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269 TheLcompleteLgenomeLsequenceLofLtheLavianLpathogenLMycoplasmaLgallisepticumLstrainLRUlowV]L
MicrobiologydlUniteddKingdommYL2003YLbejYLcdah[cdbg 2.9 179

268 rttenuatedLvaccinesLcanLrecombineLtoLformLvirulentLfieldLviruses]LScienceYL2012YLddhYLbii 33.3 126

267 RotavirusLserotypesLgLandLbaLpredominateLinLcattle]LJournaldofdClinicaldMicrobiologyYL1990YLciYLfae[h 9.7 114

266 TheLprevalenceLofLentericLpathogensLinLdiarrhoeicLthoroughbredLfoalsLinLsritainLandLzreland]LEquined
VeterinarydJournalYL1991YLcdYLeaf[j 2.4 103

265 rLnovelLmechanismLforLcontrolLofLantigenicLvariationLinLtheLhaemagglutininLgeneLfamilyLofL
mycoplasmaLsynoviae]LMoleculardMicrobiologyYL2000YLdfYLjbb[cd 4.1 100

264 SerologicalLandLgenomicLcharacterizationLofLLddiYLaLnovelLequineLgroupLrLrotavirusLxLserotype]L
JournaldofdGeneraldVirologyYL1991YLhcLULPtLfVYLbafj[ge 4.9 82

263 thickenLanemiaLvirusLVPcLisLaLnovelLdualLspecificityLproteinLphosphatase]LJournaldofdBiologicald
ChemistryYL2002YLchhYLdjfgg[hd 5.4 79

262 PrevalenceLofLwelineLthlamydiaLpsittaciLandLwelineLyerpesvirusLbLinLtatsLwithLUpperLRespiratoryL
TractLuisease]LJournaldofdVeterinarydInternaldMedicineYL1999YLbdYLbfd[bgc 3.1 79

261 rLnovelLgroupLrLrotavirusLxLserotypekLserologicalLandLgenomicLcharacterizationLofLequineLisolateL
wzcd]LJournaldofdClinicaldMicrobiologyYL1991YLcjYLcaed[g 9.7 78

260 VariationLbetweenLpathogenicLserovarsLwithinLSalmonellaLpathogenicityLislands]LJournaldofd
BacteriologyYL2003YLbifYLdgce[df 3.5 73

259 rLtype[specificLserologicalLtestLtoLdistinguishLantibodiesLtoLequineLherpesvirusesLeLandLb]LArchivesd
ofdVirologyYL1995YLbeaYLcef[fi 2.6 72

258 LymphocyticLinfiltrationLinLtheLchickenLtracheaLinLresponseLtoLMycoplasmaLgallisepticumLinfection]L
MicrobiologydlUniteddKingdommYL2000YLbegLULPtLfVYLbccd[bccj 2.9 69

257 MultiplexLpolymeraseLchainLreactionLassayLforLsimultaneousLdetectionLofLStaphylococcusLaureusL
andLstreptococcalLcausesLofLbovineLmastitis]LJournaldofdDairydScienceYL2001YLieYLbbea[i 4 66

256 MolecularLepidemiologyLofLStreptococcusLuberisLisolatesLfromLdairyLcowsLwithLmastitis]LJournaldofd
ClinicaldMicrobiologyYL2001YLdjYLbega[g 9.7 63

255 MycoplasmaLsynoviaeLhasLtwoLdistinctLphase[variableLmajorLmembraneLantigensYLoneLofLwhichLisLaL
putativeLhemagglutinin]LInfectiondanddImmunityYL1997YLgfYLcfec[h 3.7 63

254 TranscriptionLinLMycoplasmaLpneumoniae]LNucleicdAcidsdResearchYL2000YLciYLeeii[jg 20.1 61

253
vquineLrhinovirusLbLisLmoreLcloselyLrelatedLtoLfoot[and[mouthLdiseaseLvirusLthanLtoLotherL
picornaviruses]LProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL
1996YLjdYLjja[f
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252 uevelopmentLofLaLrecombinantLprotein[basedLenzyme[linkedLimmunosorbentLassayLforLdiagnosisLofL
MycoplasmaLbovisLinfectionLinLcattle]LVaccinedJournalYL2014YLcbYLbjg[cac 60

251 TheLcentralLroleLofLlipoproteinsLinLtheLpathogenesisLofLmycoplasmoses]LVeterinarydMicrobiologyYL
2011YLbfdYLee[fa 3.3 60

250 MultigeneLfamiliesLencodingLtheLmajorLhemagglutininsLinLphylogeneticallyLdistinctLmycoplasmas]L
InfectiondanddImmunityYL1998YLggYLdeha[f 3.7 59

249 UropathogenicLvirulenceLfactorsLinLisolatesLofLvscherichiaLcoliLfromLclinicalLcasesLofLcanineL
pyometraLandLfecesLofLhealthyLbitches]LVeterinarydMicrobiologyYL2003YLjeYLfh[gj 3.3 58

248 TheLorganisationLofLtheLmultigeneLfamilyLwhichLencodesLtheLmajorLcellLsurfaceLproteinYLpMxrYLofL
MycoplasmaLgallisepticum]LFEBSdLettersYL1994YLdfcYLdeh[fc 3.8 58

247 rssociationsLbetweenLtheLecologyLofLvirulentLRhodococcusLequiLandLtheLepidemiologyLofLR]LequiL
pneumoniaLonLrustralianLthoroughbredLfarms]LApplieddanddEnvironmentaldMicrobiologyYL2006YLhcYLgbfc[ga4.8 57

246 xlycoproteinLxLisLaLvirulenceLfactorLinLinfectiousLlaryngotracheitisLvirus]LJournaldofdGeneraldVirologyYL
2006YLihYLcidj[cieh 4.9 55

245 TheLcellularLimmuneLresponseLinLtheLtrachealLmucosaLtoLMycoplasmaLgallisepticumLinLvaccinatedL
andLunvaccinatedLchickensLinLtheLacuteLandLchronicLstagesLofLdisease]LVaccineYL2006YLceYLcgch[dd 4.1 54

244 uetectionLofLfelineLcalicivirusYLfelineLherpesvirusLbLandLthlamydiaLpsittaciLmucosalLswabsLbyL
multiplexLRT[PtR_PtR]LVeterinarydMicrobiologyYL2001YLibYLjf[bai 3.3 54

243 xenomicLheterogeneityLofLequineLbetaherpesviruses]LJournaldofdGeneraldVirologyYL1987YLgiLULPtLfVYLbeeb[h4.9 54

242 yumanLandLbovineLserotypeLxiLrotavirusesLmayLbeLderivedLbyLreassortment]LArchivesdofdVirologyYL
1992YLbcfYLbcb[i 2.6 52

241 rssociationLofLissLandLiucrYLbutLnotLtshYLwithLplasmid[mediatedLvirulenceLofLavianLpathogenicL
vscherichiaLcoli]LInfectiondanddImmunityYL2004YLhcYLgffe[ga 3.7 51

240 pMxrLphenotypicLvariationLinLMycoplasmaLgallisepticumLoccursLinLvivoLandLisLmediatedLbyL
trinucleotideLrepeatLlengthLvariation]LInfectiondanddImmunityYL2000YLgiYLgach[dd 3.7 50

239 vxpressionLofLtheLpMxrLgenesLofLMycoplasmaLgallisepticumLisLcontrolledLbyLvariationLinLtheLxrrL
trinucleotideLrepeatLlengthsLwithinLtheLfTLnoncodingLregions]LInfectiondanddImmunityYL1998YLggYLfidd[eb 3.7 50

238 vxpressionLofLtwoLmembersLofLtheLpMxrLgeneLfamilyLofLMycoplasmaLgallisepticumLoscillatesLandLisL
influencedLbyLpMxr[specificLantibodies]LInfectiondanddImmunityYL1998YLggYLcief[fd 3.7 49

237 RestrictionLfragmentLlengthLpolymorphismsLofLvirulenceLplasmidsLinLRhodococcusLequi]LJournaldofd
ClinicaldMicrobiologyYL1999YLdhYLdebh[ca 9.7 49

236 rsinineLherpesvirusLgenomeskLcomparisonLwithLthoseLofLtheLequineLherpesviruses]LArchivesdofd
VirologyYL1988YLbabYLbid[ja 2.6 47

235 sarriersLtoLandLenablersLofLimplementingLantimicrobialLstewardshipLprogramsLinLveterinaryL
practices]LJournaldofdVeterinarydInternaldMedicineYL2018YLdcYLbajc[bajj 3.1 45

(2018-2014)

3



234 MycoplasmaLhyopneumoniaeLmhpdhjLisLaLtacX[dependentYLsugar[nonspecificLexonucleaseLexposedL
onLtheLcellLsurface]LJournaldofdBacteriologyYL2007YLbijYLdebe[ce 3.5 45

233 MolecularLepidemiologyLofLSalmonellaLyeidelbergLinLanLequineLhospital]LVeterinarydMicrobiologyYL
2001YLiaYLif[ji 3.3 45

232 SizeLandLgenomicLlocationLofLtheLpMxrLmultigeneLfamilyLofLMycoplasmaLgallisepticum]L
MicrobiologydlUniteddKingdommYL1996YLbecLULPtLgVYLbecj[bedf 2.9 45

231 vvaluationLofLimmunologicalLresponsesLtoLaLglycoproteinLxLdeficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirus]LVaccineYL2010YLciYLbdcf[dc 4.1 44

230 thronologicalLanalysisLofLgrossLandLhistologicalLlesionsLinducedLbyLfieldLstrainsLofLfowlLadenovirusL
serotypesLbYLibLandLbbLinLone[day[oldLchickens]LAviandPathologyYL2015YLeeYLbag[bd 2.4 41

229 StrainLdifferentiationLofLisolatesLofLstreptococciLfromLbovineLmastitisLbyLpulsed[fieldLgelL
electrophoresis]LMoleculardanddCellulardProbesYL1997YLbbYLdej[fe 3.3 41

228 uetectionLandLstrainLdifferentiationLofLfelineLcalicivirusLinLconjunctivalLswabsLbyLRT[PtRLofLtheL
hypervariableLregionLofLtheLcapsidLproteinLgene]LArchivesdofdVirologyYL1998YLbedYLbdcb[de 2.6 41

227 znfectiousLbronchitisLvirusesLwithLaLnovelLgenomicLorganization]LJournaldofdVirologyYL2008YLicYLcabd[ce 6.6 41

226 tolonizationLofLtheLrespiratoryLtractLbyLaLvirulentLstrainLofLavianLvscherichiaLcoliLrequiresLcarriageLofL
aLconjugativeLplasmid]LInfectiondanddImmunityYL2000YLgiYLbfdf[eb 3.7 40

225 thallengesLandLrecentLadvancementsLinLinfectiousLlaryngotracheitisLvirusLvaccines]LAviandPathologyYL
2013YLecYLbjf[caf 2.4 39

224 vpidemiologyLofLRhodococcusLequiLstrainsLonLThoroughbredLhorseLfarms]LApplieddandd
EnvironmentaldMicrobiologyYL2001YLghYLcbgh[hf 4.8 39

223 wirstLcompleteLgenomeLsequenceLofLinfectiousLlaryngotracheitisLvirus]LBMCdGenomicsYL2011YLbcYLbjh 4.5 38

222
MultiplexLpolymeraseLchainLreactionLasLaLmastitisLscreeningLtestLforLStaphylococcusLaureusYL
StreptococcusLagalactiaeYLStreptococcusLdysgalactiaeLandLStreptococcusLuberisLinLbulkLmilkL
samples]LJournaldofdDairydResearchYL2003YLhaYLbej[ff

1.6 38

221 vxpressionLstudiesLonLfourLmembersLofLtheLpMxrLmultigeneLfamilyLinLMycoplasmaLgallisepticumL
Sg]LMicrobiologydlUniteddKingdommYL1995YLbebLULPtLbbVYLdaaf[be 2.9 38

220 RapidLPtRLdetectionLofLSalmonellaLinLhorseLfaecalLsamples]LVeterinarydMicrobiologyYL2001YLhjYLgd[he 3.3 37

219
tomparisonLofLtheLPolymeraseLthainLReactionLandLtultureLforLtheLuetectionLofLwelineLthlamydiaL
psittaciLinLUntreatedLandLuoxycycline[TreatedLvxperimentallyLznfectedLtats]LJournaldofdVeterinaryd
InternaldMedicineYL1999YLbdYLbeg[bfc

3.1 36

218 uevelopmentLofLaLSYsRLxreenLquantitativeLpolymeraseLchainLreactionLassayLforLrapidLdetectionL
andLquantificationLofLinfectiousLlaryngotracheitisLvirus]LAviandPathologyYL2011YLeaYLcdh[ec 2.4 35

217 xenotypingLtryptosporidiumLparvumLbyLsingle[strandLconformationLpolymorphismLanalysisLofL
ribosomalLandLheatLshockLgeneLregions]LElectrophoresisYL2001YLccYLedd[h 3.6 35
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216 vpidemiologyLofLequineLherpesvirusLcLUequineLcytomegalovirusV]LJournaldofdClinicaldMicrobiologyYL
1987YLcfYLbd[g 9.7 35

215 tomparisonLofLconcentrationsLofLRhodococcusLequiLandLvirulentLR]LequiLinLairLofLstablesLandL
paddocksLonLhorseLbreedingLfarmsLinLaLtemperateLclimate]LEquinedVeterinarydJournalYL2006YLdiYLcgd[f 2.4 34

214 rLhighLprevalenceLofLbeakLandLfeatherLdiseaseLvirusLinLnon[psittacineLrustralianLbirds]LJournaldofd
MedicaldMicrobiologyYL2017YLggYLbaaf[babd 3.2 34

213 rntimicrobialLPrescribingLinLuogsLandLtatsLinLrustraliakLResultsLofLtheLrustralasianLznfectiousL
uiseaseLrdvisoryLPanelLSurvey]LJournaldofdVeterinarydInternaldMedicineYL2017YLdbYLbbaa[bbah 3.1 33

212 xlycoproteinLxLdeficientLinfectiousLlaryngotracheitisLvirusLisLaLcandidateLattenuatedLvaccine]L
VaccineYL2007YLcfYLdfgb[g 4.1 33

211 PrevalenceLofLxLandLPLserotypesLamongLequineLrotavirusesLinLtheLfaecesLofLdiarrhoeicLfoals]L
ArchivesdofdVirologyYL1996YLbebYLbahh[ij 2.6 33

210 vxaminationLofLMycoplasmaLgallisepticumLstrainsLusingLrestrictionLendonucleaseLuNrLanalysisLandL
uNr[uNrLhybridisation]LAviandPathologyYL1988YLbhYLffj[ha 2.4 33

209 rLglycoproteinLz[LandLglycoproteinLv[deficientLmutantLofLinfectiousLlaryngotracheitisLvirusLexhibitsL
impairedLcell[to[cellLspreadLinLculturedLcells]LArchivesdofdVirologyYL2006YLbfbYLbcib[j 2.6 32

208 zdentificationLofLfourLVPeLserologicalLtypesLUPLserotypesVLofLbovineLrotavirusLusingLviralL
reassortants]LJournaldofdGeneraldVirologyYL1992YLhdLULPtLjVYLcdbj[cf 4.9 32

207 Site[directedLmutagenesisLofLtheLVPcLgeneLofLthickenLanemiaLvirusLaffectsLvirusLreplicationYL
cytopathologyLandLhost[cellLMytLclassLzLexpression]LJournaldofdGeneraldVirologyYL2006YLihYLicd[idb 4.9 31

206 rLgeneLfamilyLinLMycoplasmaLimitansLcloselyLrelatedLtoLtheLpMxrLfamilyLofLMycoplasmaL
gallisepticum]LMicrobiologydlUniteddKingdommYL1999YLbefLULPtLiVYLcajf[cbad 2.9 31

205 PrevalenceLofLtheLvirulence[associatedLgeneLofLRhodococcusLequiLinLisolatesLfromLinfectedLfoals]L
JournaldofdClinicaldMicrobiologyYL1997YLdfYLbgec[e 9.7 31

204 WholeLgenomeLsequenceLanalysisLofLrustralianLavianLpathogenicLvscherichiaLcoliLthatLcarryLtheL
classLbLintegraseLgene]LMicrobialdGenomicsYL2019YLfYL 4.4 31

203 uifferentialLsensitivityLofLcultureLandLtheLpolymeraseLchainLreactionLforLdetectionLofLfelineL
herpesvirusLbLinLvaccinatedLandLunvaccinatedLcats]LArchivesdofdVirologyYL1997YLbecYLgf[he 2.6 29

202
tomparisonLofLtheLsafetyLandLprotectiveLefficacyLofLvaccinationLwithLglycoprotein[x[deficientL
infectiousLlaryngotracheitisLvirusLdeliveredLviaLeye[dropYLdrinkingLwaterLorLaerosol]LAviandPathologyYL
2008YLdhYLid[i

2.4 29

201 vmbryonicLageLinfluencesLtheLcapacityLforLcytokineLinductionLinLchickenLthymocytes]LImmunologyYL
2003YLbbaYLdfi[gh 7.8 29

200 LatencyLofLequineLherpesvirusLeLUequineLrhinopneumonitisLvirusV]LVeterinarydRecordYL1988YLbcdYLfbi[j 0.9 29

199 PhylogeneticLandLmolecularLepidemiologicalLstudiesLrevealLevidenceLofLmultipleLpastL
recombinationLeventsLbetweenLinfectiousLlaryngotracheitisLviruses]LPLoSdONEYL2013YLiYLeffbcb 3.7 28
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198 tomparisonLofLthlamydiaLpsittaciLfromLcatsLwithLupperLrespiratoryLtractLdiseaseLbyLpolymeraseL
chainLreactionLanalysisLofLtheLomprLgene]LVeterinarydRecordYL1997YLbeaYLdba[d 0.9 28

197 rLmodelLforLcysticLendometrialLhyperplasia_pyometraLcomplexLinLtheLbitch]LTheriogenologyYL2006YL
ggYLbfda[g 2.8 28

196 tomparativeLanalysisLofLtheLcompleteLgenomeLsequencesLofLtwoLrustralianLoriginLliveLattenuatedL
vaccinesLofLinfectiousLlaryngotracheitisLvirus]LVaccineYL2011YLcjYLjfid[h 4.1 27

195 uetectionLofLvirulentLRhodococcusLequiLinLexhaledLairLsamplesLfromLnaturallyLinfectedLfoals]L
JournaldofdClinicaldMicrobiologyYL2009YLehYLhde[h 9.7 27

194 TheLconservedLportionLofLtheLputativeLvirulenceLregionLcontributesLtoLvirulenceLofLavianLpathogenicL
vscherichiaLcoli]LMicrobiologydlUniteddKingdommYL2009YLbffYLefa[ega 2.9 27

193 vvidenceLforLtwoLserotypeLxdLsubtypesLamongLequineLrotaviruses]LJournaldofdClinicaldMicrobiologyYL
1992YLdaYLeif[jb 9.7 27

192 vquineLrotaviruses[[currentLunderstandingLandLcontinuingLchallenges]LVeterinarydMicrobiologyYL
2013YLbghYLbdf[ee 3.3 26

191
uevelopmentLofLaLreplicableLoritLplasmidLforLMycoplasmaLgallisepticumLandLMycoplasmaLimitansYL
andLgeneLdisruptionLthroughLhomologousLrecombinationLinLM]Lgallisepticum]LMicrobiologydlUnitedd
KingdommYL2008YLbfeYLcfhb[cfia

2.9 26

190 rgeLrelatedLdifferencesLinLtheLimmuneLresponseLtoLvaccinationLandLinfectionLwithLMycoplasmaL
gallisepticum]LVaccineYL2006YLceYLbgih[jc 4.1 26

189 RotavirusLserotypeLxdLpredominatesLinLhorses]LJournaldofdClinicaldMicrobiologyYL1992YLdaYLfj[gc 9.7 26

188 PopulationLwideLassessmentLofLantimicrobialLuseLinLdogsLandLcatsLusingLaLnovelLdataLsourceL[LrL
cohortLstudyLusingLpetLinsuranceLdata]LVeterinarydMicrobiologyYL2018YLccfYLde[dj 3.3 26

187 tomparativeLinLvivoLsafetyLandLefficacyLofLaLglycoproteinLx[deficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirusLdeliveredLviaLeyeLdrop]LAviandPathologyYL2011YLeaYLebb[h 2.4 25

186 uevelopmentLandLapplicationLofLanLaerosolLchallengeLmethodLforLreproductionLofLavianL
colibacillosis]LAviandPathologyYL1998YLchYLfaf[bb 2.4 25

185 PrevalenceLofLfelineLthlamydiaLpsittaciLandLfelineLherpesvirusLbLinLcatsLwithLupperLrespiratoryLtractL
disease]LJournaldofdVeterinarydInternaldMedicineYL1999YLbdYLbfd[gc 3.1 25

184 NaturalLrecombinationLinLalphaherpesviruseskLznsightsLintoLviralLevolutionLthroughLfullLgenomeL
sequencingLandLsequenceLanalysis]LInfectionpdGeneticsdanddEvolutionYL2017YLejYLbhe[bif 4.5 24

183 PhysicalLmappingLofLaLgenomeLofLequineLherpesvirusLcLUequineLcytomegalovirusV]LArchivesdofd
VirologyYL1989YLbaeYLhh[ig 2.6 24

182 TheLmajorLmembraneLnucleaseLMnurLdegradesLneutrophilLextracellularLtrapsLinducedLbyL
MycoplasmaLbovis]LVeterinarydMicrobiologyYL2018YLcbiYLbd[bj 3.3 23

181
wullLgenomeLanalysisLofLrustralianLinfectiousLbronchitisLvirusesLsuggestsLfrequentLrecombinationL
eventsLbetweenLvaccineLstrainsLandLmultipleLphylogeneticallyLdistantLavianLcoronavirusesLofL
unknownLorigin]LVeterinarydMicrobiologyYL2016YLbjhYLch[di

3.3 23
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180 VeterinaryLStudentsTLΔnowledgeLandLPerceptionsLrboutLrntimicrobialLStewardshipLandL
siosecurity[rLNationalLSurvey]LAntibioticsYL2018YLhYL 4.9 23

179 TheLMycoplasmaLgallisepticumLvirulenceLfactorLlipoproteinLMslrLisLaLnovelLpolynucleotideLbindingL
protein]LInfectiondanddImmunityYL2013YLibYLdcca[g 3.7 23

178 TheLroleLofLMannheimiaLspeciesLinLovineLmastitis]LVeterinarydMicrobiologyYL2011YLbfdYLgh[hc 3.3 23

177 xeneticLcharacterizationLofLtryptosporidiumLparvumLfromLcalvesLbyLmutationLscanningLandL
targetedLsequencing[[zoonoticLimplications]LElectrophoresisYL2009YLdaYLcgea[h 3.6 23

176 MycoplasmaLhyopneumoniaeLpgfLsurfaceLlipoproteinLisLaLlipolyticLenzymeLwithLaLpreferenceLforL
shorter[chainLfattyLacids]LJournaldofdBacteriologyYL2004YLbigYLfhja[i 3.5 23

175 xeneticLMechanismsLofLSurfaceLVariationL2002YLebh[eed 23

174 PhysicalLmappingLofLtheLgenomicLheterogeneityLofLisolatesLofLequineLherpesvirusLcLUequineL
cytomegalovirusV]LArchivesdofdVirologyYL1989YLbaeYLih[je 2.6 23

173 xrowthLkineticsLandLtransmissionLpotentialLofLexistingLandLemergingLfieldLstrainsLofLinfectiousL
laryngotracheitisLvirus]LPLoSdONEYL2015YLbaYLeabcacic 3.7 23

172 vvaluationLofLanLzgxLvnzyme[LinkedLzmmunosorbentLrssayLasLaLSerologicalLrssayLforLuetectionLofL
MycoplasmaLbovisLznfectionLinLweedlotLtattle]LJournaldofdClinicaldMicrobiologyYL2016YLfeYLbcgj[hf 9.7 23

171 TheLimmunoreactiveLbbgLkuaLsurfaceLproteinLofLMycoplasmaLpneumoniaeLisLencodedLinLanLoperon]L
MicrobiologydlUniteddKingdommYL1997YLbedLULPtLbaVYLddjb[deac 2.9 22

170
zdentificationLandLdifferentiationLofLavirulentLandLvirulentLRhodococcusLequiLusingLselectiveLmediaL
andLcolonyLblottingLuNrLhybridizationLtoLdetermineLtheirLconcentrationsLinLtheLenvironment]L
VeterinarydMicrobiologyYL2004YLbaaYLbcb[h

3.3 22

169 wull[lengthLinfectiousLcloneLofLaLpathogenicLrustralianLisolateLofLchickenLanaemiaLvirus]LAustraliand
VeterinarydJournalYL2000YLhiYLgdh[ea 1.2 22

168 xenesLfoundLessentialLinLotherLmycoplasmasLareLdispensableLinLMycoplasmaLbovis]LPLoSdONEYL2014YL
jYLejhbaa 3.7 21

167 TheLvlhrLlociLofLMycoplasmaLsynoviaeLareLconfinedLtoLaLrestrictedLregionLofLtheLgenome]L
MicrobiologydlUniteddKingdommYL2005YLbfbYLjdf[jea 2.9 21

166 vvidenceLofLwidespreadLnaturalLrecombinationLamongLfieldLisolatesLofLequineLherpesvirusLeLbutLnotL
amongLfieldLisolatesLofLequineLherpesvirusLb]LJournaldofdGeneraldVirologyYL2016YLjhYLheh[hff 4.9 21

165 rntimicrobialsLusedLforLsurgicalLprophylaxisLbyLcompanionLanimalLveterinariansLinLrustralia]L
VeterinarydMicrobiologyYL2017YLcadYLdab[dah 3.3 20

164 ueepLsequencingLofLtheLuterineLimmuneLresponseLtoLbacteriaLduringLtheLequineLoestrousLcycle]L
BMCdGenomicsYL2015YLbgYLjde 4.5 20

163
yorizontalLtransmissionLdynamicsLofLaLglycoproteinLxLdeficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirusLandLtheLeffectLofLvaccinationLonLtransmissionLofLvirulentLvirus]L
VaccineYL2011YLcjYLfgjj[hae

4.1 20
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162 Plasmid[borneLvirulence[associatedLgenesLhaveLaLconservedLorganizationLinLvirulentLstrainsLofLavianL
pathogenicLvscherichiaLcoli]LJournaldofdClinicaldMicrobiologyYL2009YLehYLcfbd[j 9.7 20

161 NaturallyLoccurringLrecombinationLbetweenLdistantLstrainsLofLinfectiousLbronchitisLvirus]LArchivesdofd
VirologyYL2010YLbffYLbfib[g 2.6 20

160 MutationLofLchickenLanemiaLvirusLVPcLdifferentiallyLaffectsLserine_threonineLandLtyrosineLproteinL
phosphataseLactivities]LJournaldofdGeneraldVirologyYL2005YLigYLgcd[gda 4.9 20

159
tomparisonLofLtheLpolymeraseLchainLreactionLandLcultureLforLtheLdetectionLofLfelineLthlamydiaL
psittaciLinLuntreatedLandLdoxycycline[treatedLexperimentallyLinfectedLcats]LJournaldofdVeterinaryd
InternaldMedicineYL1999YLbdYLbeg[fc

3.1 20

158 ViralLloadLinLb[day[oldLandLg[week[oldLchickensLinfectedLwithLchickenLanaemiaLvirusLbyLtheL
intraocularLroute]LAviandPathologyYL2006YLdfYLehb[e 2.4 19

157 RapidLdifferentiationLofLcurrentLinfectiousLbronchitisLvirusLvaccineLstrainsLandLfieldLisolatesLinL
rustralia]LAustraliandVeterinarydJournalYL2006YLieYLfj[gc 1.2 19

156 ReproductionLofLrespiratoryLmycoplasmosisLinLcalvesLbyLexposureLtoLanLaerosolisedLcultureLofL
MycoplasmaLbovis]LVeterinarydMicrobiologyYL2017YLcbaYLbgh[bhd 3.3 18

155 UropathogenicLvirulenceLfactorLwimyLfacilitatesLbindingLofLuteropathogenicLvscherichiaLcoliLtoL
canineLendometrium]LComparativedImmunologypdMicrobiologydanddInfectiousdDiseasesYL2012YLdfYLegb[h 2.6 18

154 znfectiousLbronchitisLvirusesLwithLnaturallyLoccurringLgenomicLrearrangementLandLgeneLdeletion]L
ArchivesdofdVirologyYL2011YLbfgYLcef[fc 2.6 18

153 MannheimiaLspeciesLassociatedLwithLovineLmastitis]LJournaldofdClinicaldMicrobiologyYL2010YLeiYLdebj[cc 9.7 18

152 OutbreakLofLequineLendometritisLcausedLbyLaLgenotypicallyLidenticalLstrainLofLPseudomonasL
aeruginosa]LJournaldofdVeterinarydDiagnosticdInvestigationYL2011YLcdYLbcdg[j 1.5 18

151 xaprXLMycoplasmaLgallisepticumLts[bbLhasLimprovedLvaccineLcharacteristics]LMicrobiologydlUnitedd
KingdommYL2011YLbfhYLbhea[bhej 2.9 18

150 uifferentialLexpressionLofLlipoproteinLgenesLinLMycoplasmaLpneumoniaeLafterLcontactLwithLhumanL
lungLepithelialLcellsYLandLunderLoxidativeLandLacidicLstress]LBMCdMicrobiologyYL2008YLiYLbce 4.5 18

149 LipoproteinLmultigeneLfamiliesLinLMycoplasmaLpneumoniae]LJournaldofdBacteriologyYL2006YLbiiYLfdjd[j 3.5 18

148 zwN[gammaLenhancesLimmuneLresponsesLtoLv]LcoliLinfectionLinLtheLchicken]LJournaldofdInterferondandd
CytokinedResearchYL2007YLchYLjdh[eg 3.5 18

147 tomparativeLMetabolomicsLofLandLRevealsLwundamentalLuifferencesLinLrctiveLMetabolicLPathwaysL
andLSuggestsLNovelLxeneLrnnotations]LMSystemsYL2017YLcYL 7.6 17

146 tharacterisationLofLtheLcourseLofLMycoplasmaLbovisLinfectionLinLnaturallyLinfectedLdairyLherds]L
VeterinarydMicrobiologyYL2019YLcdbYLbah[bbf 3.3 17

145 uisruptionLofLtheLmembraneLnucleaseLgeneLUMsOVPxef_acbfVLofLMycoplasmaLbovisLgreatlyL
reducesLcellularLnucleaseLactivity]LJournaldofdBacteriologyYL2015YLbjhYLbfej[fi 3.5 17
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144 MembraneLproteinsLofLMycoplasmaLbovisLandLtheirLroleLinLpathogenesis]LResearchdindVeterinaryd
ScienceYL2013YLjfYLdcb[f 2.5 17

143 rpplicationLofLhigh[resolutionLmeltLcurveLanalysisLforLclassificationLofLinfectiousLbronchitisLvirusesL
inLfieldLspecimens]LAustraliandVeterinarydJournalYL2010YLiiYLeai[bd 1.2 17

142
TypingLinfectiousLbronchitisLvirusLstrainsLusingLreverseLtranscription[polymeraseLchainLreactionLandL
restrictionLfragmentLlengthLpolymorphismLanalysisLtoLcompareLtheLdTLh]fLkbLofLtheirLgenomes]L
AviandPathologyYL2006YLdfYLgd[j

2.4 17

141 vquineLherpesvirusLgenomeskLheterogeneityLofLnaturallyLoccurringLtypeLeLisolatesLandLofLaLtypeLbL
isolateLafterLheterologousLcellLpassage]LArchivesdofdVirologyYL1986YLjbYLdhf[ib 2.6 17

140
zndirectLenzyme[linkedLimmunosorbentLassayLforLdetectionLofLimmunoglobulinLxLreactiveLwithLaL
recombinantLproteinLexpressedLfromLtheLgeneLencodingLtheLbbg[kilodaltonLproteinLofLMycoplasmaL
pneumoniae]LJournaldofdClinicaldMicrobiologyYL1999YLdhYLbace[j

9.7 17

139 TonsLisLessentialLforLvirulenceLinLavianLpathogenicLvscherichiaLcoli]LComparativedImmunologypd
MicrobiologydanddInfectiousdDiseasesYL2012YLdfYLbcj[di 2.6 16

138 uetectionLofLaLnovelLgammaherpesvirusLinLkoalasLUPhascolarctosLcinereusV]LJournaldofdWildlifed
DiseasesYL2011YLehYLhih[jb 1.3 16

137 ΔineticsLofLtranscriptionLofLinfectiousLlaryngotracheitisLvirusLgenes]LComparativedImmunologypd
MicrobiologydanddInfectiousdDiseasesYL2012YLdfYLbad[bf 2.6 15

136 MalwLisLessentialLforLpersistenceLofLMycoplasmaLgallisepticumLinLvivo]LMicrobiologydlUnitedd
KingdommYL2013YLbfjYLbefj[beha 2.9 15

135 zsolationLandLcharacterizationLofLaLnovelLherpesvirusLfromLaLfree[rangingLeasternLgreyLkangarooL
UMacropusLgiganteusV]LJournaldofdWildlifedDiseasesYL2013YLejYLbed[fb 1.3 15

134 MycoplasmaLsynoviaeLsurfaceLproteinLMSPsLasLaLrecombinantLantigenLinLanLindirectLvLzSr]L
MicrobiologydlUniteddKingdommYL1999YLbefLULPtLiVYLcaih[caje 2.9 15

133 uevelopmentLandLapplicationLofLaLTaqManLsingleLnucleotideLpolymorphismLgenotypingLassayLtoL
studyLinfectiousLlaryngotracheitisLvirusLrecombinationLinLtheLnaturalLhost]LPLoSdONEYL2017YLbcYLeabhefja3.7 15

132
RecommendedLrejectionLofLtheLnamesLgen]Lnov]YLgen]Lnov]YLgen]Lnov]YLfam]Lnov]YLfam]Lnov]YLord]Lnov]YL
gen]Lnov]YLgen]Lnov]L[xuptaYLSawnaniYLrdeoluYLrlnajarLandLOrenLcabi]LandLallLproposedLspeciesL
comb]Lnov]LplacedLtherein]LInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL2019YL
gjYLdgfa[dgfd

2.2 15

131
TwoLsubspeciesLofLbent[wingedLbatsLUMiniopterusLorianaeLbassaniiLandLoceanensisVLinLsouthernL
rustraliaLhaveLdiverseLfungalLskinLfloraLbutLnotLPseudogymnoascusLdestructans]LPLoSdONEYL2018YL
bdYLeacaecic

3.7 15

130 rntimicrobialLlabellingLinLrustraliakLaLthreatLtoLantimicrobialLstewardshipp]LAustraliandVeterinaryd
JournalYL2018YLjgYLbfb[bfe 1.2 15

129 rntimicrobialsLusedLforLsurgicalLprophylaxisLbyLequineLveterinaryLpractitionersLinLrustralia]LEquined
VeterinarydJournalYL2018YLfaYLgf[hc 2.4 14

128 vvaluationLofLaLnovelLstrainLofLinfectiousLbronchitisLvirusLemergedLasLaLresultLofLspikeLgeneL
recombinationLbetweenLtwoLhighlyLdivergedLparentLstrains]LAviandPathologyYL2014YLedYLcej[fh 2.4 14

127 TheLvffectLofLanLrlternateLStartLtodonLonLyeterologousLvxpressionLofLaLPhorLwusionLProteinLinL
MycoplasmaLgallisepticum]LPLoSdONEYL2015YLbaYLeabchjbb 3.7 14

(2015-2013)

9



126 yomotypicLandLheterotypicLserumLandLmilkLantibodyLtoLrotavirusLinLnormalYLinfectedLandL
vaccinatedLhorses]LVeterinarydMicrobiologyYL1991YLchYLcdb[ee 3.3 14

125 zmpactsLofLpoultryLvaccinationLonLvirusesLofLwildLbird]LCurrentdOpiniondindVirologyYL2016YLbjYLcd[j 7.5 14

124
xeneticLuiversityLofLznfectiousLLaryngotracheitisLVirusLduringLtoinfectionLParallelsLViralLReplicationL
andLrrisesLfromLRecombinationLyotLSpotsLwithinLtheLxenome]LApplieddanddEnvironmentald
MicrobiologyYL2017YLidYL

4.8 13

123 SafetyLandLvaccineLefficacyLofLaLglycoproteinLxLdeficientLstrainLofLinfectiousLlaryngotracheitisLvirusL
deliveredLinLovo]LVaccineYL2012YLdaYLhbjd[i 4.1 13

122 zsLthlamydophilaLfelisLaLsignificantLzoonoticLpathogenp]LAustraliandVeterinarydJournalYL2004YLicYLgjf[g 1.2 13

121 LowLgeneticLdiversityLamongLhistoricalLandLcontemporaryLclinicalLisolatesLofLfelidLherpesvirusLb]L
BMCdGenomicsYL2016YLbhYLhae 4.5 13

120 xenomicLzslandLbsLVariantLwoundLinLaLSequenceLTypeLbbhLrvianLPathogenicLvscherichiaLcoliLzsolate]L
MSphereYL2019YLeYL 5 12

119 uevelopmentLofLaLMycoplasmaLgallisepticumLinfectionLmodelLinLturkeys]LAviandPathologyYL2015YLeeYLdf[ec2.4 12

118 TheLxeneLandLPutativeLPeptidaseLxenesLMayLseLRequiredLforLVirulenceLinLMycoplasmaL
gallisepticum]LInfectiondanddImmunityYL2017YLifYL 3.7 11

117 uetectionLofLaLsecondLnovelLgammaherpesvirusLinLaLfree[rangingLkoalaLUPhascolarctosLcinereusV]L
JournaldofdWildlifedDiseasesYL2012YLeiYLccg[j 1.3 11

116 tomparisonLofLtwoLselectiveLmediaLforLtheLrecoveryYLisolationYLenumerationLandLdifferentiationLofL
RhodococcusLequi]LVeterinarydMicrobiologyYL2007YLbbjYLdce[j 3.3 11

115 zL[biLexpressionLinLpigsLfollowingLinfectionLwithLMycoplasmaLhyopneumoniae]LJournaldofdInterferond
anddCytokinedResearchYL2006YLcgYLgdh[ee 3.5 11

114 uetectionLofLantibodiesLtoLMycoplasmaLgallisepticumLvaccineLts[bbLbyLanLautologousLpMxrL
enzyme[linkedLimmunosorbentLassay]LAviandDiseasesYL2002YLegYLeaf[bb 1.6 11

113 xeneticLdiversityLofLMycoplasmaLargininiLisolatesLbasedLonLmultilocusLsequenceLtyping]LVeterinaryd
MicrobiologyYL2015YLbiaYLbcd[i 3.3 10

112 xenomeLanalysisLofLMycoplasmaLsynoviaeLstrainLMS[yYLtheLmostLcommonLM]LsynoviaeLstrainLwithLaL
worldwideLdistribution]LBMCdGenomicsYL2018YLbjYLbbh 4.5 10

111
zdentificationLofLaLnewLgeneticLmarkerLinLMycoplasmaLsynoviaeLvaccineLstrainLMS[yLandL
developmentLofLaLstrategyLusingLpolymeraseLchainLreactionLandLhigh[resolutionLmeltingLcurveL
analysisLforLdifferentiatingLMS[yLfromLfieldLstrains]LVeterinarydMicrobiologyYL2017YLcbaYLej[ff

3.3 10

110 rnalysisLofLtheLcompleteLgenomicLsequencesLofLtwoLvirusLsubpopulationsLofLtheLrustralianL
infectiousLbronchitisLvirusLvaccineLVicS]LAviandPathologyYL2015YLeeYLbic[jb 2.4 10

109
uevelopmentLandLimmunogenicityLofLrecombinantLxaprUXVLMycoplasmaLgallisepticumLvaccineL
strainLts[bbLexpressingLinfectiousLbronchitisLvirus[SbLglycoproteinLandLchickenLinterleukin[g]LVaccine
YL2011YLcjYLdbjh[caf

4.1 10
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108 rttenuationLofLchickenLanemiaLvirusLbyLsite[directedLmutagenesisLofLVPc]LJournaldofdGenerald
VirologyYL2007YLiiYLcbgi[cbhf 4.9 10

107 ReviewkLWaterLmedicationLofLgrowingLpigskLsourcesLofLbetween[animalLvariabilityLinLsystemicL
exposureLtoLantimicrobials]LAnimalYL2019YLbdYLdadb[daea 3.1 9

106 vvidenceLofLapoptosisLinducedLbyLviralLproteinLcLofLchickenLanaemiaLvirus]LArchivesdofdVirologyYL2015
YLbgaYLcffh[gd 2.6 9

105 TheLroleLofLTypeLbYLPLandLSLfimbriaeLinLbindingLofLvscherichiaLcoliLtoLtheLcanineLendometrium]L
VeterinarydMicrobiologyYL2013YLbgeYLdjj[eae 3.3 9

104 rLnovelLtransposonLconstructLexpressingLPhorLwithLpotentialLforLstudyingLproteinLexpressionLandL
translocationLinLMycoplasmaLgallisepticum]LBMCdMicrobiologyYL2012YLbcYLbdi 4.5 9

103 vxplorationLofLantibioticLresistanceLrisksLinLaLveterinaryLteachingLhospitalLwithLOxfordLNanoporeL
longLreadLsequencing]LPLoSdONEYL2019YLbeYLeacbhgaa 3.7 8

102 uevelopmentLandLapplicationLofLmolecularLmethodsLUPtRVLforLdetectionLofLTasmanianLrtlanticL
salmonLreovirus]LJournaldofdFishdDiseasesYL2015YLdiYLhdj[fe 2.6 8

101 rntibioticLResistanceLxenesLinLrntibiotic[wreeLthickenLwarms]LAntibioticsYL2020YLjYL 4.9 8

100 rntimicrobialLsusceptibilityLtestingLbyLrustralianLveterinaryLdiagnosticLlaboratories]LAustraliand
VeterinarydJournalYL2018YLjgYLbec[beg 1.2 8

99 vvaluationLofLMycoplasmaLgallisepticumLUMxVLts[daeLvaccineLasLaLliveLattenuatedLvaccineLinLturkeys]L
VaccineYL2018YLdgYLceih[cejd 4.1 8

98 MetaboliteLprofilingLofLMycoplasmaLgallisepticumLmutantsYLcombinedLwithLbioinformaticLanalysisYL
canLrevealLtheLlikelyLfunctionsLofLvirulence[associatedLgenes]LVeterinarydMicrobiologyYL2018YLccdYLbga[bgh3.3 8

97 SequenceLdiversityYLcytotoxicityLandLantigenicLsimilaritiesLofLtheLleukotoxinLofLisolatesLofL
MannheimiaLspeciesLfromLmastitisLinLdomesticLsheep]LVeterinarydMicrobiologyYL2014YLbheYLbhc[j 3.3 8

96 yistochemicalLandLmorphometricLcharacterizationLofLbroncho[pneumoniaLinLcalvesLcausedLbyL
infectionLwithLMycoplasmaLbovis]LVeterinarydMicrobiologyYL2012YLbfiYLcca[e 3.3 8

95 tross[sectionalLstudyLofLantimicrobialsLusedLforLsurgicalLprophylaxisLbyLbovineLveterinaryL
practitionersLinLrustralia]LVeterinarydRecordYL2017YLbibYLecg 0.9 8

94 uevelopmentLandLimmunogenicityLofLrecombinantLMycoplasmaLgallisepticumLvaccineLstrainLts[bbL
expressingLchickenLzwN[gamma]LVaccineYL2008YLcgYLfeej[fe 4.1 8

93 vvaluationLofLchickenLanaemiaLvirusLmutantsLasLpotentialLvaccineLstrainsLinLb[day[oldLchickens]L
AviandPathologyYL2008YLdhYLbaj[be 2.4 8

92 yomologueLofLmacrophage[activatingLlipoproteinLinLMycoplasmaLgallisepticumLisLnotLessentialLforL
growthLandLpathogenicityLinLtrachealLorganLcultures]LJournaldofdBacteriologyYL2003YLbifYLcfdi[eh 3.5 8

91 zmprovedLdetectionLofLantibodiesLtoLMycoplasmaLsynoviaeLvaccineLMS[yLusingLanLautologousL
recombinantLMSPsLenzyme[linkedLimmunosorbentLassay]LAviandPathologyYL2002YLdbYLgbb[h 2.4 8

(2002-2007)
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90 zmmunologicalLandLbiochemicalLcharacterizationLofLmembraneLproteins]LMethodsdindMoleculard
BiologyYL1998YLbaeYLchj[ji 1.4 8

89 rntimicrobialLresistanceLandLepidemiologyLofLvscherichiaLcoliLinLbroilerLbreederLchickens]LAviand
PathologyYL1996YLcfYLfjb[gaf 2.4 8

88 MolecularLepidemiologyLofLanLoutbreakLofLclinicalLmastitisLinLsheepLcausedLbyLMannheimiaL
haemolytica]LVeterinarydMicrobiologyYL2016YLbjbYLic[h 3.3 8

87 rntimicrobialLdosingLforLcommonLequineLdrugskLaLcontentLreviewLandLpracticalLadviceLforL
veterinariansLinLrustralia]LAustraliandVeterinarydJournalYL2019YLjhYLbad[bah 1.2 7

86 vfficacyLofLcitricLacidLandLsodiumLhypochloriteLasLdisinfectantsLagainstLMycoplasmaLbovis]L
VeterinarydMicrobiologyYL2020YLcedYLbaigda 3.3 7

85
uifferentialLResponseLofLtheLthickenLTracheaLtoLthronicLznfectionLwithLVirulentLMycoplasmaL
gallisepticumLStrainLrpdrSLandLVaxsafeLMxLUStrainLts[daeVkLaLTranscriptionalLProfile]LInfectiondandd
ImmunityYL2020YLiiYL

3.7 7

84 OestrousLcycle[dependentLequineLuterineLimmuneLresponseLtoLinducedLinfectiousLendometritis]L
VeterinarydResearchYL2016YLehYLbba 3.8 7

83 tlinicalLevaluationLofLaLpeptide[vLzSrLbasedLuponLN[terminalLs[cellLepitopeLofLtheLVaprLproteinLforL
diagnosisLofLRhodococcusLequiLpneumoniaLinLfoals]LZoonosesdanddPublicdHealthYL2006YLfdYLbcg[dc 7

82 znductionLofLenzooticLpneumoniaLinLpigsLbyLtheLadministrationLofLanLaerosolLofLinLvitro[culturedL
MycoplasmaLhyopneumoniae]LVeterinarydRecordYL2002YLbfaYLj[bb 0.9 7

81 zncreasedLsensitivityLofLaLrotavirusLserotypingLenzyme[linkedLimmunosorbentLassayLbyLtheL
incorporationLofLtatlc]LJournaldofdVirologicaldMethodsYL1991YLddYLcjj[dae 2.6 7

80 SpasticLparesisLinLaLPollLyerefordLheifer]LAustraliandVeterinarydJournalYL1986YLgdYLdgh[j 1.2 7

79 uurationLofLprotectiveLimmunityLinducedLbyLMycoplasmaLgallisepticumLstrainLts[daeLvaccineLinL
chickens]LVeterinarydMicrobiologyYL2020YLcfbYLbaiiid 3.3 7

78 MycoplasmaLbovisLantibodyLdynamicsLinLnaturallyLexposedLdairyLcalvesLaccordingLtoLtwoLdiagnosticL
tests]LBMCdVeterinarydResearchYL2018YLbeYLcfi 2.7 7

77 zmmuneLresponsesLtoLvaccinationLandLinfectionLwithLMycoplasmaLgallisepticumLinLturkeys]LAviand
PathologyYL2017YLegYLege[ehd 2.4 6

76 rLcombinedLmetabolomicLandLbioinformaticLapproachLtoLinvestigateLtheLfunctionLofLtransportL
proteinsLofLtheLimportantLpathogenLMycoplasmaLbovis]LVeterinarydMicrobiologyYL2019YLcdeYLi[bg 3.3 6

75 uoesLonlyLtheLageLofLtheLhenLmatterLinLSalmonellaLentericaLcontaminationLofLeggsp]LFoodd
MicrobiologyYL2019YLhhYLb[j 6 6

74 uifferentialLtranscriptionLpatternsLinLwild[typeLandLglycoproteinLx[deletedLinfectiousL
laryngotracheitisLviruses]LAviandPathologyYL2013YLecYLcfd[j 2.4 6

73 MolecularLepidemiologyLofLMannheimiaLhaemolyticaLandLMannheimiaLglucosidaLassociatedLwithL
ovineLmastitis]LJournaldofdVeterinarydDiagnosticdInvestigationYL2012YLceYLhda[e 1.5 6
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72 tontagiousLsovineLandLtaprineLPleuropneumoniakLaLresearchLcommunityTsLrecommendationsLforL
theLdevelopmentLofLbetterLvaccines]LNpjdVaccinesYL2020YLfYLgg 9.5 6

71 UseLofLcefovecinLinLdogsLandLcatsLattendingLfirst[opinionLveterinaryLpracticesLinLrustralia]L
VeterinarydRecordYL2020YLbihYLejf 0.9 6

70 vffectLofLovarianLhormonesLonLtheLhealthyLequineLuteruskLaLglobalLgeneLexpressionLanalysis]L
ReproductionpdFertilitydanddDevelopmentYL2015YL 1.8 6

69
uevelopmentLandLapplicationLofLhigh[resolutionLmeltingLanalysisLforLtheLclassificationLofLinfectiousL
laryngotracheitisLvirusLstrainsLandLdetectionLofLrecombinantLprogeny]LArchivesdofdVirologyYL2019YL
bgeYLech[edi

2.6 6

68 znnateLimmuneLgenesLinLpersistentLmating[inducedLendometritisLinLhorses]LReproductionpdFertilityd
anddDevelopmentYL2018YLdaYLfdd[fef 1.8 6

67 NovelLassayLtoLquantifyLrecombinationLinLaLcalicivirus]LVeterinarydMicrobiologyYL2015YLbhhYLcf[db 3.3 5

66 yumanLWoundLznfectionLwithLMannheimiaLglucosidaLfollowingLLambLsite]LJournaldofdClinicald
MicrobiologyYL2015YLfdYLddhe[g 9.7 5

65 UseLofLLocalLrntibiogramLuataLandLrntimicrobialLzmportanceLRatingsLtoLSelectLOptimalLvmpiricalL
TherapiesLforLUrinaryLTractLznfectionsLinLuogsLandLtats]LAntibioticsYL2020YLjYL 4.9 5

64 PathogenesisLandLtissueLtropismLofLnaturalLfieldLrecombinantsLofLinfectiousLlaryngotracheitisLvirus]L
VeterinarydMicrobiologyYL2020YLcedYLbaigdf 3.3 5

63 MycoplasmaLbovisLMembraneLProteinLMilrLzsLaLMultifunctionalLLipaseLwithLNovelLLipidLandL
xlycosaminoglycanLsindingLrctivity]LInfectiondanddImmunityYL2020YLiiYL 3.7 5

62 TheLfirstLgenomeLsequenceLofLaLmetatherianLherpesviruskLMacropodidLherpesvirusLb]LBMCdGenomics
YL2016YLbhYLha 4.5 5

61 wirstLdetectionLofLbovineLnorovirusesLandLdetectionLofLbovineLcoronavirusLinLrustralianLdairyLcattle]L
AustraliandVeterinarydJournalYL2018YLjgYLcad[cai 1.2 5

60 thronologicLrnalysisLofLxrossLandLyistologicLLesionsLznducedLbyLwieldLStrainsLofLwrdV[bYLwrdV[ibYL
andLwrdV[bbLinLSix[Week[OldLthickens]LAviandDiseasesYL2017YLgbYLfbc[fbj 1.6 5

59 PolyacrylamideLgel[electrophoresisLseparationLofLwhole[cellLproteins]LMethodsdindMoleculardBiologyYL
1998YLbaeYLcgh[hh 1.4 5

58 VeterinaryLeducationLinLtheLeraLofLinformationLtechnology]LAustraliandVeterinarydJournalYL1994YLhbYLbag[i1.2 5

57 TargetedLmutagenesisLofLMycoplasmaLgallisepticumLusingLitsLendogenousLtRzSPR_tasLsystem]L
VeterinarydMicrobiologyYL2020YLcfaYLbaiigi 3.3 5

56
tolonizationLofLaLhandLwashingLsinkLinLaLveterinaryLhospitalLbyLanLvnterobacterLhormaecheiLstrainL
carryingLmultipleLresistancesLtoLhighLimportanceLantimicrobials]LAntimicrobialdResistancedandd
InfectiondControlYL2020YLjYLbgd

6.2 5

55 xenomicLcomparisonsLofLSTbdbLfromLrustralia]]LMicrobialdGenomicsYL2021YLhYL 4.4 5

(2021-2020)
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54 VaccinationLwithLwrdV[iaLinducesLprotectionLagainstLinclusionLbodyLhepatitisLcausedLbyL
homologousLandLheterologousLstrains]LAviandPathologyYL2019YLeiYLdjg[eaf 2.4 4

53 TheLupperLrespiratoryLtractLisLaLnaturalLreservoirLofLhaemolyticLMannheimiaLspeciesLassociatedLwithL
ovineLmastitis]LVeterinarydMicrobiologyYL2015YLbibYLdai[bc 3.3 4

52
rLNovelLxlaesserellaLsp]LzsolatedLfromLPigsLwithLSevereLRespiratoryLznfectionsLyasLaLMosaicL
xenomeLwithLVirulenceLwactorsLPutativelyLrcquiredLbyLyorizontalLTransfer]LApplieddandd
EnvironmentaldMicrobiologyYL2018YLieYL

4.8 4

51 TheLPerformanceLofLThreeLzmmuneLrssaysLtoLrssessLtheLSerologicalLStatusLofLtattleLvxperimentallyL
vxposedLtoLMycoplasmaLbovis]LVeterinarydSciencesYL2018YLfYL 2.4 4

50
tomparativeLgenomicLanalysesLofLvaccineLstrainLMS[yLandLitsLwild[typeLparentLstrainLigahj_hNSkL
implicationsLforLtheLidentificationLofLvirulenceLfactorsLandLapplicationsLinLdiagnosisLof]LAviand
PathologyYL2019YLeiYLfdh[fei

2.4 4

49 rvianLpathogenicLvscherichiaLcoliL˛�tonsLmutantsLareLsafeLandLprotectiveLlive[attenuatedLvaccineL
candidates]LVeterinarydMicrobiologyYL2014YLbhdYLcij[ji 3.3 4

48 TheLspatialLandLtemporalLvariationLofLtheLdistributionLandLprevalenceLofLrtlanticLsalmonLreovirusL
UTSRVVLinfectionLinLTasmaniaYLrustralia]LPreventivedVeterinarydMedicineYL2014YLbbgYLcbe[j 3.1 4

47 MarsupialLandLmonotremeLserumLimmunoglobulinLbindingLbyLproteinsLrYLxLandLLLandLanti[kangarooL
antibody]LJournaldofdImmunologicaldMethodsYL2015YLechYLje[j 2.5 4

46
ProtectionLznducedLinLsroilerLthickensLfollowingLurinking[WaterLueliveryLofLLiveLznfectiousL
LaryngotracheitisLVaccinesLagainstLSubsequentLthallengeLwithLRecombinantLwieldLVirus]LPLoSdONEYL
2015YLbaYLeabdhhbj

3.7 4

45 rirLsamplingLinLtheLbreathingLzoneLofLneonatalLfoalsLforLpredictionLofLsubclinicalLRhodococcusLequiL
infection]LEquinedVeterinarydJournalYL2012YLeeYLcad[g 2.4 4

44 Methicillin[resistantLStaphylococcusLaureuskLanLissueLforLveterinaryLhospitals]LAustraliandVeterinaryd
JournalYL2013YLjbYLcbf[j 1.2 4

43 uiversityLofLisolatesLofLRhodococcusLequiLfromLrustralianLthoroughbredLhorseLfarms]LAntoniedVand
LeeuwenhoekYL1998YLheYLcb[f 2.1 4

42 OrganizationLofLtheLMycoplasmaLsynoviaeLWVULbifdTLvlhrLgeneLlocus]LAviandPathologyYL2006YLdfYLfd[h 2.4 4

41 SystemsLNotLProjectskLfocusingLonLevaluatingLoverallLstudentLexperienceYLratherLthanLisolatedL
innovations]LHigherdEducationdResearchdanddDevelopmentYL1999YLbiYLceh[cfj 1.9 4

40 uevelopmentLandLhostLcompatibilityLofLplasmidsLforLtwoLimportantLruminantLpathogensYL
MycoplasmaLbovisLandLMycoplasmaLagalactiae]LPLoSdONEYL2015YLbaYLeabbjaaa 3.7 4

39 MycoplasmaLgallisepticumLstrainLts[daeLisLaLsafeLandLeffectiveLliveLattenuatedLvaccineLforLuseLinL
chickens]LVeterinarydMicrobiologyYL2020YLceeYLbaigfe 3.3 4

38
SurveyLofLVictorianLsmallLruminantLherdsLforLmycoplasmasLassociatedLwithLcontagiousLagalactiaLandL
molecularLcharacterisationLofLMycoplasmaLmycoidesLsubspeciesLcapriLisolatesLfromLoneLherd]L
AustraliandVeterinarydJournalYL2017YLjfYLdjc[eaa

1.2 3

37 xenomicLrecombinationLbetweenLinfectiousLlaryngotracheitisLvaccineLstrainsLoccursLunderLaLbroadL
rangeLofLinfectionLconditionsLinLvitroLandLinLovo]LPLoSdONEYL2020YLbfYLeaccjaic 3.7 3
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36 zmprovementsLinLdiagnosisLofLdiseaseLcausedLbyLMycoplasmaLbovisLinLcattle]LAnimaldProductiond
ScienceYL2017YLfhYLbeic 1.4 3

35 SurveyLofLveterinaryLprescribingLforLpoultryLdisease]LAustraliandVeterinarydJournalYL2019YLjhYLcii 1.2 3

34 rppraisalLofLtheLrustralianLVeterinaryLPrescribingLxuidelinesLforLantimicrobialLprophylaxisLforL
surgeryLinLdogsLandLcats]LAustraliandVeterinarydJournalYL2019YLjhYLdbg[dcc 1.2 3

33 tloseLgeneticLlinkageLbetweenLhumanLandLcompanionLanimalLextraintestinalLpathogenicLSTbch]]L
CurrentdResearchdindMicrobialdSciencesYL2022YLdYLbaabag 3.3 3

32 rntimicrobialLprescribingLguidelinesLforLpoultry]LAustraliandVeterinarydJournalYL2021YLjjYLbib[cdf 1.2 3

31 zn[WaterLrntibioticLuosingLPracticesLonLPigLwarms]LAntibioticsYL2021YLbaYL 4.9 3

30 Replication[independentLreductionLinLtheLnumberLandLdiversityLofLrecombinantLprogenyLvirusesLinL
chickensLvaccinatedLwithLanLattenuatedLinfectiousLlaryngotracheitisLvaccine]LVaccineYL2018YLdgYLfhaj[fhbg4.1 3

29 vffectsLofLimmunosuppressionLonLtheLefficacyLofLvaccinationLagainstLMycoplasmaLgallisepticumL
infectionLinLchickens]LVeterinarydMicrobiologyYL2021YLcgaYLbajbic 3.3 3

28 uevelopmentLofLaLblockingLvLzSrLforLdetectionLofLMycoplasmaLhyopneumoniaeLinfectionLbasedLonL
aLmonoclonalLantibodyLagainstLproteinLPgf]LJournaldofdVeterinarydMedicaldScienceYL2016YLhiYLbdbj[cc 1.1 2

27 tross[protectiveLimmuneLresponsesLbetweenLgenotypicallyLdistinctLlineagesLofLinfectiousL
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