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67 vNhumanNgutNmicrobialNgeneNcatalogueNestablishedNbyNmetagenomicNsequencingcNNatureaN2010aNikiaNjnbkj50.4 7044

66 znterotypesNofNtheNhumanNgutNmicrobiomecNNatureaN2011aNilhaNflibme 50.4 4240

65 ReproducibleaNinteractiveaNscalableNandNextensibleNmicrobiomeNdataNscienceNusingNQIIMzNgcNNatureo
BiotechnologyaN2019aNhlaNmjgbmjl 44.5 4050

64 RichnessNofNhumanNgutNmicrobiomeNcorrelatesNwithNmetabolicNmarkerscNNatureaN2013aNjeeaNjifbk 50.4 2584

63 GenomeNsequenceNofNtheNwrownNNorwayNratNyieldsNinsightsNintoNmammalianNevolutioncNNatureaN2004
aNigmaNinhbjgf 50.4 1689

62 yisentanglingNtypeNgNdiabetesNandNmetforminNtreatmentNsignaturesNinNtheNhumanNgutNmicrobiotacN
NatureaN2015aNjgmaNgkgbgkk 50.4 1107

61 vnNintegratedNcatalogNofNreferenceNgenesNinNtheNhumanNgutNmicrobiomecNNatureoBiotechnologyaN
2014aNhgaNmhibif 44.5 1088

60 HumanNgutNmicrobesNimpactNhostNserumNmetabolomeNandNinsulinNsensitivitycNNatureaN2016aNjhjaNhlkbmf 50.4 977

59 IdentificationNandNassemblyNofNgenomesNandNgeneticNelementsNinNcomplexNmetagenomicNsamplesN
withoutNusingNreferenceNgenomescNNatureoBiotechnologyaN2014aNhgaNmggbm 44.5 624

58 GutNmicrobiomeNdevelopmentNalongNtheNcolorectalNadenomabcarcinomaNsequencecNNatureo
CommunicationsaN2015aNkaNkjgm 17.4 614

57 GenomicNvariationNlandscapeNofNtheNhumanNgutNmicrobiomecNNatureaN2013aNinhaNijbje 50.4 571

56 MetagenomicNanalysisNofNfaecalNmicrobiomeNasNaNtoolNtowardsNtargetedNnonbinvasiveNbiomarkersNforN
colorectalNcancercNGutaN2017aNkkaNleblm 19.2 488

55 MinimumNinformationNaboutNaNmarkerNgeneNsequenceNVMIMvRKSWNandNminimumNinformationNaboutN
anyNVxWNsequenceNVMIxSWNspecificationscNNatureoBiotechnologyaN2011aNgnaNifjbge 44.5 445

54 TheNhumanNsmallNintestinalNmicrobiotaNisNdrivenNbyNrapidNuptakeNandNconversionNofNsimpleN
carbohydratescNISMEoJournalaN2012aNkaNfifjbgk 11.9 416

53 znterotypesNinNtheNlandscapeNofNgutNmicrobialNcommunityNcompositioncNNatureoMicrobiologyaN2018aN
haNmbfk 26.6 387

52 MetabanalysisNofNfecalNmetagenomesNrevealsNglobalNmicrobialNsignaturesNthatNareNspecificNforN
colorectalNcancercNNatureoMedicineaN2019aNgjaNklnbkmn 50.5 353

51 TranscriptomeNcomplexityNinNaNgenomebreducedNbacteriumcNScienceaN2009aNhgkaNfgkmblf 33.3 341
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50 MetagenomicNspeciesNprofilingNusingNuniversalNphylogeneticNmarkerNgenescNNatureoMethodsaN2013aN
feaNffnkbn 21.6 340

49 vNcatalogNofNtheNmouseNgutNmetagenomecNNatureoBiotechnologyaN2015aNhhaNffehbm 44.5 295

48 MetagenomicNanalysisNofNcolorectalNcancerNdatasetsNidentifiesNcrossbcohortNmicrobialNdiagnosticN
signaturesNandNaNlinkNwithNcholineNdegradationcNNatureoMedicineaN2019aNgjaNkklbklm 50.5 289

47 xountrybspecificNantibioticNuseNpracticesNimpactNtheNhumanNgutNresistomecNGenomeoResearchaN2013aN
ghaNffkhbn 9.7 269

46 RecoveryNofNgutNmicrobiotaNofNhealthyNadultsNfollowingNantibioticNexposurecNNatureoMicrobiologyaN
2018aNhaNfgjjbfgkj 26.6 246

45 InsightNintoNstructureNandNassemblyNofNtheNnuclearNporeNcomplexNbyNutilizingNtheNgenomeNofNaN
eukaryoticNthermophilecNCellaN2011aNfikaNgllbmn 56.2 198

44 RouxbenbYNgastricNbypassNsurgeryNofNmorbidlyNobeseNpatientsNinducesNswiftNandNpersistentNchangesN
ofNtheNindividualNgutNmicrobiotacNGenomeoMedicineaN2016aNmaNkl 14.4 187

43 InterplayNbetweenNFGFgfNandNinsulinNactionNinNtheNliverNregulatesNmetabolismcNJournaloofoClinicalo
InvestigationaN2014aNfgiaNjfjbgl 15.9 163

42 vssessmentNofNmetagenomicNassemblyNusingNsimulatedNnextNgenerationNsequencingNdatacNPLoSoONE
aN2012aNlaNehfhmk 3.7 157

41 MOxvToNaNmetagenomicsNassemblyNandNgeneNpredictionNtoolkitcNPLoSoONEaN2012aNlaNeilkjk 3.7 143

40 QIIMzNgoNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscience 138

39 MolecularNpropertiesNofNadultNmouseNgastricNandNintestinalNepithelialNprogenitorsNinNtheirNnichescN
JournaloofoBiologicaloChemistryaN2006aNgmfaNffgngbhee 5.4 137

38 vnNImprovedNMethodNforNHighNQualityNMetagenomicsNyNvNzxtractionNfromNHumanNandN
znvironmentalNSamplescNScientificoReportsaN2016aNkaNgkllj 4.9 101

37 QIIMzNgoNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscienceN2018aN 78

36 HighbfatNfeedingNratherNthanNobesityNdrivesNtaxonomicalNandNfunctionalNchangesNinNtheNgutN
microbiotaNinNmicecNMicrobiomeaN2017aNjaNih 16.6 77

35 SmashxommunityoNaNmetagenomicNannotationNandNanalysisNtoolcNBioinformaticsaN2010aNgkaNgnllbm 7.2 77

34 xirculatingNmicrobiomeNinNbloodNofNdifferentNcirculatoryNcompartmentscNGutaN2019aNkmaNjlmbjme 19.2 65

33 xonsistentNmutationalNpathsNpredictNeukaryoticNthermostabilitycNBMCoEvolutionaryoBiologyaN2013aNfhaNl 3 47
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32 wutyrateNproducingNcolonicNxlostridialesNmetaboliseNhumanNmilkNoligosaccharidesNandNcrossNfeedNonN
mucinNviaNconservedNpathwayscNNatureoCommunicationsaN2020aNffaNhgmj 17.4 41

31 QIIMzNgoNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscience 36

30 xlosingNinNonNtheNxcNelegansNORFeomeNbyNcloningNTWINSxvNNpredictionscNGenomeoResearchaN2005aN
fjaNjllbmg 9.7 34

29 IdentificationNofNratNgenesNbyNTWINSxvNNgeneNpredictionaNRTbPxRaNandNdirectNsequencingcNGenomeo
ResearchaN2004aNfiaNkkjblf 9.7 29

28 UtilizingNtheNgutNmicrobiomeNinNdecompensatedNcirrhosisNandNacutebonbchronicNliverNfailurecNNatureo
ReviewsoGastroenterologyoandoHepatologyaN2021aNfmaNfklbfme 24.2 28

27 xompartmentalizationNofNImmuneNResponseNandNMicrobialNTranslocationNinNyecompensatedN
xirrhosiscNFrontiersoinoImmunologyaN2019aNfeaNkn 8.4 23

26 SmashxelloNaNsoftwareNframeworkNforNtheNanalysisNofNsinglebcellNamplifiedNgenomeNsequencescN
BioinformaticsaN2010aNgkaNgnlnbme 7.2 21

25 ReportingNguidelinesNforNhumanNmicrobiomeNresearchoNtheNSTORMSNchecklistcNNatureoMedicineaN2021
aNglaNfmmjbfmng 50.5 19

24 GenomicNdiversityNandNecologyNofNhumanbassociatedNvkkermansiaNspeciesNinNtheNgutNmicrobiomeN
revealedNbyNextensiveNmetagenomicNassemblycNGenomeoBiologyaN2021aNggaNgen 18.3 14

23 Pairagon_NbSxvN_zSToNaNmodelbbasedNgeneNannotationNpipelinecNGenomeoBiologyaN2006aNlNSupplNfaNSjcfbfe18.3 13

22 TrustNisNgoodaNcontrolNisNbetteroNtechnicalNconsiderationsNinNbloodNmicrobiomeNanalysiscNGutaN2020aN
knaNfhkgbfhkh 19.2 13

21 TransbethnicNgutNmicrobialNsignaturesNofNprediabeticNsubjectsNfromNIndiaNandNyenmarkcNGenomeo
MedicineaN2021aNfhaNhk 14.4 13

20 TransbethnicNgutNmicrobiotaNsignaturesNofNtypeNgNdiabetesNinNyenmarkNandNIndiacNGenomeoMedicineaN
2021aNfhaNhl 14.4 12

19 PerturbationNofNgutNmicrobiotaNdecreasesNsusceptibilityNbutNdoesNnotNmodulateNongoingN
autoimmuneNneurologicalNdiseasecNJournaloofoNeuroinflammationaN2020aNflaNln 10.1 11

18 GeneticNstudiesNofNabdominalNMRINdataNidentifyNgenesNregulatingNhepcidinNasNmajorNdeterminantsNofN
liverNironNconcentrationcNJournaloofoHepatologyaN2019aNlfaNjnibkeg 13.4 10

17 TheNTreeterbiNandNParallelNTreeterbiNalgorithmsoNefficientaNoptimalNdecodingNforNordinaryaN
generalizedNandNpairNHMMscNBioinformaticsaN2007aNghaNjijbji 7.2 9

16 PairagonoNaNhighlyNaccurateaNHMMbbasedNcyNvbtobgenomeNalignercNBioinformaticsaN2009aNgjaNfjmlbnh 7.2 6

15 ProcessesNUnderlyingNGlycemicNyeteriorationNinNTypeNgNyiabetesoNvnNIMINyIRzxTNStudycNDiabeteso
CareaN2021aNiiaNjffbjfm 14.6 6
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14 GenesNcontrollingNtheNactivationNofNnaturalNkillerNlymphocytesNareNepigeneticallyNremodeledNinN
intestinalNcellsNfromNgermbfreeNmicecNFASEBoJournalaN2019aNhhaNglfnbglhf 0.9 6

13 ImpairedNglucoseNmetabolismNandNalteredNgutNmicrobiomeNdespiteNcalorieNrestrictionNofNobdobNmicecN
AnimaloMicrobiomeaN2019aNfaNff 4.1 5

12 VariationNinNwileNMicrobiomeNbyNtheNztiologyNofNxholestaticNLiverNyiseasecNLiveroTransplantationaN
2020aNgkaNfkjgbfkjl 4.5 4

11
ProfilesNofNGlucoseNMetabolismNinNyifferentNPrediabetesNPhenotypesaNxlassifiedNbyNFastingN
GlycemiaaNgbHourNOGTTaNGlycatedNHemoglobinaNandNfbHourNOGTToNvnNIMINyIRzxTNStudycNDiabetesaN
2021aNleaNgengbgfek

0.9 4

10 MetagenomicNevidenceNforNcoboccurrenceNofNantibioticaNbiocideNandNmetalNresistanceNgenesNinNpigscN
EnvironmentoInternationalaN2021aNfjmaNfekmnn 12.9 4

9 ImplementationsNofNtheNchemicalNstructuralNandNcompositionalNsimilarityNmetricNinNRNandNPython 1

8 IndividualityNandNtemporalNstabilityNofNtheNhumanNgutNmicrobiomecNCentraloAsianoJournaloofoGlobalo
HealthaN2013aNgaNfge 0.8 1

7 TheNintestinalNmicrobiomeNisNaNcobdeterminantNofNtheNpostprandialNplasmaNglucoseNresponsecNPLoSo
ONEaN2020aNfjaNeeghmkim 3.7 1

6 TheNRoleNofNtheNMycobiotaNinNtheNGutbLiverNvxisN2019aNfhhbfij 1

5 MetagenomicNevidenceNforNcoboccurrenceNofNantibioticaNbiocideNandNmetalNresistanceNgenesNinNpigs 1

4 vNPreviouslyNUndescribedNHighlyNPrevalentNPhageNIdentifiedNinNaNyanishNzntericNViromeNxatalogcN
MSystemsaN2021aNkaNeeehmggf 7.6 0

3 zcologicalNvdaptationNandNSuccessionNofNHumanNFecalNMicrobialNxommunitiesNinNanNvutomatedN
FermentationNSystemcNMSystemsaN2021aNkaNeeeghggf 7.6 0

2 vmendmentsoNvuthorNxorrectionoNvNcatalogNofNtheNmouseNgutNmetagenomecNNatureoBiotechnologyaN
2019aNhlaNfeg 44.5

1 TheNRoleNofNtheNwacterialNMicrobiotaNinNvlcoholicNandNNonbalcoholicNFattyNLiverNyiseaseN2019aNmnbfei
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