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17 InsightNintoNstructureNandNassemblyNofNtheNnuclearNporeNcomplexNbyNutilizingNtheNgenomeNofNaN
eukaryoticNthermophilecNCellaN2011aNfikaNgllbmn 56.2 198

16 znterotypesNofNtheNhumanNgutNmicrobiomecNNatureaN2011aNilhaNflibme 50.4 4240

15 vNhumanNgutNmicrobialNgeneNcatalogueNestablishedNbyNmetagenomicNsequencingcNNatureaN2010aNikiaNjnbkj50.4 7044

Manimozhiyan Arumugam

4



14 SmashxommunityoNaNmetagenomicNannotationNandNanalysisNtoolcNBioinformaticsaN2010aNgkaNgnllbm 7.2 77
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