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k Paper IF Citations

121 MicrobialMsignalsaMMyymmaMandMlymphotoxinMdriveMTN’bindependentMintestinalMepithelialMtissueM
damageccMJournalloflClinicallInvestigationaM2022aM 15.9 2

120 SyntheticMglycansMcontrolMgutMmicrobiomeMstructureMandMmitigateMcolitisMinMmiceccMNaturel
CommunicationsaM2022aMfhaMfgii 17.4 3

119 ΤumanMgutMbacteriaMproduceM˛⁄flbmodulatingMbile´ acidMmetabolitesccMNatureaM2022aM 50.4 20

118 zffectsMofMcaloricMrestrictionMonMtheMgutMmicrobiomeMareMlinkedMwithMimmuneMsenescenceccM
MicrobiomeaM2022aMfeaMjl 16.6 1

117 PhagebdeliveredMxRISPRbxasnMforMstrainbspecificMdepletionMandMgenomicMdeletionsMinMtheMgutM
microbiomecMCelllReportsaM2021aMhlaMfennhe 10.6 14

116 ΤumanMgutMbacterialMmetabolismMdrivesMThflMactivationMandMcolitiscMCelllHostlandlMicrobeaM2021aM 23.4 9

115 ReportingMguidelinesMforMhumanMmicrobiomeMresearchoMtheMSTORMSMchecklistcMNaturelMedicineaM2021
aMglaMfmmjbfmng 50.5 19

114 TheMzastMvsianMgutMmicrobiomeMisMdistinctMfromMcolocalizedMWhiteMsubjectsMandMconnectedMtoM
metabolicMhealthcMELifeaM2021aMfeaM 8.9 6

113 MethotrexateMimpactsMconservedMpathwaysMinMdiverseMhumanMgutMbacteriaMleadingMtoMdecreasedM
hostMimmuneMactivationcMCelllHostlandlMicrobeaM2021aMgnaMhkgbhllceff 23.4 24

112 ’unctionalMgeneticsMofMhumanMgutMcommensalMwacteroidesMthetaiotaomicronMrevealsMmetabolicM
requirementsMforMgrowthMacrossMenvironmentscMCelllReportsaM2021aMhiaMfemlmn 10.6 16

111 yissectingMtheMcontributionMofMhostMgeneticsMandMtheMmicrobiomeMinMcomplexMbehaviorscMCellaM2021aM
fmiaMfliebfljkcefk 56.2 28

110 xaloricMrestrictionMdisruptsMtheMmicrobiotaMandMcolonizationMresistancecMNatureaM2021aMjnjaMglgbgll 50.4 32

109 TheMPretreatmentM utMMicrobiomeMIsMvssociatedMWithMLack´ ofMResponseMtoMMethotrexateMinM
NewbOnsetMRheumatoidMvrthritiscMArthritislandlRheumatologyaM2021aMlhaMnhfbnig 9.5 28

108 vM enomicMToolkitMforMtheMMechanisticMyissectionMofMIntractableMΤumanM utMwacteriacMCelllHostlandl
MicrobeaM2020aMglaMfeefbfefhcen 23.4 16

107 ProbingMtheMtumorMmicroUbVenvironmentcMScienceaM2020aMhkmaMnhmbnhn 33.3 8

106
wacterialMmetabolismMrescuesMtheMinhibitionMofMintestinalMdrugMabsorptionMbyMfoodMandMdrugM
additivescMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM2020aM
fflaMfkeenbfkefm

11.5 15

105 NonbcatalyticMubiquitinMbindingMbyMvgeMpreventsMpsoriaticMarthritisblikeMdiseaseMandMinflammationcM
NaturelImmunologyaM2020aMgfaMiggbihh 19.1 31
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104 PharmacomicrobiomicsMinMinflammatoryMarthritisoMgutMmicrobiomeMasMmodulatorMofMtherapeuticM
responsecMNaturelReviewslRheumatologyaM2020aMfkaMgmgbgng 8.1 35

103 zffectsMofMunderfeedingMandMoralMvancomycinMonMgutMmicrobiomeMandMnutrientMabsorptionMinM
humanscMNaturelMedicineaM2020aMgkaMjmnbjnm 50.5 34

102 SensingMLivingMwacteriaMUsingMdbvlaninebyerivedMxMRadiotracerscMACSlCentrallScienceaM2020aMkaMfjjbfkj 16.8 15

101 vMwidelyMdistributedMmetalloenzymeMclassMenablesMgutMmicrobialMmetabolismMofMhostbMandM
dietbderivedMcatecholscMELifeaM2020aMnaM 8.9 14

100 KetogenicMyietsMvlterMtheM utMMicrobiomeMResultingMinMyecreasedMIntestinalMThflMxellscMCellaM2020aM
fmfaMfgkhbfgljcefk 56.2 126

99 vMthermogenicMfatbepitheliumMcellMaxisMregulatesMintestinalMdiseaseMtolerancecMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM2020aMfflaMhgegnbhgehl 11.5 2

98  eneticMbasisMforMtheMcooperativeMbioactivationMofMplantMlignansMbyMzggerthellaMlentaMandMotherM
humanMgutMbacteriacMNaturelMicrobiologyaM2020aMjaMjkbkk 26.6 29

97 yeconstructingMMechanismsMofMyietbMicrobiomebImmuneMInteractionscMImmunityaM2020aMjhaMgkibglk 32.3 24

96 StressedboutMgutMbacteriaMareMpterinMupMgutMinflammationcMNaturelMicrobiologyaM2020aMjaMfhfkbfhfm 26.6 1

95 InvestigatingMKetoneMwodiesMasMImmunometabolicMxountermeasuresMagainstMRespiratoryMViralM
InfectionscMMedaM2020aMfaMihbkj 31.7 15

94  utMmicrobiotabspecificMIgvMwMcellsMtrafficMtoMtheMxNSMinMactiveMmultipleMsclerosiscMSciencelImmunology
aM2020aMjaM 28 48

93 xRISPRbxasMSystemMofMaMPrevalentMΤumanM utMwacteriumMRevealsMΤyperbtargetingMagainstMPhagesMinM
aMΤumanMViromeMxatalogcMCelllHostlandlMicrobeaM2019aMgkaMhgjbhhjcej 23.4 25

92 MegaphagesMinfectMPrevotellaMandMvariantsMareMwidespreadMinMgutMmicrobiomescMNaturelMicrobiology
aM2019aMiaMknhblee 26.6 89

91 yiscoveryMandMinhibitionMofManMinterspeciesMgutMbacterialMpathwayMforMLevodopaMmetabolismcMScience
aM2019aMhkiaM 33.3 217

90 NutrientMSensingMinMxyffcMxellsMvltersMtheM utMMicrobiotaMtoMRegulateM’oodMIntakeMandMwodyMMasscM
CelllMetabolismaM2019aMheaMhkibhlhcel 24.6 17

89 MetabvnalysisMRevealsMReproducibleM utMMicrobiomeMvlterationsMinMResponseMtoMaMΤighb’atMyietcM
CelllHostlandlMicrobeaM2019aMgkaMgkjbglgcei 23.4 92

88 PrecisionMMedicineM oesMMicroscopicoMzngineeringMtheMMicrobiomeMtoMImproveMyrugMOutcomescMCelll
HostlandlMicrobeaM2019aMgkaMggbhi 23.4 50

87 ReproducibleaMinteractiveaMscalableMandMextensibleMmicrobiomeMdataMscienceMusingMQIIMzMgcMNaturel
BiotechnologyaM2019aMhlaMmjgbmjl 44.5 4050

(2019-2020)
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86 UsingMyNvMMetabarcodingMToMzvaluateMtheMPlantMxomponentMofMΤumanMyietsoMaMProofMofMxonceptcM
MSystemsaM2019aMiaM 7.6 7

85 xookingMshapesMtheMstructureMandMfunctionMofMtheMgutMmicrobiomecMNaturelMicrobiologyaM2019aMiaMgejgbgekh26.6 66

84
 rapeMproanthocyanidinbinducedMintestinalMbloomMofMvkkermansiaMmuciniphilaMisMdependentMonMitsM
baselineMabundanceMandMprecedesMactivationMofMhostMgenesMrelatedMtoMmetabolicMhealthcMJournallofl
NutritionallBiochemistryaM2018aMjkaMfigbfjf

6.3 41

83 MakingMMillennialMMedicineMMoreMMetacMMSystemsaM2018aMhaM 7.6 2

82 yiscoveryMandMcharacterizationMofMaMprevalentMhumanMgutMbacterialMenzymeMsufficientMforMtheM
inactivationMofMaMfamilyMofMplantMtoxinscMELifeaM2018aMlaM 8.9 60

81 xombiningMfkSMrRNvMgeneMvariableMregionsMenablesMhighbresolutionMmicrobialMcommunityMprofilingcM
MicrobiomeaM2018aMkaMfl 16.6 91

80 wroadMcollateralMdamageMofMdrugsMagainstMtheMgutMmicrobiomecMNaturelReviewslGastroenterologylandl
HepatologyaM2018aMfjaMijlbijm 24.2 10

79 ΤowMtoMyetermineMtheMRoleMofMtheMMicrobiomeMinMyrugMyispositioncMDruglMetabolismlandlDisposition
aM2018aMikaMfjmmbfjnj 4 21

78 vMMetabolitebTriggeredMTuftMxellbILxgMxircuitMyrivesMSmallMIntestinalMRemodelingcMCellaM2018aMfliaMglfbgmicefi56.2 189

77 xhemicalMreactionMvectorMembeddingsoMtowardsMpredictingMdrugMmetabolismMinMtheMhumanMgutM
microbiomecMPacificlSymposiumlonlBiocomputinglPacificlSymposiumlonlBiocomputingaM2018aMghaMjkbkl 1.3 7

76 QIIMzMgoMReproducibleaMinteractiveaMscalableaMandMextensibleMmicrobiomeMdataMscienceM2018aM 78

75 TheMMetabolismMofM’luoropyrimidineMvnticancerMyrugsMbyMtheMΤumanM utMMicrobiomecMFASEBl
JournalaM2018aMhgaMjhicgg 0.9

74 xhemicalMreactionMvectorMembeddingsoMtowardsMpredictingMdrugMmetabolismMinMtheMhumanMgutM
microbiomeM2018aM 3

73 PathwaysMandMmechanismsMlinkingMdietaryMcomponentsMtoMcardiometabolicMdiseaseoMthinkingMbeyondM
caloriescMObesitylReviewsaM2018aMfnaMfgejbfghj 10.6 37

72 MicrobesMandMyietbInducedMObesityoM’astaMxheapaMandMOutMofMxontrolcMCelllHostlandlMicrobeaM2017aM
gfaMglmbgmf 23.4 46

71
RegulationMofMdrugMmetabolismMandMtoxicityMbyMmultipleMfactorsMofMgeneticsaMepigeneticsaMlncRNvsaM
gutMmicrobiotaaMandMdiseasesoMaMmeetingMreportMofMtheMgfMInternationalMSymposiumMonMMicrosomesM
andMyrugMOxidationsMUMyOVcMActalPharmaceuticalSinicalBaM2017aMlaMgifbgim

15.5 17

70 mockrobiotaoMaMPublicMResourceMforMMicrobiomeMwioinformaticsMwenchmarkingcMMSystemsaM2016aMfaM 7.6 55

69 TheMmicrobialMpharmacistsMwithinMusoMaMmetagenomicMviewMofMxenobioticMmetabolismcMNaturel
ReviewslMicrobiologyaM2016aMfiaMglhbml 22.2 382
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68 yietaryMPolyphenolsMPromoteM rowthMofMtheM utMwacteriumMvkkermansiaMmuciniphilaMandM
vttenuateMΤighb’atMyietbInducedMMetabolicMSyndromecMDiabetesaM2015aMkiaMgmilbjm 0.9 393

67 xharacterizationMandMdetectionMofMaMwidelyMdistributedMgeneMclusterMthatMpredictsManaerobicMcholineM
utilizationMbyMhumanMgutMbacteriacMMBioaM2015aMkaM 7.8 114

66 SiriaMWhatMShouldMIMzattcMCellaM2015aMfkhaMfejfbfejg 56.2 8

65 yietMdominatesMhostMgenotypeMinMshapingMtheMmurineMgutMmicrobiotacMCelllHostlandlMicrobeaM2015aM
flaMlgbmi 23.4 658

64 ’unctionalMcharacterizationMofMbacteriaMisolatedMfromMancientMarcticMsoilMexposesMdiverseMresistanceM
mechanismsMtoMmodernMantibioticscMPLoSlONEaM2015aMfeaMeeeknjhh 3.7 128

63 MarkedMseasonalMvariationMinMtheMwildMmouseMgutMmicrobiotacMISMElJournalaM2015aMnaMgighbhi 11.9 173

62  utMmicrobialMsuccessionMfollowsMacuteMsecretoryMdiarrheaMinMhumanscMMBioaM2015aMkaMeeehmfbfj 7.8 104

61 TheMintestinalMmetabolomeoManMintersectionMbetweenMmicrobiotaMandMhostcMGastroenterologyaM2014aM
fikaMfilebk 13.3 165

60 yietMrapidlyMandMreproduciblyMaltersMtheMhumanMgutMmicrobiomecMNatureaM2014aMjejaMjjnbkh 50.4 5264

59 RapidMfucosylationMofMintestinalMepitheliumMsustainsMhostbcommensalMsymbiosisMinMsicknesscMNatureaM
2014aMjfiaMkhmbif 50.4 343

58 MicrobialMdeterminantsMofMbiochemicalMindividualityMandMtheirMimpactMonMtoxicologyMandM
pharmacologycMCelllMetabolismaM2014aMgeaMlkfblkm 24.6 43

57 ΤumanMmicrobiomeMscienceoMvisionMforMtheMfutureaMwethesdaaMMyaMJulyMgiMtoMgkaMgefhcMMicrobiomeaM
2014aMgaM 16.6 18

56 ΤostbmicrobialMinteractionsMinMtheMmetabolismMofMtherapeuticMandMdietbderivedMxenobioticscMJournall
oflClinicallInvestigationaM2014aMfgiaMiflhbmf 15.9 170

55 MechanisticMinsightMintoMdigoxinMinactivationMbyMzggerthellaMlentaMaugmentsMourMunderstandingMofM
itsMpharmacokineticscMGutlMicrobesaM2014aMjaMghhbm 8.8 97

54 PredictingMandMmanipulatingMcardiacMdrugMinactivationMbyMtheMhumanMgutMbacteriumMzggerthellaM
lentacMScienceaM2013aMhifaMgnjbm 33.3 368

53 yevelopingMaMmetagenomicMviewMofMxenobioticMmetabolismcMPharmacologicallResearchaM2013aMknaMgfbhf 10.2 123

52 QuantifyingMandMidentifyingMtheMactiveMandMdamagedMsubsetsMofMindigenousMmicrobialMcommunitiescM
MethodslinlEnzymologyaM2013aMjhfaMnfbfel 1.7 8

51 XenobioticsMshapeMtheMphysiologyMandMgeneMexpressionMofMtheMactiveMhumanMgutMmicrobiomecMCellaM
2013aMfjgaMhnbje 56.2 560

(2013-2015)
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50 TranslatingMtheMhumanMmicrobiomecMNaturelBiotechnologyaM2013aMhfaMheibm 44.5 25

49 QuantifyingMtheMmetabolicMactivitiesMofMhumanbassociatedMmicrobialMcommunitiesMacrossMmultipleM
ecologicalMscalescMFEMSlMicrobiologylReviewsaM2013aMhlaMmhebim 15.1 17

48 xonservedMshiftsMinMtheMgutMmicrobiotaMdueMtoMgastricMbypassMreduceMhostMweightMandMadipositycM
SciencelTranslationallMedicineaM2013aMjaMflmraif 17.5 686

47 ΤighbresolutionMmicrobialMcommunityMreconstructionMbyMintegratingMshortMreadsMfromMmultipleMfkSM
rRNvMregionscMNucleiclAcidslResearchaM2013aMifaMegej 20.1 40

46  utMmicrobesMmakeMforMfattierMfishcMCelllHostlandlMicrobeaM2012aMfgaMgjnbkf 23.4 14

45 IsMitMtimeMforMaMmetagenomicMbasisMofMtherapeuticstcMScienceaM2012aMhhkaMfgjhbj 33.3 99

44 vntibioticMexposureMpromotesMfatMgaincMCelllMetabolismaM2012aMfkaMiembfe 24.6 8

43
MetagenomicMsystemsMbiologyMofMtheMhumanMgutMmicrobiomeMrevealsMtopologicalMshiftsMassociatedM
withMobesityMandMinflammatoryMbowelMdiseasecMProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaaM2012aMfenaMjnibn

11.5 592

42 MicrobiologyoMfataMbileMandMgutMmicrobescMNatureaM2012aMimlaMilbm 50.4 29

41 TakingMaMmetagenomicMviewMofMhumanMnutritioncMCurrentlOpinionlinlClinicallNutritionlandlMetabolicl
CareaM2012aMfjaMiimbji 3.8 43

40  lobalMpatternsMofMfkSMrRNvMdiversityMatMaMdepthMofMmillionsMofMsequencesMperMsamplecMProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM2011aMfemMSupplMfaMijfkbgg 11.5 4742

39 ΤumanMhealthMandMdiseaseMinMaMmicrobialMworldcMFrontierslinlMicrobiologyaM2011aMgaMfne 5.7 11

38 TaxonomicMmetagenomeMsequenceMassignmentMwithMstructuredMoutputMmodelscMNaturelMethodsaM
2011aMmaMfnfbg 21.6 161

37 RemovingMnoiseMfromMpyrosequencedMampliconscMBMClBioinformaticsaM2011aMfgaMhm 3.6 1088

36 yetectingMnovelMassociationsMinMlargeMdataMsetscMScienceaM2011aMhhiaMfjfmbgi 33.3 1464

35 znergybbalanceMstudiesMrevealMassociationsMbetweenMgutMmicrobesaMcaloricMloadaMandMnutrientM
absorptionMinMhumanscMAmericanlJournalloflClinicallNutritionaM2011aMniaMjmbkj 7 755

34 xompanionManimalsMsymposiumoMhumanizedManimalMmodelsMofMtheMmicrobiomecMJournalloflAnimall
ScienceaM2011aMmnaMfjhfbl 0.7 50

33 TheMmindbbodybmicrobialMcontinuumcMDialogueslinlClinicallNeuroscienceaM2011aMfhaMjjbkg 5.7 85
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32 QIIMzMallowsManalysisMofMhighbthroughputMcommunityMsequencingMdatacMNaturelMethodsaM2010aMlaMhhjbk 21.6 22879

31 vMmicrobebdependentMviralMkeyMtoMxrohnTsMboxcMSciencelTranslationallMedicineaM2010aMgaMihpshn 17.5 3

30
OrganismalaMgeneticaMandMtranscriptionalMvariationMinMtheMdeeplyMsequencedMgutMmicrobiomesMofM
identicalMtwinscMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM
2010aMfelaMljehbm

11.5 364

29
ViewingMtheMhumanMmicrobiomeMthroughMthreebdimensionalMglassesoMintegratingMstructuralMandM
functionalMstudiesMtoMbetterMdefineMtheMpropertiesMofMmyriadMcarbohydratebactiveMenzymescMActal
CrystallographicalSectionlF:lStructurallBiologylCommunicationsaM2010aMkkaMfgkfbi

23

28 xharacterizingMaMmodelMhumanMgutMmicrobiotaMcomposedMofMmembersMofMitsMtwoMdominantMbacterialM
phylacMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM2009aMfekaMjmjnbki11.5 478

27 TheMcoreMgutMmicrobiomeaMenergyMbalanceMandMobesitycMJournalloflPhysiologyaM2009aMjmlaMifjhbm 3.9 673

26 vMcoreMgutMmicrobiomeMinMobeseMandMleanMtwinscMNatureaM2009aMijlaMimebi 50.4 5429

25 TheMeffectMofMdietMonMtheMhumanMgutMmicrobiomeoMaMmetagenomicManalysisMinMhumanizedMgnotobioticM
micecMSciencelTranslationallMedicineaM2009aMfaMkrafi 17.5 1977

24 vnMinvitationMtoMtheMmarriageMofMmetagenomicsMandMmetabolomicscMCellaM2008aMfhiaMlembfh 56.2 194

23 yietbinducedMobesityMisMlinkedMtoMmarkedMbutMreversibleMalterationsMinMtheMmouseMdistalMgutM
microbiomecMCelllHostlandlMicrobeaM2008aMhaMgfhbgh 23.4 2003

22 ΤostbbacterialMcoevolutionMandMtheMsearchMforMnewMdrugMtargetscMCurrentlOpinionlinlChemicallBiology
aM2008aMfgaMfenbfi 9.7 87

21 zvolutionMofMmammalsMandMtheirMgutMmicrobescMScienceaM2008aMhgeaMfkilbjf 33.3 2355

20 TheMhumanMmicrobiomeMprojectcMNatureaM2007aMiinaMmeibfe 50.4 3576

19 MicrobialMecologyoMhumanMgutMmicrobesMassociatedMwithMobesitycMNatureaM2006aMiiiaMfeggbh 50.4 5833

18 vnMobesitybassociatedMgutMmicrobiomeMwithMincreasedMcapacityMforMenergyMharvestcMNatureaM2006aM
iiiaMfeglbhf 50.4 7807

17 MetagenomicManalysisMofMtheMhumanMdistalMgutMmicrobiomecMScienceaM2006aMhfgaMfhjjbn 33.3 3163

16 ObesityMaltersMgutMmicrobialMecologycMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaaM2005aMfegaMffelebj 11.5 4146

15 yiscoveryaMvalidationaMandMgeneticMdissectionMofMtranscriptionMfactorMbindingMsitesMbyMcomparativeM
andMfunctionalMgenomicscMGenomelResearchaM2005aMfjaMffijbjg 9.7 23

(2005-2010)
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14 yietMInducesMReproducibleMvlterationsMinMtheMMouseMandMΤumanM utMMicrobiomecMSSRNlElectronicl
Journala 1 2

13 QIIMzMgoMReproducibleaMinteractiveaMscalableaMandMextensibleMmicrobiomeMdataMscience 36

12 QIIMzMgoMReproducibleaMinteractiveaMscalableaMandMextensibleMmicrobiomeMdataMscience 138

11 vMstandardizedaMextensibleMframeworkMforMoptimizingMclassificationMimprovesMmarkerbgeneM
taxonomicMassignments 2

10 vMstandardizedaMextensibleMframeworkMforMoptimizingMclassificationMimprovesMmarkerbgeneM
taxonomicMassignments 2

9 vMstandardizedaMextensibleMframeworkMforMoptimizingMclassificationMimprovesMmarkerbgeneM
taxonomicMassignments 8

8 PhagebdeliveredMxRISPRbxasnMforMstrainbspecificMdepletionMandMgenomicMdeletionsMinMtheMgutMmicrobiome 3

7 IlluminatingMtheMmicrobiomeâ��sMdarkMmatteroMaMfunctionalMgenomicMtoolkitMforMtheMstudyMofMhumanMgutMvctinobacteria8

6 TheM eneticMwasisMforMtheMxooperativeMwioactivationMofMPlantMLignansMbyMaMΤumanM utMwacterialMxonsortium 5

5 yietMinducesMreproducibleMalterationsMinMtheMmouseMandMhumanMgutMmicrobiome 3

4 PerturbationMofMtheMhumanMgutMmicrobiomeMbyMaMnonbantibioticMdrugMcontributesMtoMtheMresolutionM
ofMautoimmuneMdisease 7

3 vMdietbdependentMenzymeMfromMtheMhumanMgutMmicrobiomeMpromotesMThflMcellMaccumulationMandMcolitis 3

2 yrugMresistantMgutMbacteriaMmimicMaMhostMmechanismMforManticancerMdrugMclearance 1

1 ΤumanMgutMbacteriaMproduceMTΤflbmodulatingMbileMacidMmetabolites 3
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