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k Paper IF Citations

235 RareKgermlineKcopyKnumberKvariantsKSuNVsTKandKbreastKcancerKriskYYKCommunicationslBiologyWK2022WK
fWKgf 6.7 0

234 uommonKvariantsKinKbreastKcancerKriskKlociKpredisposeKtoKdistinctKtumorKsubtypesYYKBreastlCancerl
ResearchWK2022WKceWKc 8.3 3

233 PathologyKofKTumorsKsssociatedKWithKPathogenicKyermlineKVariantsKinKkKtreastKuancerK
SusceptibilityKyenesYYKJAMAlOncologyWK2022WK 13.4 4

232 treastKcancerKrisksKassociatedKwithKmissenseKvariantsKinKbreastKcancerKsusceptibilityKgenesYYKGenomel
MedicineWK2022WKbeWKfb 14.4 0

231
urossXuancerKyenomeXWideKsssociationKStudyKofKwndometrialKuancerKandKwpithelialKOvarianKuancerK
 dentifiesKyeneticKRiskKRegionsKsssociatedKwithKRiskKofKtothKuancersYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2021WKdaWKcbhXcci

4 7

230 yermlineKvariantsKandKbreastKcancerKsurvivalKinKpatientsKwithKdistantKmetastasesKatKprimaryKbreastK
cancerKdiagnosisYKScientificlReportsWK2021WKbbWKbkhih 4.9 0

229
TheKpredictiveKabilityKofKtheKdbdKvariantXbasedKpolygenicKriskKscoreKforKcontralateralKbreastKcancerK
riskKpredictionKinKwomenKofKwuropeanKancestryKwithKaKheterozygousKtRusbKorKtRuscKpathogenicK
variantYKGeneticslinlMedicineWK2021WKcdWKbhcgXbhdh

8.1 2

228
wxpressionKofKmarkersKofKstemKcellKcharacteristicsWKepithelialXmesenchymalKtransitionWKbasalXlikeK
phenotypeWKproliferationWKandKandrogenKreceptorKinKmetaplasticKbreastKcancerKandKtheirKprognosticK
impactYKActalOncolˆ‡gicaWK2021WKgaWKbcddXbcdk

3.2 0

227
xunctionalKannotationKofKtheKcqdfKbreastKcancerKriskKlocusKimplicatesKaKstructuralKvariantKinK
influencingKactivityKofKaKlongXrangeKenhancerKelementYKAmericanlJournalloflHumanlGeneticsWK2021WK
baiWKbbkaXbcad

11 1

226 sKsearchKforKmodifyingKgeneticKfactorsKinKuzwκclcYbbaadeluKbreastKcancerKpatientsYKScientificl
ReportsWK2021WKbbWKbehgd 4.9 0

225 uommonKSusceptibilityKLociKforKMaleKtreastKuancerYKJournalloflthelNationallCancerlInstituteWK2021WK
bbdWKefdXegb 9.7 4

224 uYPdshUbuKallelelKlinkingKpremenopausalKoestroneKandKprogesteroneKlevelsKwithKriskKofKhormoneK
receptorXpositiveKbreastKcancersYKBritishlJournalloflCancerWK2021WKbceWKiecXife 8.7 2

223 sKcaseXonlyKstudyKtoKidentifyKgeneticKmodifiersKofKbreastKcancerKriskKforKtRusbZtRuscKmutationK
carriersYKNaturelCommunicationsWK2021WKbcWKbahi 17.4 4

222 treastKuancerKRiskKyenesKXKsssociationKsnalysisKinKMoreKthanKbbdWaaaKWomenYKNewlEnglandlJournall
oflMedicineWK2021WKdieWKeciXedk 59.2 143

221 treastKandKProstateKuancerKRisksKforKMaleKtRusbKandKtRuscKPathogenicKVariantKuarriersKUsingK
PolygenicKRiskKScoresYKJournalloflthelNationallCancerlInstituteWK2021WK 9.7 3

220
sssociationKofKgermlineKgeneticKvariantsKwithKbreastKcancerXspecificKsurvivalKinKpatientKsubgroupsK
definedKbyKclinicXpathologicalKvariablesKrelatedKtoKtumorKbiologyKandKtypeKofKsystemicKtreatmentYK
BreastlCancerlResearchWK2021WKcdWKig

8.3 1

219 MendelianKrandomisationKstudyKofKsmokingKexposureKinKrelationKtoKbreastKcancerKriskYKBritishl
JournalloflCancerWK2021WKbcfWKbbdfXbbef 8.7 0
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218 yenomeXwideKassociationKstudyKidentifiesKdcKnovelKbreastKcancerKsusceptibilityKlociKfromKoverallK
andKsubtypeXspecificKanalysesYKNaturelGeneticsWK2020WKfcWKfhcXfib 36.3 76

217 uonstitutionalKmosaicismKforKaKtRuscKmutationKasKaKcauseKofKearlyXonsetKbreastKcancerYKFamiliall
CancerWK2020WKbkWKdahXdba 3 4

216 yermlineKzOXtbdKmutationsKpYyiewKandKpYRcbhuKdoKnotKconferKanKincreasedKbreastKcancerKriskYK
ScientificlReportsWK2020WKbaWKkgii 4.9 2

215 SNPsKinKlncRNsKRegionsKandKtreastKuancerKRiskYKFrontierslinlGeneticsWK2020WKbbWKffa 4.5 6

214
uharacterizationKofKtheKuancerKSpectrumKinKMenKWithKyermlineKtRusbKandKtRuscKPathogenicK
VariantslKResultsKxromKtheKuonsortiumKofK nvestigatorsKofKModifiersKofKtRusbZcKSu MtsTYKJAMAl
OncologyWK2020WKgWKbcbiXbcda

13.4 25

213 OvarianKandKtreastKuancerKRisksKsssociatedKWithKPathogenicKVariantsKinKRsvfbuKandKRsvfbvYK
JournalloflthelNationallCancerlInstituteWK2020WKbbcWKbcecXbcfa 9.7 51

212 TranscriptomeXwideKassociationKstudyKofKbreastKcancerKriskKbyKestrogenXreceptorKstatusYKGeneticl
EpidemiologyWK2020WKeeWKeecXegi 2.6 9

211 sKnetworkKanalysisKtoKidentifyKmediatorsKofKgermlineXdrivenKdifferencesKinKbreastKcancerKprognosisYK
NaturelCommunicationsWK2020WKbbWKdbc 17.4 20

210 TheKSpectrumKofKProteinKTruncatingKVariantsKinKwuropeanKtreastKuancerKuasesYKCancersWK2020WKbcWK 6.6 7

209 PredictionKofKcontralateralKbreastKcancerlKexternalKvalidationKofKriskKcalculatorsKinKcaKinternationalK
cohortsYKBreastlCancerlResearchlandlTreatmentWK2020WKbibWKecdXede 4.4 7

208 sssociationKofKyenomicKvomainsKinKandKwithKProstateKuancerKRiskKandKsggressivenessYKCancerl
ResearchWK2020WKiaWKgceXgdi 10.1 22

207 xineXmappingKofKbfaKbreastKcancerKriskKregionsKidentifiesKbkbKlikelyKtargetKgenesYKNaturelGeneticsWK
2020WKfcWKfgXhd 36.3 56

206 uancerKRisksKsssociatedKWithKyermlineKPathogenicKVariantslKsnK nternationalKStudyKofKfceKxamiliesYK
JournalloflClinicallOncologyWK2020WKdiWKgheXgif 2.2 133

205 PolygenicKriskKscoresKandKbreastKandKepithelialKovarianKcancerKrisksKforKcarriersKofKtRusbKandKtRuscK
pathogenicKvariantsYKGeneticslinlMedicineWK2020WKccWKbgfdXbggg 8.1 34

204 treastKuancerKPolygenicKRiskKScoreKandKuontralateralKtreastKuancerKRiskYKAmericanlJournallofl
HumanlGeneticsWK2020WKbahWKidhXiei 11 12

203 sssociationKofKgermlineKvariationKwithKtheKsurvivalKofKwomenKwithKpathogenicKvariantsKandKbreastK
cancerYKNpjlBreastlCancerWK2020WKgWKee 7.8 3

202 TwoKtruncatingKvariantsKinKxsNuuKandKbreastKcancerKriskYKScientificlReportsWK2019WKkWKbcfce 4.9 2

201 SharedKheritabilityKandKfunctionalKenrichmentKacrossKsixKsolidKcancersYKNaturelCommunicationsWK2019
WKbaWKedb 17.4 45

(2019-2020)
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200 LargeKscaleKmultifactorialKlikelihoodKquantitativeKanalysisKofKtRusbKandKtRuscKvariantslKsnK
wN yMsKresourceKtoKsupportKclinicalKvariantKclassificationYKHumanlMutationWK2019WKeaWKbffhXbfhi 4.7 52

199 MendelianKrandomisationKstudyKofKheightKandKbodyKmassKindexKasKmodifiersKofKovarianKcancerKriskKinK
ccWfiiKtRusbKandKtRuscKmutationKcarriersYKBritishlJournalloflCancerWK2019WKbcbWKbiaXbkc 8.7 13

198 yenomeXwideKassociationKandKtranscriptomeKstudiesKidentifyKtargetKgenesKandKriskKlociKforKbreastK
cancerYKNaturelCommunicationsWK2019WKbaWKbheb 17.4 47

197 RecurrentKmoderateXriskKmutationsKinKxinnishKbreastKandKovarianKcancerKpatientsYKInternationall
JournalloflCancerWK2019WKbefWKcgkcXchaa 7.5 9

196 MetaplasticKcarcinomaKofKtheKbreastlKPrognosisKandKresponseKtoKsystemicKtreatmentKinKmetastaticK
diseaseYKBreastlJournalWK2019WKcfWKebiXece 1.2 17

195 yenomeXwideKassociationKstudyKofKgermlineKvariantsKandKbreastKcancerXspecificKmortalityYKBritishl
JournalloflCancerWK2019WKbcaWKgehXgfh 8.7 28

194 ReplyXLetterKtoKtheKeditorYKBreastlJournalWK2019WKcfWKbddc 1.2

193 TheKlpYsrggfiUKtruncatingKvariantKisKassociatedKwithKriskKofKtripleXnegativeKbreastKcancerYKNpjlBreastl
CancerWK2019WKfWKdi 7.8 12

192 tRusbKmislocalizationKleadsKtoKaberrantKvNsKdamageKresponseKinKheterozygousKstRsXsSbK
mutationKcarrierKcellsYKHumanlMolecularlGeneticsWK2019WKciWKebeiXebga 5.6 2

191 PredictionKandKclinicalKutilityKofKaKcontralateralKbreastKcancerKriskKmodelYKBreastlCancerlResearchWK
2019WKcbWKbee 8.3 11

190 PolygenicKRiskKScoresKforKPredictionKofKtreastKuancerKandKtreastKuancerKSubtypesYKAmericanl
JournalloflHumanlGeneticsWK2019WKbaeWKcbXde 11 363

189 zeightKandKtodyKMassK ndexKasKModifiersKofKtreastKuancerKRiskKinKtRusbZcKMutationKuarrierslKsK
MendelianKRandomizationKStudyYKJournalloflthelNationallCancerlInstituteWK2019WKbbbWKdfaXdge 9.7 22

188 yeneticKvataKfromKNearlyKgdWaaaKWomenKofKwuropeanKvescentKPredictsKvNsKMethylationK
tiomarkersKandKwpithelialKOvarianKuancerKRiskYKCancerlResearchWK2019WKhkWKfafXfbh 10.1 28

187 TheKtRuscKcYgiXhT´ p´ sKvariantKisKnotKpathogeniclKsKmodelKforKclinicalKcalibrationKofKspliceogenicityYK
HumanlMutationWK2018WKdkWKhckXheb 4.7 16

186 sdultKheightKisKassociatedKwithKincreasedKriskKofKovarianKcancerlKaKMendelianKrandomisationKstudyYK
BritishlJournalloflCancerWK2018WKbbiWKbbcdXbbck 8.7 10

185 MutationalKspectrumKinKaKworldwideKstudyKofKckWhaaKfamiliesKwithKtRusbKorKtRuscKmutationsYK
HumanlMutationWK2018WKdkWKfkdXgca 4.7 138

184 wXcadherinKbreastKtumorKexpressionWKriskKfactorsKandKsurvivallKPooledKanalysisKofKfWkddKcasesKfromK
bcKstudiesKinKtheKtreastKuancerKsssociationKuonsortiumYKScientificlReportsWK2018WKiWKgfhe 4.9 19

183 xamilyKhistoryKinfluencesKtheKtumorKcharacteristicsKandKprognosisKofKbreastKcancersKdevelopingK
duringKpostmenopausalKhormoneKtherapyYKFamiliallCancerWK2018WKbhWKdcbXddb 3 2
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182 TripleXNegativeKtreastKuancerKRiskKyenesK dentifiedKbyKMultigeneKzereditaryKuancerKPanelKTestingYK
JournalloflthelNationallCancerlInstituteWK2018WKbbaWKiffXigc 9.7 145

181 sKTranscriptomeXWideKsssociationKStudyKsmongKkhWikiKWomenKtoK dentifyKuandidateK
SusceptibilityKyenesKforKwpithelialKOvarianKuancerKRiskYKCancerlResearchWK2018WKhiWKfebkXfeda 10.1 32

180 VariantsKinKgenesKencodingKsmallKyTPasesKandKassociationKwithKepithelialKovarianKcancerK
susceptibilityYKPLoSlONEWK2018WKbdWKeabkhfgb 3.7 9

179 rsekfbdkKinKtheKTYMSXwNOSxbKRegionKandKRiskKofKOvarianKuarcinomaKofKMucinousKzistologyYK
InternationallJournalloflMolecularlSciencesWK2018WKbkWK 6.3 3

178 sKtranscriptomeXwideKassociationKstudyKofKcckWaaaKwomenKidentifiesKnewKcandidateKsusceptibilityK
genesKforKbreastKcancerYKNaturelGeneticsWK2018WKfaWKkgiXkhi 36.3 101

177 MetaXanalysisKofKthreeKgenomeXwideKassociationKstudiesKidentifiesKtwoKlociKthatKpredictKsurvivalKandK
treatmentKoutcomeKinKbreastKcancerYKOncotargetWK2018WKkWKecekXecfh 3.3 8

176 yeneXpanelKtestingKofKbreastKandKovarianKcancerKpatientsKidentifiesKaKrecurrentKRsvfbuKduplicationYK
ClinicallGeneticsWK2018WKkdWKfkfXgac 4 8

175 wnrichmentKofKputativeKPsXiKtargetKgenesKatKserousKepithelialKovarianKcancerKsusceptibilityKlociYK
BritishlJournalloflCancerWK2017WKbbgWKfceXfdf 8.7 18

174 zypomorphicKMissenseKVariantsKuonferKModerateKRisksKofKtreastKuancerYKCancerlResearchWK2017WK
hhWKchikXchkk 10.1 49

173 yenomicKanalysesKidentifyKhundredsKofKvariantsKassociatedKwithKageKatKmenarcheKandKsupportKaKroleK
forKpubertyKtimingKinKcancerKriskYKNaturelGeneticsWK2017WKekWKideXieb 36.3 257

172  dentificationKofKbcKnewKsusceptibilityKlociKforKdifferentKhistotypesKofKepithelialKovarianKcancerYK
NaturelGeneticsWK2017WKekWKgiaXgkb 36.3 190

171 uaseXcontrolKanalysisKofKtruncatingKmutationsKinKvNsKdamageKresponseKgenesKconnectsKTwXbfKandK
xsNuvcKwithKhereditaryKbreastKcancerKsusceptibilityYKScientificlReportsWK2017WKhWKgib 4.9 10

170 sssociationKanalysisKidentifiesKgfKnewKbreastKcancerKriskKlociYKNatureWK2017WKffbWKkcXke 50.4 643

169  dentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenXreceptorXnegativeKbreastKcancerYK
NaturelGeneticsWK2017WKekWKbhghXbhhi 36.3 186

168 uzwκcKcYbbaadeluKmutationKisKassociatedKwithKanKincreasedKriskKforKmaleKbreastKcancerKinKxinnishK
patientKpopulationYKBMClCancerWK2017WKbhWKgca 4.8 21

167 ReproductiveKprofilesKandKriskKofKbreastKcancerKsubtypeslKaKmultiXcenterKcaseXonlyKstudyYKBreastl
CancerlResearchWK2017WKbkWKbbk 8.3 26

166 PredictionKofKtreastKandKProstateKuancerKRisksKinKMaleKtRusbKandKtRuscKMutationKuarriersKUsingK
PolygenicKRiskKScoresYKJournalloflClinicallOncologyWK2017WKdfWKcceaXccfa 2.2 101

165 xsNuMKmutationKcYfhkbupTKisKaKriskKfactorKforKtripleXnegativeKbreastKcancerKinKtheKxinnishK
populationYKBreastlCancerlResearchlandlTreatmentWK2017WKbggWKcbhXccg 4.4 17

(2017-2018)
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164 yermlineKvariationKinKsvsMTSLbKisKassociatedKwithKprognosisKfollowingKbreastKcancerKtreatmentKinK
youngKwomenYKNaturelCommunicationsWK2017WKiWKbgdc 17.4 13

163
sssociationKofKbreastKcancerKriskKinKtRusbKandKtRuscKmutationKcarriersKwithKgeneticKvariantsK
showingKdifferentialKallelicKexpressionlKidentificationKofKaKmodifierKofKbreastKcancerKriskKatKlocusK
bbqccYdYKBreastlCancerlResearchlandlTreatmentWK2017WKbgbWKbbhXbde

4.4 15

162 yeneticKmodifiersKofKuzwκcUbbaadeluXassociatedKbreastKcancerKriskYKGeneticslinlMedicineWK2017WKbkWKfkkXgad8.1 51

161 todyKmassKindexKandKbreastKcancerKsurvivallKaKMendelianKrandomizationKanalysisYKInternationall
JournalloflEpidemiologyWK2017WKegWKbibeXbicc 7.8 27

160 TPfdXbasedKinteractionKanalysisKidentifiesKcisXeQTLKvariantsKforKTPfdtPcWKxtXOciWKandKxsMfdsK
thatKassociateKwithKsurvivalKandKtreatmentKoutcomeKinKbreastKcancerYKOncotargetWK2017WKiWKbidibXbidki 3.3 7

159 XKaKnovelKcandidateKbreastKcancerKsusceptibilityKlocusKonKgqbeYbYKOncotargetWK2017WKiWKbachgkXbachic 3.3 3

158 NoKclinicalKutilityKofKκRsSKvariantKrsgbhgedhaKforKovarianKorKbreastKcancerYKGynecologiclOncologyWK
2016WKbebWKdigXeab 4.9 15

157 snKintergenicKriskKlocusKcontainingKanKenhancerKdeletionKinKcqdfKmodulatesKbreastKcancerKriskKbyK
deregulatingK yxtPfKexpressionYKHumanlMolecularlGeneticsWK2016WKcfWKdigdXdihg 5.6 24

156 xsNuMKcYfbabupTKmutationKassociatesKwithKbreastKcancerKsurvivalKandKtreatmentKoutcomeYK
InternationallJournalloflCancerWK2016WKbdkWKchgaXchha 7.5 10

155 rschdfdidWKlocatedKatKaKmicroRNsKbindingKsiteKinKtheKdRUTRKofKNtSbWKisKnotKassociatedKwithKbreastK
cancerKriskYKScientificlReportsWK2016WKgWKdgihe 4.9 2

154 yenomeXWideKMetaXsnalysesKofKtreastWKOvarianWKandKProstateKuancerKsssociationKStudiesK dentifyK
MultipleKNewKSusceptibilityKLociKSharedKbyKatKLeastKTwoKuancerKTypesYKCancerlDiscoveryWK2016WKgWKbafcXgh24.4 104

153  nheritanceKofKdeleteriousKmutationsKatKbothKtRusbKandKtRuscKinKanKinternationalKsampleKofK
dcWckfKwomenYKBreastlCancerlResearchWK2016WKbiWKbbc 8.3 25

152  dentificationKofKfourKnovelKsusceptibilityKlociKforKoestrogenKreceptorKnegativeKbreastKcancerYKNaturel
CommunicationsWK2016WKhWKbbdhf 17.4 64

151 xunctionalKmechanismsKunderlyingKpleiotropicKriskKallelesKatKtheKbkpbdYbKbreastXovarianKcancerK
susceptibilityKlocusYKNaturelCommunicationsWK2016WKhWKbcghf 17.4 53

150 xineKscaleKmappingKofKtheKbhqccKbreastKcancerKlocusKusingKdenseKSNPsWKgenotypedKwithinKtheK
uollaborativeKOncologicalKyeneXwnvironmentKStudyKSuOysTYKScientificlReportsWK2016WKgWKdcfbc 4.9 16

149 sgeXKandKTumorKSubtypeXSpecificKtreastKuancerKRiskKwstimatesKforKuzwκcUbbaadeluKuarriersYK
JournalloflClinicallOncologyWK2016WKdeWKchfaXga 2.2 107

148 NoKevidenceKthatKproteinKtruncatingKvariantsKinKtR PbKareKassociatedKwithKbreastKcancerKrisklK
implicationsKforKgeneKpanelKtestingYKJournalloflMedicallGeneticsWK2016WKfdWKckiXdak 5.8 83

147 treastKcancerKriskKvariantsKatKgqcfKdisplayKdifferentKphenotypeKassociationsKandKregulateKwSRbWK
RMNvbKandKuuvubhaYKNaturelGeneticsWK2016WKeiWKdheXig 36.3 93

Heli Nevanlinna

6



146 zeterogeneityKofKluminalKbreastKcancerKcharacterisedKbyKimmunohistochemicalKexpressionKofKbasalK
markersYKBritishlJournalloflCancerWK2016WKbbeWKckiXdae 8.7 5

145
yeneticKvariationKinKtheKimmunosuppressionKpathwayKgenesKandKbreastKcancerKsusceptibilitylKaK
pooledKanalysisKofKecWfbaKcasesKandKeaWfhhKcontrolsKfromKtheKtreastKuancerKsssociationK
uonsortiumYKHumanlGeneticsWK2016WKbdfWKbdhXfe

6.3 6

144 tRuscKPolymorphicKStopKuodonKκddcgXKandKtheKRiskKofKtreastWKProstateWKandKOvarianKuancersYK
JournalloflthelNationallCancerlInstituteWK2016WKbaiWK 9.7 65

143 ScreeningKofKzwLQKinKbreastKandKovarianKcancerKfamiliesYKFamiliallCancerWK2016WKbfWKbkXcd 3 4

142 RsvfbtKinKxamilialKtreastKuancerYKPLoSlONEWK2016WKbbWKeabfdhii 3.7 18

141 sssessmentKofKvariationKinKimmunosuppressiveKpathwayKgenesKrevealsKTyxtRcKtoKbeKassociatedK
withKriskKofKclearKcellKovarianKcancerYKOncotargetWK2016WKhWKgkakhXgkbba 3.3 4

140  nheritedKvariantsKaffectingKRNsKeditingKmayKcontributeKtoKovarianKcancerKsusceptibilitylKresultsK
fromKaKlargeXscaleKcollaborationYKOncotargetWK2016WKhWKhcdibXhcdke 3.3 11

139 sssociationKofKbreastKcancerKriskKwithKgeneticKvariantsKshowingKdifferentialKallelicKexpressionlK
 dentificationKofKaKnovelKbreastKcancerKsusceptibilityKlocusKatKeqcbYKOncotargetWK2016WKhWKiabeaXiabgd 3.3 21

138 yeneticallyKPredictedKtodyKMassK ndexKandKtreastKuancerKRisklKMendelianKRandomizationKsnalysesK
ofKvataKfromKbefWaaaKWomenKofKwuropeanKvescentYKPLoSlMedicineWK2016WKbdWKebaacbaf 11.6 80

137 xineXScaleKMappingKatKkpccYcK dentifiesKuandidateKuausalKVariantsKThatKModifyKOvarianKuancerKRiskK
inKtRusbKandKtRuscKMutationKuarriersYKPLoSlONEWK2016WKbbWKeabfiiab 3.7 7

136 xineXMappingKofKtheKbpbbYcKtreastKuancerKSusceptibilityKLocusYKPLoSlONEWK2016WKbbWKeabgadbg 3.7 11

135 sdultKbodyKmassKindexKandKriskKofKovarianKcancerKbyKsubtypelKaKMendelianKrandomizationKstudyYK
InternationallJournalloflEpidemiologyWK2016WKefWKiieXkf 7.8 45

134 xineXscaleKmappingKofKiqceKlocusKidentifiesKmultipleKindependentKriskKvariantsKforKbreastKcancerYK
InternationallJournalloflCancerWK2016WKbdkWKbdadXbdbh 7.5 26

133 PsLtcWKuzwκcKandKsTMKrareKvariantsKandKcancerKrisklKdataKfromKuOySYKJournalloflMedicallGeneticsWK
2016WKfdWKiaaXibb 5.8 121

132 PatientKsurvivalKandKtumorKcharacteristicsKassociatedKwithKuzwκclpY bfhTKXKfindingsKfromKtheKtreastK
uancerKsssociationKuonsortiumYKBreastlCancerlResearchWK2016WKbiWKki 8.3 26

131  dentificationKofKindependentKassociationKsignalsKandKputativeKfunctionalKvariantsKforKbreastKcancerK
riskKthroughKfineXscaleKmappingKofKtheKbcpbbKlocusYKBreastlCancerlResearchWK2016WKbiWKge 8.3 25

130 sssessingKtheKgeneticKarchitectureKofKepithelialKovarianKcancerKhistologicalKsubtypesYKHumanl
GeneticsWK2016WKbdfWKhebXfg 6.3 18

129 yenesKassociatedKwithKhistopathologicKfeaturesKofKtripleKnegativeKbreastKtumorsKpredictKmolecularK
subtypesYKBreastlCancerlResearchlandlTreatmentWK2016WKbfhWKbbhXdb 4.4 17

(2016-2016)
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128 yeneticKpredispositionKtoKductalKcarcinomaKinKsituKofKtheKbreastYKBreastlCancerlResearchWK2016WKbiWKcc 8.3 31

127 sssociationKofKgeneticKsusceptibilityKvariantsKforKtypeKcKdiabetesKwithKbreastKcancerKriskKinKwomenK
ofKwuropeanKancestryYKCancerlCauseslandlControlWK2016WKchWKghkXkd 2.8 15

126 urossXuancerKyenomeXWideKsnalysisKofKLungWKOvaryWKtreastWKProstateWKandKuolorectalKuancerK
RevealsKNovelKPleiotropicKsssociationsYKCancerlResearchWK2016WKhgWKfbadXbe 10.1 66

125 MaleKbreastKcancerKinKtRusbKandKtRuscKmutationKcarrierslKpathologyKdataKfromKtheKuonsortiumKofK
 nvestigatorsKofKModifiersKofKtRusbZcYKBreastlCancerlResearchWK2016WKbiWKbf 8.3 58

124 PolygenicKriskKscoreKisKassociatedKwithKincreasedKdiseaseKriskKinKfcKxinnishKbreastKcancerKfamiliesYK
BreastlCancerlResearchlandlTreatmentWK2016WKbfiWKegdXk 4.4 16

123 sssociationKofKvitaminKvKlevelsKandKriskKofKovarianKcancerlKaKMendelianKrandomizationKstudyYK
InternationallJournalloflEpidemiologyWK2016WKefWKbgbkXbgda 7.8 77

122
wvidenceKthatKtheKfpbcKVariantKrsbakebghkKuonfersKSusceptibilityKtoKwstrogenXReceptorXPositiveK
treastKuancerKthroughKxyxbaKandKMRPSdaKRegulationYKAmericanlJournalloflHumanlGeneticsWK2016WK
kkWKkadXkbb

11 43

121 SomaticKMwvbcKmutationsKinKprostateKcancerKandKuterineKleiomyomasKpromoteKtumorigenesisK
throughKdistinctKmechanismsYKProstateWK2016WKhgWKccXdb 4.2 25

120  dentificationKofKsixKnewKsusceptibilityKlociKforKinvasiveKepithelialKovarianKcancerYKNaturelGeneticsWK
2015WKehWKbgeXhb 36.3 177

119 yenomeXwideKassociationKanalysisKofKmoreKthanKbcaWaaaKindividualsKidentifiesKbfKnewKsusceptibilityK
lociKforKbreastKcancerYKNaturelGeneticsWK2015WKehWKdhdXia 36.3 406

118
NetworkXtasedK ntegrationKofKyWsSKandKyeneKwxpressionK dentifiesKaKzOXXuentricKNetworkK
sssociatedKwithKSerousKOvarianKuancerKRiskYKCancerlEpidemiologylBiomarkerslandlPreventionWK2015WK
ceWKbfheXie

4 24

117 PolymorphismsKinKaKPutativeKwnhancerKatKtheKbaqcbYcKtreastKuancerKRiskKLocusKRegulateKNRtxcK
wxpressionYKAmericanlJournalloflHumanlGeneticsWK2015WKkhWKccXde 11 26

116  dentificationKofKnovelKgeneticKmarkersKofKbreastKcancerKsurvivalYKJournalloflthelNationallCancerl
InstituteWK2015WKbahWK 9.7 38

115 RsvfbWKXRuudWKandKXRuucKmutationKscreeningKinKxinnishKbreastKcancerKfamiliesYKSpringerPlusWK2015WK
eWKkc 17

114 wvaluatingKtheKovarianKcancerKgonadotropinKhypothesislKaKcandidateKgeneKstudyYKGynecologicl
OncologyWK2015WKbdgWKfecXi 4.9 12

113  NPPetKandKRsvfaKhaveKanKinteractiveKeffectKonKsurvivalKafterKbreastKcancerYKBreastlCancerl
ResearchlandlTreatmentWK2015WKbekWKdgdXhb 4.4 8

112 sssociationKofKtypeKandKlocationKofKtRusbKandKtRuscKmutationsKwithKriskKofKbreastKandKovarianK
cancerYKJAMAlólJournalloflthelAmericanlMedicallAssociationWK2015WKdbdWKbdehXgb 27.4 286

111 uisXeQTLKanalysisKandKfunctionalKvalidationKofKcandidateKsusceptibilityKgenesKforKhighXgradeKserousK
ovarianKcancerYKNaturelCommunicationsWK2015WKgWKicde 17.4 40

Heli Nevanlinna
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110 LargeXscaleKgenomicKanalysesKlinkKreproductiveKagingKtoKhypothalamicKsignalingWKbreastKcancerK
susceptibilityKandKtRusbXmediatedKvNsKrepairYKNaturelGeneticsWK2015WKehWKbckeXbdad 36.3 226

109 uommonKvariantsKatKtheKuzwκcKgeneKlocusKandKriskKofKepithelialKovarianKcancerYKCarcinogenesisWK
2015WKdgWKbdebXfd 4.6 20

108 snnexinKsbKexpressionKinKaKpooledKbreastKcancerKserieslKassociationKwithKtumorKsubtypesKandK
prognosisYKBMClMedicineWK2015WKbdWKbfg 11.4 37

107 SharedKgeneticsKunderlyingKepidemiologicalKassociationKbetweenKendometriosisKandKovarianKcancerYK
HumanlMolecularlGeneticsWK2015WKceWKfkffXge 5.6 48

106 zeightKandKtreastKuancerKRisklKwvidenceKxromKProspectiveKStudiesKandKMendelianKRandomizationYK
JournalloflthelNationallCancerlInstituteWK2015WKbahWK 9.7 74

105 xineXscaleKmappingKofKtheKeqceKlocusKidentifiesKtwoKindependentKlociKassociatedKwithKbreastKcancerK
riskYKCancerlEpidemiologylBiomarkerslandlPreventionWK2015WKceWKbgiaXkb 4 17

104  dentificationKandKcharacterizationKofKnovelKassociationsKinKtheKusSPiZsLScuRbcKregionKonK
chromosomeKcKwithKbreastKcancerKriskYKHumanlMolecularlGeneticsWK2015WKceWKcifXki 5.6 35

103 uandidateKgeneticKmodifiersKforKbreastKandKovarianKcancerKriskKinKtRusbKandKtRuscKmutationK
carriersYKCancerlEpidemiologylBiomarkerslandlPreventionWK2015WKceWKdaiXbg 4 20

102 wpithelialXMesenchymalKTransitionKSwMTTKyeneKVariantsKandKwpithelialKOvarianKuancerKSwOuTKRiskYK
GeneticlEpidemiologyWK2015WKdkWKgikXkh 2.6 18

101 sKpolymorphismKinKtheKbaseKexcisionKrepairKgeneKPsRPcKisKassociatedKwithKdifferentialKprognosisKbyK
chemotherapyKamongKpostmenopausalKbreastKcancerKpatientsYKBMClCancerWK2015WKbfWKkhi 4.8 6

100 snKoriginalKphylogeneticKapproachKidentifiedKmitochondrialKhaplogroupKTbabKasKinverselyK
associatedKwithKbreastKcancerKriskKinKtRuscKmutationKcarriersYKBreastlCancerlResearchWK2015WKbhWKgb 8.3 16

99 uommonKgermlineKpolymorphismsKassociatedKwithKbreastKcancerXspecificKsurvivalYKBreastlCancerl
ResearchWK2015WKbhWKfi 8.3 24

98 sssessingKassociationsKbetweenKtheKsURκsXzMMRXTPXcXTUtybKfunctionalKmoduleKandKbreastK
cancerKriskKinKtRusbZcKmutationKcarriersYKPLoSlONEWK2015WKbaWKeabcaaca 3.7 26

97 uommonKyeneticKVariationK nKuellularKTransportKyenesKandKwpithelialKOvarianKuancerKSwOuTKRiskYK
PLoSlONEWK2015WKbaWKeabcibag 3.7 15

96 SNPXSNPKinteractionKanalysisKofKNxX˛”tKsignalingKpathwayKonKbreastKcancerKsurvivalYKOncotargetWK
2015WKgWKdhkhkXke 3.3 19

95 PredictionKofKbreastKcancerKriskKbasedKonKprofilingKwithKcommonKgeneticKvariantsYKJournalloflthel
NationallCancerlInstituteWK2015WKbahWK 9.7 324

94 PolymorphismKatKbkqbdYebKPredictsKtreastKuancerKSurvivalKSpecificallyKafterKwndocrineKTherapyYK
ClinicallCancerlResearchWK2015WKcbWKeaigXeakg 12.9 10

93  nheritedKmutationsKinKbhKbreastKcancerKsusceptibilityKgenesKamongKaKlargeKtripleXnegativeKbreastK
cancerKcohortKunselectedKforKfamilyKhistoryKofKbreastKcancerYKJournalloflClinicallOncologyWK2015WKddWKdaeXbb2.2 435

(2015-2015)
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92 xineXmappingKidentifiesKtwoKadditionalKbreastKcancerKsusceptibilityKlociKatKkqdbYcYKHumanlMolecularl
GeneticsWK2015WKceWKckggXie 5.6 36

91 xineXscaleKmappingKofKtheKfqbbYcKbreastKcancerKlocusKrevealsKatKleastKthreeKindependentKriskK
variantsKregulatingKMsPdκbYKAmericanlJournalloflHumanlGeneticsWK2015WKkgWKfXca 11 59

90 TheKSNPKrsgfaaiedKinKbgpbdYdKisKassociatedKwithKsurvivalKspecificallyKamongKchemotherapyXtreatedK
breastKcancerKpatientsYKOncotargetWK2015WKgWKhdkaXeah 3.3 14

89 uommonKyeneticKVariationKinKuircadianKRhythmKyenesKandKRiskKofKwpithelialKOvarianKuancerKSwOuTYK
JournalloflGeneticslandlGenomelResearchWK2015WKcWK 22

88 wxomeKsequencingKidentifiesKxsNuMKasKaKsusceptibilityKgeneKforKtripleXnegativeKbreastKcancerYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2014WKbbbWKbfbhcXh 11.5 128

87
slcoholKconsumptionKandKsurvivalKafterKaKbreastKcancerKdiagnosislKaKliteratureXbasedKmetaXanalysisK
andKcollaborativeKanalysisKofKdataKforKckWcdkKcasesYKCancerlEpidemiologylBiomarkerslandlPreventionWK
2014WKcdWKkdeXef

4 29

86 ParentXofXoriginXspecificKallelicKassociationsKamongKbagKgenomicKlociKforKageKatKmenarcheYKNatureWK
2014WKfbeWKkcXkh 50.4 401

85 treastXcancerKriskKinKfamiliesKwithKmutationsKinKPsLtcYKNewlEnglandlJournalloflMedicineWK2014WKdhbWKekhXfag59.2 576

84 wvidenceKthatKbreastKcancerKriskKatKtheKcqdfKlocusKisKmediatedKthroughK yxtPfKregulationYKNaturel
CommunicationsWK2014WKeWKekkk 17.4 87

83 yeneticKvariationKatKuYPdsKisKassociatedKwithKageKatKmenarcheKandKbreastKcancerKrisklKaK
caseXcontrolKstudyYKBreastlCancerlResearchWK2014WKbgWKRfb 8.3 12

82 sKgenomeKwideKmetaXanalysisKstudyKforKidentificationKofKcommonKvariationKassociatedKwithKbreastK
cancerKprognosisYKPLoSlONEWK2014WKkWKebabeii 3.7 24

81 MicroRNsKrelatedKpolymorphismsKandKbreastKcancerKriskYKPLoSlONEWK2014WKkWKebakkhd 3.7 37

80 yeneticKpredispositionKtoKinKsituKandKinvasiveKlobularKcarcinomaKofKtheKbreastYKPLoSlGeneticsWK2014WK
baWKebaaecif 6 38

79 vNsKglycosylasesKinvolvedKinKbaseKexcisionKrepairKmayKbeKassociatedKwithKcancerKriskKinKtRusbKandK
tRuscKmutationKcarriersYKPLoSlGeneticsWK2014WKbaWKebaaecfg 6 33

78 cqdgYdKisKassociatedKwithKprognosisKforKoestrogenKreceptorXnegativeKbreastKcancerKpatientsKtreatedK
withKchemotherapyYKNaturelCommunicationsWK2014WKfWKeafb 17.4 13

77 uommonKnonXsynonymousKSNPsKassociatedKwithKbreastKcancerKsusceptibilitylKfindingsKfromKtheK
treastKuancerKsssociationKuonsortiumYKHumanlMolecularlGeneticsWK2014WKcdWKgakgXbbb 5.6 48

76
RefinedKhistopathologicalKpredictorsKofKtRusbKandKtRuscKmutationKstatuslKaKlargeXscaleKanalysisKofK
breastKcancerKcharacteristicsKfromKtheKtusuWKu MtsWKandKwN yMsKconsortiaYKBreastlCancerlResearch
WK2014WKbgWKdebk

8.3 82

75 sssociationsKofKcommonKbreastKcancerKsusceptibilityKallelesKwithKriskKofKbreastKcancerKsubtypesKinK
tRusbKandKtRuscKmutationKcarriersYKBreastlCancerlResearchWK2014WKbgWKdebg 8.3 46

Heli Nevanlinna
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74 PerformanceKofKautomatedKscoringKofKwRWKPRWKzwRcWKuκfZgKandKwyxRKinKbreastKcancerKtissueK
microarraysKinKtheKtreastKuancerKsssociationKuonsortiumK2014WKnZaXnZa 1

73 yWsSKmetaXanalysisKandKreplicationKidentifiesKthreeKnewKsusceptibilityKlociKforKovarianKcancerYK
NaturelGeneticsWK2013WKefWKdgcXhaWKdhaebXc 36.3 267

72 xineXscaleKmappingKofKtheKxyxRcKbreastKcancerKriskKlocuslKputativeKfunctionalKvariantsKdifferentiallyK
bindKxOXsbKandKwcxbYKAmericanlJournalloflHumanlGeneticsWK2013WKkdWKbaegXga 11 80

71 MultipleKindependentKvariantsKatKtheKTwRTKlocusKareKassociatedKwithKtelomereKlengthKandKrisksKofK
breastKandKovarianKcancerYKNaturelGeneticsWK2013WKefWKdhbXieWKdieebXc 36.3 422

70 xunctionalKvariantsKatKtheKbbqbdKriskKlocusKforKbreastKcancerKregulateKcyclinKvbKexpressionKthroughK
longXrangeKenhancersYKAmericanlJournalloflHumanlGeneticsWK2013WKkcWKeikXfad 11 167

69 yermlineKvariationKinKTPfdKregulatoryKnetworkKgenesKassociatesKwithKbreastKcancerKsurvivalKandK
treatmentKoutcomeYKInternationallJournalloflCancerWK2013WKbdcWKcaeeXff 7.5 9

68 yenomeXwideKassociationKstudiesKidentifyKfourKwRKnegativeXspecificKbreastKcancerKriskKlociYKNaturel
GeneticsWK2013WKefWKdkcXiWKdkiebXc 36.3 327

67 LargeXscaleKgenotypingKidentifiesKebKnewKlociKassociatedKwithKbreastKcancerKriskYKNaturelGeneticsWK
2013WKefWKdfdXgbWKdgbebXc 36.3 813

66 yeneticKmodifiersKofKmenopausalKhormoneKreplacementKtherapyKandKbreastKcancerKrisklKaK
genomeXwideKinteractionKstudyYKEndocrineóRelatedlCancerWK2013WKcaWKihfXih 5.7 19

65  dentificationKofKaKtRuscXspecificKmodifierKlocusKatKgpceKrelatedKtoKbreastKcancerKriskYKPLoSl
GeneticsWK2013WKkWKebaadbhd 6 90

64 yenomeXwideKassociationKstudyKinKtRusbKmutationKcarriersKidentifiesKnovelKlociKassociatedKwithK
breastKandKovarianKcancerKriskYKPLoSlGeneticsWK2013WKkWKebaadcbc 6 209

63 OverabundantKxsNuvcWKaloneKandKcombinedKwithKNQObWKisKaKsensitiveKmarkerKofKadverseKprognosisK
inKbreastKcancerYKAnnalsloflOncologyWK2013WKceWKchiaXf 10.3 16

62  dentificationKofKinheritedKgeneticKvariationsKinfluencingKprognosisKinKearlyXonsetKbreastKcancerYK
CancerlResearchWK2013WKhdWKbiidXkb 10.1 36

61 wpigeneticKanalysisKleadsKtoKidentificationKofKzNxbtKasKaKsubtypeXspecificKsusceptibilityKgeneKforK
ovarianKcancerYKNaturelCommunicationsWK2013WKeWKbgci 17.4 124

60  dentificationKandKmolecularKcharacterizationKofKaKnewKovarianKcancerKsusceptibilityKlocusKatK
bhqcbYdbYKNaturelCommunicationsWK2013WKeWKbgch 17.4 85

59 uommonKvariantsKatKbcpbbWKbcqceWKkpcbWKkqdbYcKandKinKZNxdgfKareKassociatedKwithKbreastKcancerK
riskKforKtRusbKandZorKtRuscKmutationKcarriersYKBreastlCancerlResearchWK2012WKbeWKRdd 8.3 70

58 yenomeXwideKassociationKanalysisKidentifiesKthreeKnewKbreastKcancerKsusceptibilityKlociYKNaturel
GeneticsWK2012WKeeWKdbcXi 36.3 237

57 sKmetaXanalysisKofKgenomeXwideKassociationKstudiesKofKbreastKcancerKidentifiesKtwoKnovelK
susceptibilityKlociKatKgqbeKandKcaqbbYKHumanlMolecularlGeneticsWK2012WKcbWKfdhdXie 5.6 143

(2012-2014)
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56 NQObKexpressionKcorrelatesKinverselyKwithKNx˛”tKactivationKinKhumanKbreastKcancerYKBreastlCancerl
ResearchlandlTreatmentWK2012WKbdcWKkffXgi 4.4 20

55 bkpbdYbKisKaKtripleXnegativeXspecificKbreastKcancerKsusceptibilityKlocusYKCancerlResearchWK2012WKhcWKbhkfXiad10.1 93

54 sKxinnishKfounderKmutationKinKRsvfbvlKanalysisKinKbreastWKovarianWKprostateWKandKcolorectalKcancerYK
JournalloflMedicallGeneticsWK2012WKekWKeckXdc 5.8 35

53
PathologyKofKbreastKandKovarianKcancersKamongKtRusbKandKtRuscKmutationKcarrierslKresultsKfromK
theKuonsortiumKofK nvestigatorsKofKModifiersKofKtRusbZcKSu MtsTYKCancerlEpidemiologylBiomarkersl
andlPreventionWK2012WKcbWKbdeXeh

4 411

52
uzwκcUbbaadeluKheterozygosityKinKwomenKwithKbreastKcancerKassociatedKwithKearlyKdeathWKbreastK
cancerXspecificKdeathWKandKincreasedKriskKofKaKsecondKbreastKcancerYKJournalloflClinicallOncologyWK
2012WKdaWKedaiXbg

2.2 134

51 yenomeXwideKassociationKstudyKforKovarianKcancerKsusceptibilityKusingKpooledKvNsYKTwinlResearchl
andlHumanlGeneticsWK2012WKbfWKgbfXgcd 2.2 8

50 ylycodelinKexpressionKassociatesKwithKdifferentialKtumourKphenotypeKandKoutcomeKinKsporadicKandK
familialKnonXtRusbZcKbreastKcancerKpatientsYKBreastlCancerlResearchlandlTreatmentWK2011WKbciWKifXkf 4.4 14

49 sKcombinedKanalysisKofKgenomeXwideKassociationKstudiesKinKbreastKcancerYKBreastlCancerlResearchl
andlTreatmentWK2011WKbcgWKhbhXch 4.4 85

48 sssociationsKofKbreastKcancerKriskKfactorsKwithKtumorKsubtypeslKaKpooledKanalysisKfromKtheKtreastK
uancerKsssociationKuonsortiumKstudiesYKJournalloflthelNationallCancerlInstituteWK2011WKbadWKcfaXgd 9.7 513

47 sKcommonKvariantKatKtheKTwRTXuLPTMbLKlocusKisKassociatedKwithKestrogenKreceptorXnegativeKbreastK
cancerYKNaturelGeneticsWK2011WKedWKbcbaXe 36.3 253

46 uommonKallelesKatKgqcfYbKandKbpbbYcKareKassociatedKwithKbreastKcancerKriskKforKtRusbKandKtRuscK
mutationKcarriersYKHumanlMolecularlGeneticsWK2011WKcaWKddaeXcb 5.6 62

45 RsvfbuKisKaKsusceptibilityKgeneKforKovarianKcancerYKHumanlMolecularlGeneticsWK2011WKcaWKdchiXii 5.6 111

44 MiRXdeaKexpressionKhasKanKeffectKforKlowerKriskKofKmetastasisKandKassociatesKwithKexpressionK
patternsKpredictingKclinicalKoutcomeKinKbreastKcancerYKPLoSlONEWK2011WKgWKecgbcc 3.7 65

43 uommonKvariantsKatKbkpbdKareKassociatedKwithKsusceptibilityKtoKovarianKcancerYKNaturelGeneticsWK
2010WKecWKiiaXe 36.3 210

42 sKgenomeXwideKassociationKstudyKidentifiesKsusceptibilityKlociKforKovarianKcancerKatKcqdbKandKiqceYK
NaturelGeneticsWK2010WKecWKiheXk 36.3 277

41 sKlocusKonKbkpbdKmodifiesKriskKofKbreastKcancerKinKtRusbKmutationKcarriersKandKisKassociatedKwithK
hormoneKreceptorXnegativeKbreastKcancerKinKtheKgeneralKpopulationYKNaturelGeneticsWK2010WKecWKiifXkc 36.3 276

40 uommonKbreastKcancerKsusceptibilityKallelesKandKtheKriskKofKbreastKcancerKforKtRusbKandKtRuscK
mutationKcarrierslKimplicationsKforKriskKpredictionYKCancerlResearchWK2010WKhaWKkhecXfe 10.1 147

39 sssociationKofKwSRbKgeneKtaggingKSNPsKwithKbreastKcancerKriskYKHumanlMolecularlGeneticsWK2009WKbiWKbbdbXk5.6 75

Heli Nevanlinna

12



38 uommonKvariantsKinKLSPbWKcqdfKandKiqceKandKbreastKcancerKriskKforKtRusbKandKtRuscKmutationK
carriersYKHumanlMolecularlGeneticsWK2009WKbiWKeeecXfg 5.6 91

37 TheKbreastKcancerKsusceptibilityKmutationKPsLtcKbfkcdelTKisKassociatedKwithKanKaggressiveKtumorK
phenotypeYKClinicallCancerlResearchWK2009WKbfWKdcbeXcc 12.9 106

36 uyclinKvbKexpressionKisKassociatedKwithKpoorKprognosticKfeaturesKinKestrogenKreceptorKpositiveK
breastKcancerYKBreastlCancerlResearchlandlTreatmentWK2009WKbbdWKhfXic 4.4 49

35 NsvSPTzlquinoneKoxidoreductaseKbKNQObUcKgenotypeKSPbihSTKisKaKstrongKprognosticKandK
predictiveKfactorKinKbreastKcancerYKNaturelGeneticsWK2008WKeaWKieeXfd 36.3 163

34 sberrationsKofKtheKMRwbbXRsvfaXNtSbKvNsKdamageKsensorKcomplexKinKhumanKbreastKcancerlK
MRwbbKasKaKcandidateKfamilialKcancerXpredisposingKgeneYKMolecularlOncologyWK2008WKcWKckgXdbg 7.9 120

33 zeterogeneityKofKbreastKcancerKassociationsKwithKfiveKsusceptibilityKlociKbyKclinicalKandKpathologicalK
characteristicsYKPLoSlGeneticsWK2008WKeWKebaaaafe 6 280

32 uommonKbreastKcancerXpredispositionKallelesKareKassociatedKwithKbreastKcancerKriskKinKtRusbKandK
tRuscKmutationKcarriersYKAmericanlJournalloflHumanlGeneticsWK2008WKicWKkdhXei 11 218

31 sKcommonKcodingKvariantKinKusSPiKisKassociatedKwithKbreastKcancerKriskYKNaturelGeneticsWK2007WKdkWKdfcXi36.3 557

30 yenomeXwideKassociationKstudyKidentifiesKnovelKbreastKcancerKsusceptibilityKlociYKNatureWK2007WKeehWKbaihXkd50.4 1957

29 κighKandKcyclinKsKasKprognosticKfactorsKinKearlyKbreastKcancerYKWhatKareKtheKoptimalKcutXoffKvaluesqYK
HistopathologyWK2007WKfbWKekbXi 7.3 57

28 RsvfbKbdfyXXpuKmodifiesKbreastKcancerKriskKamongKtRuscKmutationKcarrierslKresultsKfromKaK
combinedKanalysisKofKbkKstudiesYKAmericanlJournalloflHumanlGeneticsWK2007WKibWKbbigXcaa 11 204

27 wvaluationKofKtheKroleKofKxinnishKataxiaXtelangiectasiaKmutationsKinKhereditaryKpredispositionKtoK
breastKcancerYKCarcinogenesisWK2007WKciWKbaeaXf 4.6 16

26 wvaluationKofKRsvfaKinKfamilialKbreastKcancerKpredispositionYKInternationallJournalloflCancerWK2006WK
bbiWKckbbXg 7.5 47

25 TheKuzwκcKgeneKandKinheritedKbreastKcancerKsusceptibilityYKOncogeneWK2006WKcfWKfkbcXk 9.2 158

24 RelationshipKofKpatientsRKageKtoKhistopathologicalKfeaturesKofKbreastKtumoursKinKtRusbKandKtRuscK
andKmutationXnegativeKbreastKcancerKfamiliesYKBreastlCancerlResearchWK2005WKhWKRegfXk 8.3 51

23 zistopathologicalKfeaturesKofKbreastKtumoursKinKtRusbWKtRuscKandKmutationXnegativeKbreastK
cancerKfamiliesYKBreastlCancerlResearchWK2005WKhWKRkdXbaa 8.3 75

22 uorrelationKofKuzwκcKproteinKexpressionKandKcYbbaadeluKmutationKstatusKwithKtumorK
characteristicsKamongKunselectedKbreastKcancerKpatientsYKInternationallJournalloflCancerWK2005WKbbdWKfhfXia7.5 85

21 treastKcancerKpatientsKwithKpfdKProhcKhomozygousKgenotypeKhaveKaKpoorerKsurvivalYKClinicallCancerl
ResearchWK2005WKbbWKfakiXbad 12.9 126

(2005-2009)
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20 uzwκcKvariantK bfhTKmayKbeKassociatedKwithKincreasedKbreastKcancerKriskYKInternationallJournallofl
CancerWK2004WKbbbWKfedXh 7.5 114

19
sverageKrisksKofKbreastKandKovarianKcancerKassociatedKwithKtRusbKorKtRuscKmutationsKdetectedKinK
caseKSeriesKunselectedKforKfamilyKhistorylKaKcombinedKanalysisKofKccKstudiesYKAmericanlJournallofl
HumanlGeneticsWK2003WKhcWKbbbhXda

11 2643

18 sKuzwκcKgeneticKvariantKcontributingKtoKaKsubstantialKfractionKofKfamilialKbreastKcancerYKAmericanl
JournalloflHumanlGeneticsWK2002WKhbWKedcXi 11 354

17 SurvivalKofKbreastKcancerKpatientsKinKtRusbWKtRuscWKandKnonXtRusbZcKbreastKcancerKfamilieslKaK
relativeKsurvivalKanalysisKfromKxinlandYKInternationallJournalloflCancerWK2001WKkdWKdgiXhc 7.5 48

16  nvolvementKofKtRusbKandKtRuscKinKbreastKcancerKinKaKwesternKxinnishKsubXpopulationYKGeneticl
EpidemiologyWK2001WKcaWKcdkXeg 2.6 7

15 RiskKofKcancerKinKtRusbKandKtRuscKmutationXpositiveKandKXnegativeKbreastKcancerKfamiliesK
SxinlandTYKCancerlCauseslandlControlWK2001WKbcWKhdkXeg 2.8 22

14 yermlineKTPfdKalterationsKinKxinnishKbreastKcancerKfamiliesKareKrareKandKoccurKatKconservedK
mutationXproneKsitesYKBritishlJournalloflCancerWK2001WKieWKbbgXk 8.7 29

13 tRusbKandKtRuscKmutationsKamongKcddKunselectedKxinnishKovarianKcarcinomaKpatientsYKEuropeanl
JournalloflHumanlGeneticsWK2001WKkWKeceXda 5.3 43

12 zaplotypeKanalysisKinK celandicKandKxinnishKtRuscKkkkdelfKbreastKcancerKfamiliesYKEuropeanlJournall
oflHumanlGeneticsWK2001WKkWKhhdXk 5.3 21

11 tRusbKandKtRuscKmutationsKamongKxinnishKovarianKcarcinomaKfamiliesYKInternationallJournallofl
OncologyWK2001WKbiWKidbXf 1 8

10 sKprobabilityKmodelKforKpredictingKtRusbKandKtRuscKmutationsKinKbreastKandKbreastXovarianKcancerK
familiesYKBritishlJournalloflCancerWK2001WKieWKhaeXi 8.7 74

9 MultipleKfounderKeffectsKandKgeographicalKclusteringKofKtRusbKandKtRuscKfamiliesKinKxinlandYK
EuropeanlJournalloflHumanlGeneticsWK2000WKiWKhfhXgd 5.3 64

8 PopulationXbasedKstudyKofKtRusbKandKtRuscKmutationsKinKbadfKunselectedKxinnishKbreastKcancerK
patientsYKJournalloflthelNationallCancerlInstituteWK2000WKkcWKbfckXdb 9.7 140

7 xamilialKbreastKcancerKinKsouthernKxinlandlKhowKprevalentKareKbreastKcancerKfamiliesKandKcanKweK
trustKtheKfamilyKhistoryKreportedKbyKpatientsqYKEuropeanlJournalloflCancerWK2000WKdgWKbbedXi 7.5 84

6 xamilialKtreastKuancerKinKSouthernKxinlandYKDiseaselMarkersWK1999WKbfWKbafXbaf 3.2 78

5 LowKproportionKofKtRusbKandKtRuscKmutationsKinKxinnishKbreastKcancerKfamilieslKevidenceKforK
additionalKsusceptibilityKgenesYKHumanlMolecularlGeneticsWK1997WKgWKcdakXbf 5.6 106

4 smplificationKofKfgfreKgeneKinKhumanKbreastKandKgynecologicalKcancersYKInternationallJournallofl
CancerWK1993WKfeWKdhiXic 7.5 127

3 TheKgenesKforKuvdhWKuvfdWKandKRcWKallKmembersKofKaKnovelKgeneKfamilyWKareKlocatedKonKdifferentK
chromosomesYKImmunogeneticsWK1993WKdhWKegbXf 3.2 12
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