltratesLinLvolorectalLvarcinomaaLCelljReportsXL2016XLdhXLkhjYkih 10.6 422

298
vomprehensiveLgenomicLanalysisLofLrhabdomyosarcomaLrevealsLaLlandscapeLofLalterationsL
affectingLaLcommonLgeneticLaxisLinLfusionYpositiveLandLfusionYnegativeLtumorsaLCancerjDiscoveryXL
2014XLgXLediYfd

24.4 417

297  ighYresolutionLmappingLofLcopyYnumberLalterationsLwithLmassivelyLparallelLsequencingaLNaturej
MethodsXL2009XLiXLllYdcf 21.6 417

296 TxTeLmutationsLpredictLresponseLtoLhypomethylatingLagentsLinLmyelodysplasticLsyndromeLpatientsaL
BloodXL2014XLdegXLejchYde 2.2 411

295 ResistanceLtoLcheckpointLblockadeLtherapyLthroughLinactivationLofLantigenLpresentationaLNaturej
CommunicationsXL2017XLkXLddfi 17.4 409
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294 WholeYexomeLsequencingLandLclinicalLinterpretationLofLformalinYfixedXLparaffinYembeddedLtumorL
samplesLtoLguideLprecisionLcancerLmedicineaLNaturejMedicineXL2014XLecXLikeYk 50.5 406

293 zenomicLandLγolecularLβandscapeLofLwκtLwamageLRepairLweficiencyLacrossLTheLvancerLzenomeL
ttlasaLCelljReportsXL2018XLefXLeflYehgaei 10.6 405

292 IntegrativeLandLcomparativeLgenomicLanalysisLofL PVYpositiveLandL PVYnegativeLheadLandLneckL
squamousLcellLcarcinomasaLClinicaljCancerjResearchXL2015XLedXLifeYgd 12.9 398

291 zenomicLsequencingLofLmeningiomasLidentifiesLoncogenicLSγOLandLtKTdLmutationsaLNaturej
GeneticsXL2013XLghXLekhYl 36.3 397

290 IntegrativeLtnalysisLIdentifiesLyourLγolecularLandLvlinicalLSubsetsLinLUvealLγelanomaaLCancerjCellXL
2017XLfeXLecgYeecaedh 24.3 391

289 ToilLenablesLreproducibleXLopenLsourceXLbigLbiomedicalLdataLanalysesaLNaturejBiotechnologyXL2017XL
fhXLfdgYfdi 44.5 387

288 zeneticLandLtranscriptionalLevolutionLaltersLcancerLcellLlineLdrugLresponseaLNatureXL2018XLhicXLfehYffc 50.4 379

287 zenomicLandLyunctionalLtpproachesLtoLUnderstandingLvancerLtneuploidyaLCancerjCellXL2018XLffXLijiYiklaef24.3 377

286 SpatialLOrganizationLandLγolecularLvorrelationLofLTumorYInfiltratingLβymphocytesLUsingLweepL
βearningLonLPathologyLImagesaLCelljReportsXL2018XLefXLdkdYdlfaej 10.6 366

285 SomaticLxRvveLmutationsLcorrelateLwithLcisplatinLsensitivityLinLmuscleYinvasiveLurothelialL
carcinomaaLCancerjDiscoveryXL2014XLgXLddgcYhf 24.4 361

284 vomprehensiveLanalysisLofLcancerYassociatedLsomaticLmutationsLinLclassLIL βtLgenesaLNaturej
BiotechnologyXL2015XLffXLddheYk 44.5 359

283 RuLlossLinLresistantLxzyRLmutantLlungLadenocarcinomasLthatLtransformLtoLsmallYcellLlungLcanceraL
NaturejCommunicationsXL2015XLiXLifjj 17.4 358

282 γtPLkinaseLpathwayLalterationsLinLuRtyYmutantLmelanomaLpatientsLwithLacquiredLresistanceLtoL
combinedLRtybγxKLinhibitionaLCancerjDiscoveryXL2014XLgXLidYk 24.4 351

281 vomprehensiveLγolecularLvharacterizationLofLPheochromocytomaLandLParagangliomaaLCancerjCellXL
2017XLfdXLdkdYdlf 24.3 350

280 vomprehensiveLidentificationLofLmutationalLcancerLdriverLgenesLacrossLdeLtumorLtypesaLScientificj
ReportsXL2013XLfXLeihc 4.9 350

279 PathogenicLzermlineLVariantsLinLdcXfklLtdultLvancersaLCellXL2018XLdjfXLfhhYfjcaedg 56.2 342

278 ResensitizationLtoLvrizotinibLbyLtheLβorlatinibLtβKLResistanceLγutationLβddlkyaLNewjEnglandj
JournaljofjMedicineXL2016XLfjgXLhgYid 59.2 334

277 OncotatormLcancerLvariantLannotationLtoolaLHumanjMutationXL2015XLfiXLxegefYl 4.7 332
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276 vomprehensiveLPanYzenomicLvharacterizationLofLtdrenocorticalLvarcinomaaLCancerjCellXL2016XLelXLjefYjfi24.3 324

275
SystematicLinvestigationLofLgeneticLvulnerabilitiesLacrossLcancerLcellLlinesLrevealsLlineageYspecificL
dependenciesLinLovarianLcanceraLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedj
StatesjofjAmericaXL2011XLdckXLdefjeYj

11.5 321

274 ScalableLOpenLScienceLtpproachLforLγutationLvallingLofLTumorLxxomesLUsingLγultipleLzenomicL
PipelinesaLCelljSystemsXL2018XLiXLejdYekdaej 10.6 320

273 xxomeLsequencingLidentifiesLuRtyLmutationsLinLpapillaryLcraniopharyngiomasaLNaturejGeneticsXL
2014XLgiXLdidYh 36.3 320

272 TargetableLgeneticLfeaturesLofLprimaryLtesticularLandLprimaryLcentralLnervousLsystemLlymphomasaL
BloodXL2016XLdejXLkilYkd 2.2 317

271 ScalableLwholeYexomeLsequencingLofLcellYfreeLwκtLrevealsLhighLconcordanceLwithLmetastaticL
tumorsaLNaturejCommunicationsXL2017XLkXLdfeg 17.4 314

270 TheLevolutionaryLhistoryLofLeXihkLcancersaLNatureXL2020XLhjkXLdeeYdek 50.4 307

269 TheLgenomicLlandscapeLofLpediatricLxwingLsarcomaaLCancerjDiscoveryXL2014XLgXLdfeiYgd 24.4 302

268
wiscoveryLandLcharacterizationLofLartifactualLmutationsLinLdeepLcoverageLtargetedLcaptureL
sequencingLdataLdueLtoLoxidativeLwκtLdamageLduringLsampleLpreparationaLNucleicjAcidsjResearchXL
2013XLgdXLeij

20.1 301

267 TheLvancerLzenomeLttlasLvomprehensiveLγolecularLvharacterizationLofLRenalLvellLvarcinomaaLCellj
ReportsXL2018XLefXLfdfYfeiaeh 10.6 295

266 SomaticLmutationsLpredictLpoorLoutcomeLinLpatientsLwithLmyelodysplasticLsyndromeLafterL
hematopoieticLstemYcellLtransplantationaLJournaljofjClinicaljOncologyXL2014XLfeXLeildYk 2.2 295

265 RκygfLisLfrequentlyLmutatedLinLcolorectalLandLendometrialLcancersaLNaturejGeneticsXL2014XLgiXLdeigYi 36.3 287

264 tLremarkablyLsimpleLgenomeLunderliesLhighlyLmalignantLpediatricLrhabdoidLcancersaLJournaljofj
ClinicaljInvestigationXL2012XLdeeXLelkfYk 15.9 286

263 wκtLmicroarraysLidentificationLofLprimaryLandLsecondaryLtargetLgenesLregulatedLbyLphfaLOncogeneXL
2001XLecXLeeehYfg 9.2 282

262 tLvomprehensiveLPanYvancerLγolecularLStudyLofLzynecologicLandLureastLvancersaLCancerjCellXL2018
XLffXLilcYjchael 24.3 277

261 γutationsLinLisocitrateLdehydrogenaseLdLandLeLoccurLfrequentlyLinLintrahepaticL
cholangiocarcinomasLandLshareLhypermethylationLtargetsLwithLglioblastomasaLOncogeneXL2013XLfeXLfcldYdcc9.2 277

260
vomplementaryLgenomicLapproachesLhighlightLtheLPIfKbmTORLpathwayLasLaLcommonLvulnerabilityL
inLosteosarcomaaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL
2014XLdddXLxhhigYjf

11.5 275

259 zenomicLcomplexityLofLmultipleLmyelomaLandLitsLclinicalLimplicationsaLNaturejReviewsjClinicalj
OncologyXL2017XLdgXLdccYddf 19.4 267
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258 PolyclonalLSecondaryLγutationsLwriveLtcquiredLResistanceLtoLyzyRLInhibitionLinLPatientsLwithL
yzyReLyusionYPositiveLvholangiocarcinomaaLCancerjDiscoveryXL2017XLjXLeheYeif 24.4 262

257 γakingLsenseLofLcancerLgenomicLdataaLGenesjandjDevelopmentXL2011XLehXLhfgYhh 12.6 260

256 wevelopmentalLandLoncogenicLprogramsLinL fKejγLgliomasLdissectedLbyLsingleYcellLRκtYseqaL
ScienceXL2018XLficXLffdYffh 33.3 255

255 tLmutationalLsignatureLrevealsLalterationsLunderlyingLdeficientLhomologousLrecombinationLrepairL
inLbreastLcanceraLNaturejGeneticsXL2017XLglXLdgjiYdgki 36.3 255

254 zenomicLcorrelatesLofLresponseLtoLimmuneLcheckpointLblockadeLinLmicrosatelliteYstableLsolidL
tumorsaLNaturejGeneticsXL2018XLhcXLdejdYdekd 36.3 249

253 SystematicLidentificationLofLpersonalLtumorYspecificLneoantigensLinLchronicLlymphocyticLleukemiaaL
BloodXL2014XLdegXLghfYie 2.2 249

252 γodelingLgenomicLdiversityLandLtumorLdependencyLinLmalignantLmelanomaaLCancerjResearchXL2008XL
ikXLiigYjf 10.1 248

251
IntegratedLgenomicLprofilingLofLendometrialLcarcinomaLassociatesLaggressiveLtumorsLwithL
indicatorsLofLPIfLkinaseLactivationaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedj
StatesjofjAmericaXL2009XLdciXLgkfgYl

11.5 244

250 zenomicLsequencingLofLcolorectalLadenocarcinomasLidentifiesLaLrecurrentLVTIdtYTvyjβeLfusionaL
NaturejGeneticsXL2011XLgfXLligYlik 36.3 242

249 xpidermalLgrowthLfactorLreceptorLactivationLinLglioblastomaLthroughLnovelLmissenseLmutationsLinL
theLextracellularLdomainaLPLoSjMedicineXL2006XLfXLegkh 11.6 242

248 WholeYgenomeLandLmultisectorLexomeLsequencingLofLprimaryLandLpostYtreatmentLglioblastomaL
revealsLpatternsLofLtumorLevolutionaLGenomejResearchXL2015XLehXLfdiYej 9.7 240

247 γutationalLStrandLtsymmetriesLinLvancerLzenomesLRevealLγechanismsLofLwκtLwamageLandL
RepairaLCellXL2016XLdigXLhfkYgl 56.2 239

246 UsingLanLatlasLofLgeneLregulationLacrossLggLhumanLtissuesLtoLinformLcomplexLdiseaseYLandL
traitYassociatedLvariationaLNaturejGeneticsXL2018XLhcXLlhiYlij 36.3 239

245 tnLtPOuxvftLhypermutationLsignatureLisLdistinguishableLfromLtheLsignatureLofLbackgroundL
mutagenesisLbyLtPOuxvfuLinLhumanLcancersaLNaturejGeneticsXL2015XLgjXLdcijYje 36.3 238

244 SomaticLxRvveLmutationsLareLassociatedLwithLaLdistinctLgenomicLsignatureLinLurothelialLtumorsaL
NaturejGeneticsXL2016XLgkXLiccYici 36.3 238

243 ResponseLandLacquiredLresistanceLtoLeverolimusLinLanaplasticLthyroidLcanceraLNewjEnglandjJournalj
ofjMedicineXL2014XLfjdXLdgeiYff 59.2 237

242 wriverLyusionsLandLTheirLImplicationsLinLtheLwevelopmentLandLTreatmentLofL umanLvancersaLCellj
ReportsXL2018XLefXLeejYefkaef 10.6 235

241 PairedLexomeLanalysisLofLuarrettSsLesophagusLandLadenocarcinomaaLNaturejGeneticsXL2015XLgjXLdcgjYhh 36.3 232

(2015-2017)
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240 vharacterizationLofL PVLandLhostLgenomeLinteractionsLinLprimaryLheadLandLneckLcancersaL
ProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2014XLdddXLdhhggYl 11.5 229

239 vomparativeLγolecularLtnalysisLofLzastrointestinalLtdenocarcinomasaLCancerjCellXL2018XLffXLjedYjfhaek 24.3 228

238 RκtLsequenceLanalysisLrevealsLmacroscopicLsomaticLclonalLexpansionLacrossLnormalLtissuesaLScience
XL2019XLfigXL 33.3 226

237 IdentificationLofLdriverLgenesLinLhepatocellularLcarcinomaLbyLexomeLsequencingaLHepatologyXL2013XL
hkXLdilfYjce 11.2 223

236 tnalysesLofLnonYcodingLsomaticLdriversLinLeXihk´ cancerLwholeLgenomesaLNatureXL2020XLhjkXLdceYddd 50.4 220

235 vlonalLevolutionLinLpatientsLwithLchronicLlymphocyticLleukaemiaLdevelopingLresistanceLtoLuTKL
inhibitionaLNaturejCommunicationsXL2016XLjXLddhkl 17.4 220

234 SomaticLmutationLofLvwKκduLinLsmallLintestineLneuroendocrineLtumorsaLNaturejGeneticsXL2013XLghXLdgkfYi36.3 219

233 IntegratedLgenomeYwideLwκtLcopyLnumberLandLexpressionLanalysisLidentifiesLdistinctLmechanismsL
ofLprimaryLchemoresistanceLinLovarianLcarcinomasaLClinicaljCancerjResearchXL2009XLdhXLdgdjYej 12.9 217

232 βocallyLdisorderedLmethylationLformsLtheLbasisLofLintratumorLmethylomeLvariationLinLchronicL
lymphocyticLleukemiaaLCancerjCellXL2014XLeiXLkdfYkeh 24.3 216

231 IntegrativeLanalysisLofLtheLmelanomaLtranscriptomeaLGenomejResearchXL2010XLecXLgdfYej 9.7 216

230 PathSeqmLsoftwareLtoLidentifyLorLdiscoverLmicrobesLbyLdeepLsequencingLofLhumanLtissueaLNaturej
BiotechnologyXL2011XLelXLflfYi 44.5 213

229 vlinicalLtcquiredLResistanceLtoLRtyLInhibitorLvombinationsLinLuRtyYγutantLvolorectalLvancerL
throughLγtPKLPathwayLtlterationsaLCancerjDiscoveryXL2015XLhXLfhkYij 24.4 211

228 IntegratedLγolecularLvharacterizationLofLUterineLvarcinosarcomaaLCancerjCellXL2017XLfdXLgddYgef 24.3 210

227
yunctionalLanalysisLofLreceptorLtyrosineLkinaseLmutationsLinLlungLcancerLidentifiesLoncogenicL
extracellularLdomainLmutationsLofLxRuueaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthej
UnitedjStatesjofjAmericaXL2012XLdclXLdggjiYkd

11.5 208

226 tssessingLtheLclinicalLutilityLofLcancerLgenomicLandLproteomicLdataLacrossLtumorLtypesaLNaturej
BiotechnologyXL2014XLfeXLiggYhe 44.5 205

225 PredictingLdrugLsusceptibilityLofLnonYsmallLcellLlungLcancersLbasedLonLgeneticLlesionsaLJournaljofj
ClinicaljInvestigationXL2009XLddlXLdjejYgc 15.9 205

224 IdentificationLofLtheLüκKLsignalingLpathwayLasLaLfunctionalLtargetLofLtheLtumorLsuppressorLPTxκaL
CancerjCellXL2007XLddXLhhhYil 24.3 202

223 TemporalLdissectionLofLtumorigenesisLinLprimaryLcancersaLCancerjDiscoveryXL2011XLdXLdfjYgf 24.4 201
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222 IntegratedLγolecularLvharacterizationLofLTesticularLzermLvellLTumorsaLCelljReportsXL2018XLefXLffleYfgci10.6 200

221 RecurrentLandLfunctionalLregulatoryLmutationsLinLbreastLcanceraLNatureXL2017XLhgjXLhhYic 50.4 192

220 zeneticLandLclonalLdissectionLofLmurineLsmallLcellLlungLcarcinomaLprogressionLbyLgenomeL
sequencingaLCellXL2014XLdhiXLdelkYdfdd 56.2 191

219 SomaticLγutationalLβandscapeLofLSplicingLyactorLzenesLandLTheirLyunctionalLvonsequencesLacrossL
ffLvancerLTypesaLCelljReportsXL2018XLefXLekeYeliaeg 10.6 188

218 vontxstmLestimatingLcrossYcontaminationLofLhumanLsamplesLinLnextYgenerationLsequencingLdataaL
BioinformaticsXL2011XLejXLeicdYe 7.2 181

217 TypeLeLdiabetesLgeneticLlociLinformedLbyLmultiYtraitLassociationsLpointLtoLdiseaseLmechanismsLandL
subtypesmLtLsoftLclusteringLanalysisaLPLoSjMedicineXL2018XLdhXLedcceihg 11.6 180

216  umanLgenomicsaLxffectLofLpredictedLproteinYtruncatingLgeneticLvariantsLonLtheLhumanL
transcriptomeaLScienceXL2015XLfgkXLiiiYl 33.3 170

215
vlassificationLofLhumanLastrocyticLgliomasLonLtheLbasisLofLgeneLexpressionmLaLcorrelatedLgroupLofL
genesLwithLangiogenicLactivityLemergesLasLaLstrongLpredictorLofLsubtypesaLCancerjResearchXL2003XL
ifXLiidfYeh

10.1 168

214 TumorYsuppressorLgenesLthatLescapeLfromLXYinactivationLcontributeLtoLcancerLsexLbiasaLNaturej
GeneticsXL2017XLglXLdcYdi 36.3 167

213 vontrolLofLtumorYassociatedLmacrophagesLandLTLcellsLinLglioblastomaLviaLt RLandLvwflaLNaturej
NeuroscienceXL2019XLeeXLjelYjgc 25.5 166

212 TheLgenomicLlandscapeLofLjuvenileLmyelomonocyticLleukemiaaLNaturejGeneticsXL2015XLgjXLdfeiYdfff 36.3 166

211 PerspectiveLonLOncogenicLProcessesLatLtheLxndLofLtheLueginningLofLvancerLzenomicsaLCellXL2018XL
djfXLfchYfecaedc 56.2 166

210 γutationalLprocessesLshapeLtheLlandscapeLofLTPhfLmutationsLinLhumanLcanceraLNaturejGeneticsXL
2018XLhcXLdfkdYdfkj 36.3 165

209  ighLorderLchromatinLarchitectureLshapesLtheLlandscapeLofLchromosomalLalterationsLinLcanceraL
NaturejBiotechnologyXL2011XLelXLddclYdf 44.5 162

208 βiquidLversusLtissueLbiopsyLforLdetectingLacquiredLresistanceLandLtumorLheterogeneityLinL
gastrointestinalLcancersaLNaturejMedicineXL2019XLehXLdgdhYdged 50.5 161

207 RealYtimeLzenomicLvharacterizationLofLtdvancedLPancreaticLvancerLtoLxnableLPrecisionLγedicineaL
CancerjDiscoveryXL2018XLkXLdcliYdddd 24.4 156

206
zenomicLanalysisLofLdiffuseLpediatricLlowYgradeLgliomasLidentifiesLrecurrentLoncogenicLtruncatingL
rearrangementsLinLtheLtranscriptionLfactorLγYuβdaLProceedingsjofjthejNationaljAcademyjofjSciencesj
ofjthejUnitedjStatesjofjAmericaXL2013XLddcXLkdkkYlf

11.5 156

205 StructuralLtlterationsLwrivingLvastrationYResistantLProstateLvancerLRevealedLbyLβinkedYReadL
zenomeLSequencingaLCellXL2018XLdjgXLgffYggjaedl 56.2 155

(2018-2018)
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204 KwγgtLlysineLdemethylaseLinducesLsiteYspecificLcopyLgainLandLrereplicationLofLregionsLamplifiedLinL
tumorsaLCellXL2013XLdhgXLhgdYhh 56.2 155

203 TtSYdecLOvercomesLResistanceLtoLtTPYvompetitiveLyzyRLInhibitorsLinLPatientsLwithLyzyReL
yusionYPositiveLIntrahepaticLvholangiocarcinomaaLCancerjDiscoveryXL2019XLlXLdcigYdcjl 24.4 154

202 TheLIntegratedLzenomicLβandscapeLofLThymicLxpithelialLTumorsaLCancerjCellXL2018XLffXLeggYehkaedc 24.3 150

201 zenomicLcharacterizationLofLbiliaryLtractLcancersLidentifiesLdriverLgenesLandLpredisposingL
mutationsaLJournaljofjHepatologyXL2018XLikXLlhlYlil 13.4 149

200 SvtutmLgenomeYwideLdetectionLofLstructuralLvariantsLandLindelsLbyLlocalLassemblyaLGenomej
ResearchXL2018XLekXLhkdYhld 9.7 149

199 IntegrativeLanalysisLrevealsLanLoutcomeYassociatedLandLtargetableLpatternLofLphfLandLcellLcycleL
deregulationLinLdiffuseLlargeLuLcellLlymphomaaLCancerjCellXL2012XLeeXLfhlYje 24.3 148

198 SomaticLretrotranspositionLinLhumanLcancerLrevealedLbyLwholeYgenomeLandLexomeLsequencingaL
GenomejResearchXL2014XLegXLdchfYif 9.7 147

197 wramaticLResponseLofLuRtyLViccxLγutantLPapillaryLvraniopharyngiomaLtoLTargetedLTherapyaL
JournaljofjthejNationaljCancerjInstituteXL2016XLdckXL 9.7 144

196 vomprehensiveLassessmentLofLcancerLmissenseLmutationLclusteringLinLproteinLstructuresaL
ProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2015XLddeXLxhgkiYlh 11.5 142

195 TheL umanLTumorLttlasLκetworkmLvhartingLTumorLTransitionsLacrossLSpaceLandLTimeLatLSingleYvellL
ResolutionaLCellXL2020XLdkdXLefiYegl 56.2 140

194 IntegrativeLandLcomparativeLgenomicLanalysisLofLlungLsquamousLcellLcarcinomasLinLxastLtsianL
patientsaLJournaljofjClinicaljOncologyXL2014XLfeXLdedYk 2.2 140

193 ProteogenomicLvharacterizationLRevealsLTherapeuticLVulnerabilitiesLinLβungLtdenocarcinomaaLCellXL
2020XLdkeXLeccYeehaefh 56.2 139

192 WholeYgenomeLsequencingLrevealsLactivationYinducedLcytidineLdeaminaseLsignaturesLduringL
indolentLchronicLlymphocyticLleukaemiaLevolutionaLNaturejCommunicationsXL2015XLiXLkkii 17.4 139

191 WRκLhelicaseLisLaLsyntheticLlethalLtargetLinLmicrosatelliteLunstableLcancersaLNatureXL2019XLhikXLhhdYhhi 50.4 137

190 InhibitorYsensitiveLyzyReLandLyzyRfLmutationsLinLlungLsquamousLcellLcarcinomaaLCancerjResearchXL
2013XLjfXLhdlhYech 10.1 136

189 TheLgenomicLlandscapeLandLevolutionLofLendometrialLcarcinomaLprogressionLandLabdominopelvicL
metastasisaLNaturejGeneticsXL2016XLgkXLkgkYhh 36.3 135

188 PwYdLblockadeLinLsubprimedLvwkLcellsLinducesLdysfunctionalLPwYdvwfkLcellsLandLantiYPwYdL
resistanceaLNaturejImmunologyXL2019XLecXLdefdYdegf 19.1 132

187  ighYresolutionLgenomicLandLexpressionLanalysesLofLcopyLnumberLalterationsLinLbreastLtumorsaL
GenesjChromosomesjandjCancerXL2008XLgjXLhfcYge 5 123
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186 ProteogenomicLvharacterizationLofLxndometrialLvarcinomaaLCellXL2020XLdkcXLjelYjgkaeei 56.2 122

185 SystematicLtnalysisLofLSpliceYSiteYvreatingLγutationsLinLvanceraLCelljReportsXL2018XLefXLejcYekdaef 10.6 121

184 vlonalLevolutionLinLhematologicalLmalignanciesLandLtherapeuticLimplicationsaLLeukemiaXL2014XLekXLfgYgf 10.7 120

183  ighYthroughputLPhenotypingLofLβungLvancerLSomaticLγutationsaLCancerjCellXL2016XLfcXLedgYeek 24.3 119

182 PRtwtmLpipelineLforLRκtLsequencingLdataLanalysisaLBioinformaticsXL2014XLfcXLeeegYi 7.2 117

181 TranscriptomicLvharacterizationLofLSyfudLγutationLRevealsLItsLPleiotropicLxffectsLinLvhronicL
βymphocyticLβeukemiaaLCancerjCellXL2016XLfcXLjhcYjif 24.3 115

180 tssociationLofLvellYyreeLwκtLTumorLyractionLandLSomaticLvopyLκumberLtlterationsLWithLSurvivalLinL
γetastaticLTripleYκegativeLureastLvanceraLJournaljofjClinicaljOncologyXL2018XLfiXLhgfYhhf 2.2 113

179 tLpanYcancerLanalysisLofLtranscriptomeLchangesLassociatedLwithLsomaticLmutationsLinLUetydL
revealsLcommonlyLalteredLsplicingLeventsaLPLoSjONEXL2014XLlXLekjfid 3.7 112

178 SomaticLrearrangementsLacrossLcancerLrevealLclassesLofLsamplesLwithLdistinctLpatternsLofLwκtL
breakageLandLrearrangementYinducedLhypermutabilityaLGenomejResearchXL2013XLefXLeekYfh 9.7 109

177 γitochondrialLReprogrammingLUnderliesLResistanceLtoLuvβYeLInhibitionLinLβymphoidLγalignanciesaL
CancerjCellXL2019XLfiXLfilYfkgaedf 24.3 107

176 vommentLonLNTheLconsensusLcodingLsequencesLofLhumanLbreastLandLcolorectalLcancersNaLScienceXL
2007XLfdjXLdhcc 33.3 106

175
xxomeLsequencingLofLpleuropulmonaryLblastomaLrevealsLfrequentLbiallelicLlossLofLTPhfLandLtwoL
hitsLinLwIvxRdLresultingLinLretentionLofLhpYderivedLmiRκtLhairpinLloopLsequencesaLOncogeneXL2014XL
ffXLhelhYfce

9.2 105

174 WholeYexomeLsequencingLofLcellYfreeLwκtLandLcirculatingLtumorLcellsLinLmultipleLmyelomaaLNaturej
CommunicationsXL2018XLlXLdild 17.4 103

173 zenomicLevolutionLandLchemoresistanceLinLgermYcellLtumoursaLNatureXL2016XLhgcXLddgYddk 50.4 100

172 SystematicLyunctionalLInterrogationLofLRareLvancerLVariantsLIdentifiesLOncogenicLtllelesaLCancerj
DiscoveryXL2016XLiXLjdgYei 24.4 100

171 TheLevolutionaryLlandscapeLofLchronicLlymphocyticLleukemiaLtreatedLwithLibrutinibLtargetedL
therapyaLNaturejCommunicationsXL2017XLkXLedkh 17.4 99

170 tLmathematicalLframeworkLtoLdetermineLtheLtemporalLsequenceLofLsomaticLgeneticLeventsLinL
canceraLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2010XLdcjXLdjicgYl11.5 99

169 wistinctLmutationalLsignaturesLcharacterizeLconcurrentLlossLofLpolymeraseLproofreadingLandL
mismatchLrepairaLNaturejCommunicationsXL2018XLlXLdjgi 17.4 95

(2018-2020)
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168 IntegratedLanalysesLofLmicroRκtsLdemonstrateLtheirLwidespreadLinfluenceLonLgeneLexpressionLinL
highYgradeLserousLovarianLcarcinomaaLPLoSjONEXL2012XLjXLefghgi 3.7 94

167 WidespreadLvhromosomalLβossesLandLγitochondrialLwκtLtlterationsLasLzeneticLwriversLinL ˆ…rthleL
vellLvarcinomaaLCancerjCellXL2018XLfgXLegeYehhaeh 24.3 93

166 ReducedLlocalLmutationLdensityLinLregulatoryLwκtLofLcancerLgenomesLisLlinkedLtoLwκtLrepairaL
NaturejBiotechnologyXL2014XLfeXLjdYh 44.5 92

165 InvasiveLuladderLvancermLzenomicLInsightsLandLTherapeuticLPromiseaLClinicaljCancerjResearchXL2015XL
edXLghdgYeg 12.9 85

164 tLPanYvancerLtnalysisLRevealsL ighYyrequencyLzeneticLtlterationsLinLγediatorsLofLSignalingLbyLtheL
TzyY˛†LSuperfamilyaLCelljSystemsXL2018XLjXLgeeYgfjaej 10.6 85

163 vallingLSomaticLSκVsLandLIndelsLwithLγutecte 83

162 TheLzTxxLvonsortiumLatlasLofLgeneticLregulatoryLeffectsLacrossLhumanLtissues 81

161 ResistanceLtoLvwKeLinhibitorsLisLassociatedLwithLselectionLofLpolyploidLcellsLinLvvκxdYamplifiedL
ovarianLcanceraLClinicaljCancerjResearchXL2013XLdlXLhlicYjd 12.9 79

160 PhenotypicLvharacterizationLofLaLvomprehensiveLSetLofLγtPKdbxRKeLγissenseLγutantsaLCellj
ReportsXL2016XLdjXLddjdYddkf 10.6 78

159 SingleYcellLRκtLsequencingLrevealsLcompromisedLimmuneLmicroenvironmentLinLprecursorLstagesLofL
multipleLmyelomaaLNaturejCancerXL2020XLdXLglfYhci 15.4 73

158 tnalysisLofLsomaticLmicrosatelliteLindelsLidentifiesLdriverLeventsLinLhumanLtumorsaLNaturej
BiotechnologyXL2017XLfhXLlhdYlhl 44.5 72

157 wataLanalysismLvreateLaLcloudLcommonsaLNatureXL2015XLhefXLdglYhd 50.4 71

156 ProteogenomicLβandscapeLofLureastLvancerLTumorigenesisLandLTargetedLTherapyaLCellXL2020XLdkfXLdgfiYdghiaefd56.2 71

155 ProteogenomicLandLmetabolomicLcharacterizationLofLhumanLglioblastomaaLCancerjCellXL2021XLflXLhclYhekaeec24.3 71

154 xxpressionLprofilesLofLacuteLlymphoblasticLandLmyeloblasticLleukemiasLwithLtββYdLrearrangementsaL
ProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2003XLdccXLjkhfYk 11.5 68

153 vellLtypeYspecificLgeneticLregulationLofLgeneLexpressionLacrossLhumanLtissuesaLScienceXL2020XLfilXL 33.3 68

152 wesignLprincipleLofLgeneLexpressionLusedLbyLhumanLstemLcellsmLimplicationLforLpluripotencyaLFASEBj
JournalXL2005XLdlXLdgjYl 0.9 67

151 TheLRepertoireLofLγutationalLSignaturesLinL umanLvancer 67
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150
SporadicLxarlyYOnsetLwiffuseLzastricLvancersL aveL ighLyrequencyLofLSomaticLvw dLtlterationsXL
butLβowLyrequencyLofLSomaticLR OtLγutationsLvomparedLWithLβateYOnsetLvancersaL
GastroenterologyXL2017XLdhfXLhfiYhglaeei

13.3 63

149 SurvivalLofLweldjpLvββLwependsLonLzenomicLvomplexityLandLSomaticLγutationaLClinicaljCancerj
ResearchXL2017XLefXLjfhYjgh 12.9 62

148 γutationalLpatternsLinLchemotherapyLresistantLmuscleYinvasiveLbladderLcanceraLNaturej
CommunicationsXL2017XLkXLedlf 17.4 62

147 WholeLxxomeLSequencingLIdentifiesLTSvdbTSveLuiallelicLβossLasLtheLPrimaryLandLSufficientLwriverL
xventLforLRenalLtngiomyolipomaLwevelopmentaLPLoSjGeneticsXL2016XLdeXLedcciege 6 62

146 zeneLexpressionLanalysisLrevealsLaLstrongLsignatureLofLanLinterferonYinducedLpathwayLinLchildhoodL
lymphoblasticLleukemiaLasLwellLasLinLbreastLandLovarianLcanceraLOncogeneXL2005XLegXLifijYjh 9.2 61

145  eterogeneityLofLliverLlecithinLisolatedLbyLchromatographyLonLsilicicLacidLcolumnsaLNatureXL1960XL
dkkXLjgeYf 50.4 61

144 κetSigmLnetworkYbasedLdiscoveryLfromLcancerLgenomesaLNaturejMethodsXL2018XLdhXLidYii 21.6 61

143 tLdeepLlearningLsystemLaccuratelyLclassifiesLprimaryLandLmetastaticLcancersLusingLpassengerL
mutationLpatternsaLNaturejCommunicationsXL2020XLddXLjek 17.4 60

142 γassivelyLparallelLsingleYcellLmitochondrialLwκtLgenotypingLandLchromatinLprofilingaLNaturej
BiotechnologyXL2021XLflXLghdYgid 44.5 59

141 TheLzenomicLandLImmuneLβandscapesLofLβethalLγetastaticLureastLvanceraLCelljReportsXL2019XLejXLeilcYejckaedc10.6 58

140 vharacterizingLgeneticLintraYtumorLheterogeneityLacrossLeXihkLhumanLcancerLgenomesaLCellXL2021XL
dkgXLeeflYeehgaefl 56.2 57

139 vharacterizingLgenomicLalterationsLinLcancerLbyLcomplementaryLfunctionalLassociationsaLNaturej
BiotechnologyXL2016XLfgXLhflYgi 44.5 57

138 xxomeLsequencingLofLlymphomasLfromLthreeLdogLbreedsLrevealsLsomaticLmutationLpatternsL
reflectingLgeneticLbackgroundaLGenomejResearchXL2015XLehXLdifgYgh 9.7 56

137  ypoxiaLdrivesLtransientLsiteYspecificLcopyLgainLandLdrugYresistantLgeneLexpressionaLGenesjandj
DevelopmentXL2015XLelXLdcdkYfd 12.6 55

136 βongYtermLuenefitLofLPwYβdLulockadeLinLβungLvancerLtssociatedLwithLütKfLtctivationaLCancerj
ImmunologyjResearchXL2015XLfXLkhhYif 12.5 53

135 vomparisonLofLalgorithmsLforLtheLdetectionLofLcancerLdriversLatLsubgeneLresolutionaLNaturej
MethodsXL2017XLdgXLjkeYjkk 21.6 51

134 ProteogenomicLinsightsLintoLtheLbiologyLandLtreatmentLofL PVYnegativeLheadLandLneckLsquamousL
cellLcarcinomaaLCancerjCellXL2021XLflXLfidYfjlaedi 24.3 50

133 IdentificationLofLandLγolecularLuasisLforLSIRTiLβossYofYyunctionLPointLγutationsLinLvanceraLCellj
ReportsXL2015XLdfXLgjlYgkk 10.6 49

(2015-2017)

15



132 TumorLfractionLinLcellYfreeLwκtLasLaLbiomarkerLinLprostateLcanceraLJCIjInsightXL2018XLfXL 9.9 49

131 zrowthLdynamicsLinLnaturallyLprogressingLchronicLlymphocyticLleukaemiaaLNatureXL2019XLhjcXLgjgYgjl 50.4 47

130 PairedYendLsequencingLofLyosmidLlibrariesLbyLIlluminaaLGenomejResearchXL2012XLeeXLeegdYl 9.7 47

129 zenomicLProfilingLofLSmolderingLγultipleLγyelomaLIdentifiesLPatientsLatLaL ighLRiskLofLwiseaseL
ProgressionaLJournaljofjClinicaljOncologyXL2020XLfkXLefkcYefkl 2.2 46

128 SporadicLhemangioblastomasLareLcharacterizedLbyLcrypticLV βLinactivationaLActajNeuropathologicaj
CommunicationsXL2014XLeXLdij 7.3 45

127 vlusterLanalysisLofLhumanLautoantibodyLreactivitiesLinLhealthLandLinLtypeLdLdiabetesLmellitusmLaL
bioYinformaticLapproachLtoLimmuneLcomplexityaLJournaljofjAutoimmunityXL2003XLedXLihYjh 15.5 42

126 zenomicLvorrelateLofLxxceptionalLxrlotinibLResponseLinL eadLandLκeckLSquamousLvellLvarcinomaaL
JAMAjOncologyXL2015XLdXLefkYgg 13.4 41

125 PassengerL otspotLγutationsLinLvanceraLCancerjCellXL2019XLfiXLekkYfcdaedg 24.3 38

124 PassengerLγutationsLinLγoreLThanLeXhccLvancerLzenomesmLOverallLγolecularLyunctionalLImpactL
andLvonsequencesaLCellXL2020XLdkcXLldhYlejaedi 56.2 38

123 PathwayLandLnetworkLanalysisLofLmoreLthanLehccLwholeLcancerLgenomesaLNaturejCommunicationsXL
2020XLddXLjel 17.4 38

122 tutomatedLassignmentLofLSvOPLandLvtT LproteinLstructureLclassificationsLfromLySSPLscoresaL
Proteins:jStructurewjFunctionjandjBioinformaticsXL2002XLgiXLgchYdh 4.2 38

121 TheLwholeYgenomeLpanoramaLofLcancerLdrivers 38

120 zenomicLanalysesLofLflowYsortedL odgkinLReedYSternbergLcellsLrevealLcomplementaryLmechanismsL
ofLimmuneLevasionaLBloodjAdvancesXL2019XLfXLgcihYgckc 7.8 38

119 tLγurineLγodelLofLvhronicLβymphocyticLβeukemiaLuasedLonLuLvellYRestrictedLxxpressionLofLSffbdL
γutationLandLttmLweletionaLCancerjCellXL2019XLfhXLekfYeliaeh 24.3 37

118
InLvivoLmultiplexedLinterrogationLofLamplifiedLgenesLidentifiesLztueLasLanLovarianLcancerL
oncogeneaLProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaXL2014XL
dddXLddceYj

11.5 35

117 SuperYparamagneticLclusteringLofLyeastLgeneLexpressionLprofilesaLPhysicajA:jStatisticaljMechanicsj
andjItsjApplicationsXL2000XLejlXLghjYgig 3.3 35

116 vlonalLhematopoiesisLisLassociatedLwithLadverseLoutcomesLinLmultipleLmyelomaLpatientsL
undergoingLtransplantaLNaturejCommunicationsXL2020XLddXLelli 17.4 34

115 zenomicLaberrationsLinLcervicalLadenocarcinomasLinL ongLKongLvhineseLwomenaLInternationalj
JournaljofjCancerXL2015XLdfjXLjjiYkf 7.5 33
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114 SensitiveLwetectionLofLγinimalLResidualLwiseaseLinLPatientsLTreatedLforLxarlyYStageLureastLvanceraL
ClinicaljCancerjResearchXL2020XLeiXLehhiYehig 12.9 32

113 zenomicLanalysesLofLPγuβLrevealLnewLdriversLandLmechanismsLofLsensitivityLtoLPwYdLblockadeaL
BloodXL2019XLdfgXLefilYefke 2.2 32

112 weTiκmLovercomingLtumorYinYnormalLcontaminationaLNaturejMethodsXL2018XLdhXLhfdYhfg 21.6 32

111 γutationsLinLRtuβfLalterLKRtSLprenylationLandLareLassociatedLwithLhereditaryLpancreaticLcanceraL
NaturejGeneticsXL2019XLhdXLdfckYdfdg 36.3 31

110 TheLβipogenicLRegulatorLSRxuPeLInducesLTransferrinLinLvirculatingLγelanomaLvellsLandLSuppressesL
yerroptosisaLCancerjDiscoveryXL2021XLddXLijkYilh 24.4 31

109 vharacterizationLofLtheLwκtLcopyYnumberLgenomeLinLtheLbloodLofLcutaneousLTYcellLlymphomaL
patientsaLJournaljofjInvestigativejDermatologyXL2012XLdfeXLdkkYlj 4.3 29

108 zenomicLxvolutionLafterLvhemoradiotherapyLinLtnalLSquamousLvellLvarcinomaaLClinicaljCancerj
ResearchXL2017XLefXLfedgYfeee 12.9 28

107 IntegrativeLanalysisLrevealsLhfuPdLcopyLlossLandLdecreasedLexpressionLinLaLsubsetLofLhumanLdiffuseL
largeLuYcellLlymphomasaLOncogeneXL2008XLejXLfdkYee 9.2 28

106 yindingLmotifsLinLpromoterLregionsaLJournaljofjComputationaljBiologyXL2005XLdeXLfdgYfc 1.7 28

105 TheLevolutionaryLhistoryLofLeXihkLcancers 28

104 ProteogenomicLcharacterizationLofLpancreaticLductalLadenocarcinomaaLCellXL2021XLdkgXLhcfdYhcheaeei 56.2 26

103 vharacterizingLgeneticLintraYtumorLheterogeneityLacrossLeXihkLhumanLcancerLgenomes 25

102 PredictingLandLaffectingLresponseLtoLcancerLtherapyLbasedLonLpathwayYlevelLbiomarkersaLNaturej
CommunicationsXL2020XLddXLfeli 17.4 24

101 SexLdifferencesLinLoncogenicLmutationalLprocessesaLNaturejCommunicationsXL2020XLddXLgffc 17.4 23

100
volonLcancerYderivedLoncogenicLxzyRLzjegSLmutantLidentifiedLbyLwholeLgenomeLsequenceL
analysisLisLdependentLonLasymmetricLdimerizationLandLsensitiveLtoLcetuximabaLMolecularjCancerXL
2014XLdfXLdgd

42.1 22

99 SystematicLgenomicLandLtranslationalLefficiencyLstudiesLofLuvealLmelanomaaLPLoSjONEXL2017XLdeXLecdjkdkl3.7 21

98 yirevloudXLaLscalableLcloudYbasedLplatformLforLcollaborativeLgenomeLanalysismLStrategiesLforL
reducingLandLcontrollingLcosts 21

97 RegulationLofLTransientLSiteYspecificLvopyLzainLbyLγicroRκtaLJournaljofjBiologicaljChemistryXL2016XL
eldXLgkieYjd 5.4 20

(2016-2020)
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96 vlonalLxvolutionLInLPatientsLWithLvhronicLβymphocyticLβeukemiaLTvββULwevelopingLResistanceLToL
uTKLInhibitionaLBloodXL2013XLdeeXLkiiYkii 2.2 20

95 zenomicLPredictorsLofLzoodLOutcomeXLRecurrenceXLorLProgressionLinL ighYzradeLTdL
κonYγuscleYInvasiveLuladderLvanceraLCancerjResearchXL2020XLkcXLggjiYggki 10.1 20

94 ScalingLcomputationalLgenomicsLtoLmillionsLofLindividualsLwithLzPUsaLGenomejBiologyXL2019XLecXLeek 18.3 20

93 wκtLPolymeraseLandLγismatchLRepairLxxertLwistinctLγicrosatelliteLInstabilityLSignaturesLinLκormalL
andLγalignantL umanLvellsaLCancerjDiscoveryXL2021XLddXLddjiYddld 24.4 19

92 βackLofLtransgenerationalLeffectsLofLionizingLradiationLexposureLfromLtheLvhernobylLaccidentaL
ScienceXL2021XLfjeXLjehYjel 33.3 18

91 RadiationYrelatedLgenomicLprofileLofLpapillaryLthyroidLcarcinomaLafterLtheLvhernobylLaccidentaL
ScienceXL2021XLfjeXL 33.3 18

90 ResolvingLtheLphylogeneticLoriginLofLglioblastomaLviaLmultifocalLgenomicLanalysisLofLpreYtreatmentL
andLtreatmentYresistantLautopsyLspecimensaLNpjjPrecisionjOncologyXL2017XLdXLff 9.8 17

89 vomprehensiveLanalysisLofLtumourLinitiationXLspatialLandLtemporalLprogressionLunderLmultipleLlinesL
ofLtreatment 17

88 ThousandsLofLnovelLunannotatedLproteinsLexpandLtheLγ vLILimmunopeptidomeLinLcancer 15

87 tLproteogenomicLportraitLofLlungLsquamousLcellLcarcinomaaLCellXL2021XLdkgXLgfgkYgfjdaegc 56.2 15

86 βargeYScaleLUniformLtnalysisLofLvancerLWholeLzenomesLinLγultipleLvomputingLxnvironments 14

85 UnannotatedLproteinsLexpandLtheLγ vYIYrestrictedLimmunopeptidomeLinLcanceraLNaturej
BiotechnologyXL2021XL 44.5 13

84 zermlineLdeterminantsLofLtheLsomaticLmutationLlandscapeLinLeXigeLcancerLgenomes 13

83 γodelingLzenomicLInstabilityLandLSelectionLPressureLinLaLγouseLγodelLofLγelanomaaLCelljReportsXL
2017XLdlXLdfcgYdfde 10.6 12

82 wiscoveryLandLcharacterizationLofLcodingLandLnonYcodingLdriverLmutationsLinLmoreLthanLeXhccL
wholeLcancerLgenomes 12

81 zenomicLxvolutionaryLPatternsLofLβeiomyosarcomaLandLβiposarcomaaLClinicaljCancerjResearchXL2019
XLehXLhdfhYhdge 12.9 11

80 SingleYcellLprofilingLofLtumourLevolutionLinLmultipleLmyelomaLYLopportunitiesLforLprecisionL
medicineaaLNaturejReviewsjClinicaljOncologyXL2022XL 19.4 10

79 RetrospectiveLevaluationLofLwholeLexomeLandLgenomeLmutationLcallsLinLjgiLcancerLsamplesaL
NaturejCommunicationsXL2020XLddXLgjgk 17.4 10
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78 QuantificationLofLsomaticLmutationLflowLacrossLindividualLcellLdivisionLeventsLbyLlineageL
sequencingaLGenomejResearchXL2018XLekXLdlcdYdldk 9.7 10

77 RareLgermlineLvariantsLinLtTγLareLassociatedLwithLchronicLlymphocyticLleukemiaaLLeukemiaXL2017XL
fdXLeeggYeegj 10.7 9

76 uutlerLenablesLrapidLcloudYbasedLanalysisLofLthousandsLofLhumanLgenomesaLNaturejBiotechnologyXL
2020XLfkXLekkYele 44.5 9

75 SingleYnucleusLcrossYtissueLmolecularLreferenceLmapsLtoLdecipherLdiseaseLgeneLfunction 9

74 vtRLTLcellLkillingLrequiresLtheLIyκ˛‡RLpathwayLinLsolidLbutLnotLliquidLtumoursaaLNatureXL2022XL 50.4 9

73 SingleYnucleusLcrossYtissueLmolecularLreferenceLmapsLtowardLunderstandingLdiseaseLgeneL
functionaaLScienceXL2022XLfjiXLeablgelc 33.3 9

72 TumorLmutationalLlandscapeLisLaLrecordLofLtheLpreYmalignantLstate 8

71 γultifunctionalLbarcodingLwithLvlonγapperLenablesLhighYresolutionLstudyLofLclonalLdynamicsL
duringLtumorLevolutionLandLtreatmentaaLNaturejCancerXL2021XLeXLjhkYjje 15.4 8

70 ParallelLzenomicLtlterationsLofLtntigenLandLPayloadLTargetsLγediateLPolyclonalLtcquiredLvlinicalL
ResistanceLtoLSacituzumabLzovitecanLinLTripleYκegativeLureastLvanceraLCancerjDiscoveryXL2021XLddXLegfiYeggh24.4 8

69 IdentificationLofLSomaticallyLtcquiredLγutationsLbyLcfwκtLtnalysisLinLPatientsLwithLγetastaticL
ureastLvanceraLClinicaljCancerjResearchXL2020XLeiXLgkheYgkie 12.9 7

68 WholeYxxomeLSequencingLandLTargetedLweepLSequencingLofLcfwκtLxnablesLaLvomprehensiveL
γutationalLProfilingLofLγultipleLγyelomaaLBloodXL2016XLdekXLdljYdlj 2.2 7

67 wistinctLevolutionaryLpathsLinLchronicLlymphocyticLleukemiaLduringLresistanceLtoLtheL
graftYversusYleukemiaLeffectaLSciencejTranslationaljMedicineXL2020XLdeXL 17.5 7

66 tctivationLofLtheLγtPKLpathwayLmediatesLresistanceLtoLPIfKLinhibitorsLinLchronicLlymphocyticL
leukemiaaLBloodXL2021XLdfkXLggYhi 2.2 7

65 WholeYgenomeLcharacterizationLofLlungLadenocarcinomasLlackingLtheLRTKbRtSbRtyLpathwayaLCellj
ReportsXL2021XLfgXLdckjcj 10.6 7

64 ParalogLknockoutLprofilingLidentifiesLwUSPgLandLwUSPiLasLaLdigenicLdependenceLinLγtPKL
pathwayYdrivenLcancersaLNaturejGeneticsXL2021XLhfXLdiigYdije 36.3 6

63 yrameworkLforLqualityLassessmentLofLwholeLgenomeXLcancerLsequences 6

62 κyY˛”uLPathwayLγutationsLγodulateLvellLSurvivalLandLIbrutinibLResponseLInLvhronicLβymphocyticL
βeukemiaaLBloodXL2013XLdeeXLijcYijc 2.2 5

61 SingleYcellLRκtLsequencingmLoneLstepLcloserLtoLtheLclinicaLNaturejMedicineXL2021XLejXLfjhYfji 50.5 5
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60 βongitudinalLSingleYvellLwynamicsLofLvhromatinLtccessibilityLandLγitochondrialLγutationsLinL
vhronicLβymphocyticLβeukemiaLγirrorLwiseaseL istoryaLCancerjDiscoveryXL2021XL 24.4 5

59 tnalyzingLyrequentlyLγutatedLzenesLandLtheLtssociationLWithLTumorLγutationLβoadaLJAMAj
OncologyXL2019XLhXLhjj 13.4 4

58 tLTfireUcloudYbasedLwκtLmethylationLdataLpreprocessingLandLqualityLcontrolLplatformaLBMCj
BioinformaticsXL2019XLecXLdic 3.6 4

57 vomprehensiveLzenomicLtnalysisLofLPrimaryLγediastinalLuYvellLβymphomaaLBloodXL2018XLdfeXLdhigYdhig2.2 4

56 IncreasedLβocalLwisorderLofLwκtLγethylationLyormsLtheLuasisLofL ighLIntraYβeukemicLxpigeneticL
 eterogeneityLandLxnhancesLvββLxvolutionaLBloodXL2013XLdeeXLhliYhli 2.2 4

55 PassengerLmutationsLinLehccLcancerLgenomesmLOverallLmolecularLfunctionalLimpactLandLconsequences 4

54 PathwayLandLnetworkLanalysisLofLmoreLthanLeXhccLwholeLcancerLgenomes 4

53 PassengerL otspotLγutationsLinLvancer 4

52 RκtYSeQvLemLxfficientLRκtYseqLqualityLcontrolLandLquantificationLforLlargeLcohortsaLBioinformaticsXL
2021XL 7.2 4

51 tPOuxvftLdrivesLacquiredLresistanceLtoLtargetedLtherapiesLinLnonYsmallLcellLlungLcancer 4

50 γolecularLfeaturesLofLexceptionalLresponseLtoLneoadjuvantLantiYandrogenLtherapyLinLhighYriskL
localizedLprostateLcanceraLCelljReportsXL2021XLfiXLdcliih 10.6 4

49 zeneticLweterminantsLandLxvolutionaryL istoryLofLRichterSsLSyndromeaLBloodXL2020XLdfiXLgjYgk 2.2 3

48 yunctionalLSomaticLandLzermlineLVariantsLinLtheLκyY˛”uLPathwayLinLvhronicLβymphocyticLβeukemiaaL
BloodXL2012XLdecXLhicYhic 2.2 3

47
SubclonalLwriverLγutationsLPredictLShorterLProgressionLyreeLSurvivalLinLvhronicLβymphocyticL
βeukemiaLyollowingLyirstYβineLvhemoTimmunoUTherapymLResultsLfromLtheLvββkLTrialaLBloodXL2014XL
degXLdlfkYdlfk

2.2 3

46 κovelLPutativeLwriverLzeneLγutationsLinLvhronicLβymphocyticLβeukemiaLTvββUmLResultsLfromLaL
vombinedLtnalysisLofLWholeYxxomeLSequencingLofLeieLPrimaryLvββLSamplesaLBloodXL2014XLdegXLdlheYdlhe2.2 3

45 QuantitativeLvlonalLwynamicsLwefineLγechanismsLofLvββLxvolutionLinLResponseLtoLvombinationL
vhemotherapyaLBloodXL2015XLdeiXLfieYfie 2.2 3

44 TheLβandscapeLofLwynamicLzeneticLvhangesLinLIbrutinibYTreatedLvββaLBloodXL2016XLdekXLdkkYdkk 2.2 3

43 InLSilicoLandLyunctionalLvharacterizationLofLTuβdXRdLasLaLTumorLSuppressorLinLβargeLuYvellL
βymphomasaLBloodXL2016XLdekXLideYide 2.2 3
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42 TheLTangentLcopyYnumberLinferenceLpipelineLforLcancerLgenomeLanalyses 3

41 PtκOPβYmLaLcloudYbasedLplatformLforLautomatedLandLreproducibleLproteogenomicLdataLanalysisaL
NaturejMethodsXL2021XLdkXLhkcYhke 21.6 3

40 TheLvββYddccLProjectmLTowardsLvompleteLzenomicLvharacterizationLandLImprovedLPrognosticsLforL
vββaLBloodXL2020XLdfiXLfYg 2.2 2

39 tctionableLzeneticLyeaturesLofLPrimaryLTesticularLandLPrimaryLventralLκervousLSystemL
βymphomasaLBloodXL2014XLdegXLjgYjg 2.2 2

38 zenomicLpredictorsLofLresponseLtoLPwYdLinhibitionLinLchildrenLwithLgermlineLwκtLreplicationLrepairL
deficiencyaaLNaturejMedicineXL2022XL 50.5 2

37 tLcomprehensiveLanalysisLofLRκtLsequencesLrevealsLmacroscopicLsomaticLclonalLexpansionLacrossL
normalLtissues 2

36 vombinedLtumorLandLimmuneLsignalsLfromLgenomesLorLtranscriptomesLpredictLoutcomesLofL
checkpointLinhibitionLinLmelanomaaaLCelljReportsjMedicineXL2022XLfXLdcchcc 18 2

35 aLIEEEjSignaljProcessingjMagazineXL2012XLelXLklYlj 9.4 1

34
wetectionLofLRecurrentLγutationsLbyLPooledLTargetedLκextYzenerationLSequencingLinLγwSL
PatientsLPriorLtoLTreatmentLwithL ypomethylatingLtgentsLorLStemLvellLTransplantationaLBloodXL
2012XLdecXLfddYfdd

2.2 1

33 SyfudLγutationLtltersLTheLSelectionLOfLfSLRκtLSpliceLSitesLInLvhronicLβymphocyticLβeukemiaaLBlood
XL2013XLdeeXLddjYddj 2.2 1

32 ReconstructingLaLzenotypeYPhenotypeLγapLInLvhronicLβymphocyticLβeukemiaaLBloodXL2013XLdeeXLekhjYekhj2.2 1

31 TranscriptionalL allmarksLOfLTumorLInfiltratingLβymphocyteLResponsesLToLγelanomaaLBloodXL2013XL
deeXLfgldYfgld 2.2 1

30 xscapeLfromLXYInactivationLTumorLSuppressorLTxXITSULzenesLtreLtssociatedLwithLxxcessLIncidenceL
ofLvancerLinLγenaLBloodXL2015XLdeiXLfiihYfiih 2.2 1

29 xxpandingLdiscoveryLfromLcancerLgenomesLbyLintegratingLproteinLnetworkLanalysesLwithLinLvivoL
tumorigenesisLassays 1

28 zenomeYwideLmutationalLsignaturesLofLimmunologicalLdiversificationLinLnormalLlymphocytes 1

27 vombinedLtumorLandLimmuneLsignalsLfromLgenomesLorLtranscriptomesLpredictLoutcomesLofL
checkpointLinhibitionLinLmelanoma 1

26 SubependymalLgiantLcellLastrocytomasLareLcharacterizedLbyLmTORvdLhyperactivationXLaLveryLlowL
somaticLmutationLrateXLandLaLuniqueLgeneLexpressionLprofileaLModernjPathologyXL2021XLfgXLeigYejl 9.8 1

25 vommentLonLNwκtLdamageLisLaLpervasiveLcauseLofLsequencingLerrorsXLdirectlyLconfoundingLvariantL
identificationNaLScienceXL2018XLfidXL 33.3 1

(2018-)
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24 ShiftsLinLIntraYvlonalLwynamicsLRatherLThanLκovelLγutationsLtreLtheLγainLxngineLwrivingLTumorL
xvolutionLinLRelapsedLvββaLBloodXL2011XLddkXLekgYekg 2.2 0

23  ighLPrevalenceLofLγonoclonalLzammopathyLinLaLPopulationLatLRiskmLTheLyirstLResultsLofLtheL
PromiseLStudyaLBloodXL2021XLdfkXLdheYdhe 2.2 0

22 vlonalL ematopoiesisLwithLSomaticLγutationsLIsLaLvommonXLtgeYRelatedLvonditionLtssociatedL
withLtdverseLOutcomesaLBloodXL2014XLdegXLkgcYkgc 2.2 0

21 InflammatoryLstromalLcellsLinLtheLmyelomaLmicroenvironmentaLNaturejImmunologyXL2021XLeeXLijjYijk 19.1 0

20 isLmutatedLinLclonalLhematopoiesisLandLmyelodysplasticLsyndromesLandLimpactsLRκtLsplicingaLBloodj
CancerjDiscoveryXL2021XLeXLhccYhdj 7 0

19 eedLvRISPRLscreenLidentifiesLlossLofLIyκ˛‡RLsignalingLandLdownstreamLadhesionLasLaLresistanceL
mechanismLtoLvtRLTYcellLcytotoxicityLinLsolidLbutLnotLliquidLtumorsL2021XLlXLtefgYtefg

18 SingleLvellLvharacterizationLofLγyelomaLandLItsLPrecursorLvonditionsLRevealsLTranscriptionalL
SignaturesLofLxarlyLTumorigenesisaLBloodXL2021XLdfkXLeedlYeedl 2.2

17 vlonalLandLSingleLvellLwynamicsLofLResistanceLtoLzraftYVersusYβeukemiaLTzvβULinLvhronicL
βymphocyticLβeukemiaLTvββUaLBloodXL2018XLdfeXLkecYkec 2.2

16 vomparativeLzenomicLtnalysesLwefinesLSharedLandLUniqueLyeaturesLofLc βLandLPγuβLandLκewL
γechanismsLofLSensitivityLtoLPwYdLulockadeaLBloodXL2019XLdfgXLdglfYdglf 2.2

15 WholeLzenomeLSequencingLofLIndolentLvββLRevealsLκovelLStructuralLRearrangementsaLBloodXL2014XL
degXLdlflYdlfl 2.2

14 vomprehensiveLtnalysesLofLzeneticLyeaturesLIdentifyLvoordinateLSignaturesLinLwiffuseLβargeLuYvellL
βymphomaaLBloodXL2015XLdeiXLfleeYflee 2.2

13 WholeLxxomeLSequencingLandLTargetedLSequencingLRevealLtheL eterogeneityLofLzenomicL
xvolutionLandLγutationalLProfileLinLSmolderingLγultipleLγyelomaaLBloodXL2016XLdekXLefjYefj 2.2

12 IntegrativeLtnalysisLRevealsLγultipleLtlterationsLofLphfLSignalingLPathwayLvomponentsLInLPrimaryL
wiffuseLβargeLuYvellLβymphomasaLBloodXL2010XLddiXLifhYifh 2.2

11 WholeLzenomeLSequencingLIdentifiesLyunctionalLγutationsLInLtheLWntLPathwayLInLvββaLBloodXL2010XL
ddiXLilfYilf 2.2

10 κovelLzermlineLzeneticLVariantsLtssociatedLwithLyamilialLvhronicLβymphocyticLβeukemiaLTvββUaL
BloodXL2011XLddkXLgihYgih 2.2

9 βargeYScaleLvββLzenomeLtnalysisLRevealsLκovelLvancerLzenesXLIncludingLSyfudaLBloodXL2011XLddkXLgifYgif2.2

8 γultipleLγyelomaLSequencingLRevealsLSubclonalityLandLTimingLofLzeneticLtlterationsaLBloodXL2011XL
ddkXLekljYeklj 2.2

7 TheLγutationalLβandscapeLofLwiffuseLβargeLuLvellLβymphomaaLBloodXL2011XLddkXLehlYehl 2.2
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6 SomaticLγutationLtsLaLγechanismLofLWntb˛†YvateninLPathwayLtctivationLinLvββaLBloodXL2012XLdecXLhhlYhhl2.2

5 SystematicLIdentificationLofLPersonalLγutatedLTumorYSpecificLκeoantigensLinLvββaLBloodXL2012XLdecXLlhgYlhg2.2

4 tLStructuralLuasisLforLphfYweficiencyXLweregulatedLvellLvycleLandLUnfavorableLOutcomeLinLwiffuseL
βargeLuYvellLβymphomaaLBloodXL2012XLdecXLdhfgYdhfg 2.2

3 TheLxvolutionLandLImpactLofLSubclonalLγutationsLinLvhronicLβymphocyticLβeukemiaaLBloodXL2012XL
decXLhYh 2.2

2  ighLThroughputLSequencingYuasedLPathogenLwiscoveryLInLγultipleLγyelomaaLBloodXL2013XLdeeXLhfeeYhfee2.2

1 TumorLκeoantigensLtreLtbundantLtcrossLvancersaLBloodXL2013XLdeeXLfeihYfeih 2.2
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