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Computer Systems, 2020, 110, 422-439. 4.9 2
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8 A new genomic taxonomy system for the <i>Synechococcus</i> collective. Environmental
Microbiology, 2020, 22, 4557-4570. 1.8 32
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10 Capturing and Analyzing Provenance from Spark-based Scientific Workflows with SAMbA-RaP. Future
Generation Computer Systems, 2020, 112, 658-669. 4.9 11

11 Experiencing DfAnalyzer for Runtime Analysis of Phylogenomic Dataflows. Lecture Notes in Computer
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12 Keeping track of user steering actions in dynamic workflows. Future Generation Computer Systems,
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13 Provenance Data in the Machine Learning Lifecycle in Computational Science and Engineering. , 2019, , . 14
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15 Efficient Scheduling of Scientific Workflows Using Hot Metadata in a Multisite Cloud. IEEE
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28 Scientific Workflow Scheduling with Provenance Support in Multisite Cloud. Lecture Notes in
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29 Scientific Workflow Scheduling with Provenance Data in a Multisite Cloud. Lecture Notes in
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37 Multi-objective scheduling of Scientific Workflows in multisite clouds. Future Generation Computer
Systems, 2016, 63, 76-95. 4.9 46

38 BaMBa: towards the integrated management of Brazilian marine environmental data. Database: the
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40 Data-centric iteration in dynamic workflows. Future Generation Computer Systems, 2015, 46, 114-126. 4.9 20

41 Dynamic steering of HPC scientific workflows: A survey. Future Generation Computer Systems, 2015,
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42 Data Analytics in Bioinformatics: Data Science in Practice for Genomics Analysis Workflows. , 2015, , . 6
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Lecture Notes in Computer Science, 2015, , 139-151. 1.0 1
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47 Exploratory Analysis of Raw Data Files through Dataflows. , 2014, , . 5

48 Towards an Adaptive and Distributed Architecture for Managing Workflow Provenance Data. , 2014, , . 6
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78 A Performance Evaluation of X-Ray Crystallography Scientific Workflow Using SciCumulus. , 2011, , . 10
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Concurrency Computation Practice and Experience, 2011, 23, 2326-2337. 1.4 8
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89 Adaptive Normalization: A novel data normalization approach for non-stationary time series. , 2010, , . 74
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96 Towards a Threat Model for Provenance in e-Science. Lecture Notes in Computer Science, 2010, ,
277-279. 1.0 0

97 A Provenance-Based Approach to Resource Discovery in Distributed Molecular Dynamics Workflows.
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113 OrthoSearch. , 2008, , . 6

114 Provenance Services for Distributed Workflows. , 2008, , . 15
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High Performance Computing and Networking, 2008, 5, 251. 0.4 3
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Computer Science, 2008, , 188-200. 1.0 8
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