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2 Hotspot Mutations in H3F3A and IDH1 Define Distinct Epigenetic and Biological Subgroups of
Glioblastoma. Cancer Cell, 2012, 22, 425-437. 7.7 1,551

3 The landscape of genomic alterations across childhood cancers. Nature, 2018, 555, 321-327. 13.7 1,068

4 Molecular Classification of Ependymal Tumors across All CNS Compartments, Histopathological
Grades, and Age Groups. Cancer Cell, 2015, 27, 728-743. 7.7 933

5
Molecular subgroups of medulloblastoma: an international meta-analysis of transcriptome, genetic
aberrations, and clinical data of WNT, SHH, Group 3, and Group 4 medulloblastomas. Acta
Neuropathologica, 2012, 123, 473-484.

3.9 863

6 The whole-genome landscape of medulloblastoma subtypes. Nature, 2017, 547, 311-317. 13.7 787

7 Sequencing of neuroblastoma identifies chromothripsis and defects in neuritogenesis genes. Nature,
2012, 483, 589-593. 13.7 775

8 Dissecting the genomic complexity underlying medulloblastoma. Nature, 2012, 488, 100-105. 13.7 765

9 Genome Sequencing of Pediatric Medulloblastoma Links Catastrophic DNA Rearrangements with TP53
Mutations. Cell, 2012, 148, 59-71. 13.5 743

10 New Brain Tumor Entities Emerge from Molecular Classification of CNS-PNETs. Cell, 2016, 164,
1060-1072. 13.5 702

11 RNA-Seq of Tumor-Educated Platelets Enables Blood-Based Pan-Cancer, Multiclass, and Molecular
Pathway Cancer Diagnostics. Cancer Cell, 2015, 28, 666-676. 7.7 700

12 Recurrent somatic alterations of FGFR1 and NTRK2 in pilocytic astrocytoma. Nature Genetics, 2013, 45,
927-932. 9.4 674

13 The Lgr5 intestinal stem cell signature: robust expression of proposed quiescent â€˜+4â€™ cell markers.
EMBO Journal, 2012, 31, 3079-3091. 3.5 634

14 Genome Sequencing of SHH Medulloblastoma Predicts Genotype-Related Response to Smoothened
Inhibition. Cancer Cell, 2014, 25, 393-405. 7.7 627

15 Integrated Genomics Identifies Five Medulloblastoma Subtypes with Distinct Genetic Profiles, Pathway
Signatures and Clinicopathological Features. PLoS ONE, 2008, 3, e3088. 1.1 606

16 Epigenomic alterations define lethal CIMP-positive ependymomas of infancy. Nature, 2014, 506, 445-450. 13.7 521

17 Enhancer hijacking activates GFI1 family oncogenes in medulloblastoma. Nature, 2014, 511, 428-434. 13.7 520

18 Relapsed neuroblastomas show frequent RAS-MAPK pathway mutations. Nature Genetics, 2015, 47,
864-871. 9.4 451



3

Jan Koster

# Article IF Citations

19 Differentiated Troy+ Chief Cells Act as Reserve Stem Cells to Generate All Lineages of the Stomach
Epithelium. Cell, 2013, 155, 357-368. 13.5 445
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33 The Three-Dimensional Structure of Human Interphase Chromosomes Is Related to the Transcriptome
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Deltaâ€“Notch pathway in neuroblastoma. Experimental Cell Research, 2008, 314, 707-719. 1.2 70
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72 The interaction of plectin with actin: evidence for cross-linking of actin filaments by dimerization of
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