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k Paper IF Citations

95 xompartmentalizationMofMmetabolismMbetweenMcellMtypesMinMmulticellularMorganismsoMaM
computationalMperspectiveccMCurrentiOpinioniiniSystemsiBiologyaM2022aMgnaMfeeielbfeeiel 3.2 0

94 WormxatoMvnMOnlineMToolMforMvnnotationMandMVisualizationMofMGenomebScaleMyatacMGeneticsaM2020aM
gfiaMglnbgni 4 33

93 ModelingMtissuebrelevantMxaenorhabditisMelegansMmetabolismMatMnetworkaMpathwayaMreactionaMandM
metaboliteMlevelscMMoleculariSystemsiBiologyaM2020aMfkaMenkin 12.2 8

92 zvolvedMbacterialMresistanceMagainstMfluoropyrimidinesMcanMlowerMchemotherapyMimpactMinMtheMhostcM
ELifeaM2020aMnaM 8.9 4

91 methioninedSbadenosylmethionineMcycleMactivityMisMsensedMandMadjustedMbyMaMnuclearMhormoneM
receptorcMELifeaM2020aMnaM 8.9 7

90 WormPathsoMmetabolicMpathwayMannotationMandMvisualizationM2020aM 36

89 TranscriptionalMregulationMofMmetabolicMfluxoMvMxaenorhabditisMelegansMperspectivecMCurrentiOpinioni
iniSystemsiBiologyaM2019aMfjaMfgbfm 3.2 2

88 vMyelicateMwalanceMbetweenMwacterialMIronMandMReactiveMOxygenMSpeciesMSupportsMOptimalM
xc´ elegansMyevelopmentcMCelliHostiandiMicrobeaM2019aMgkaMieebiffceh 23.4 15

87 vMPersistenceMyetectorMforMMetabolicMNetworkMRewiringMinManMvnimalcMCelliReportsaM2019aMgkaMikebikmcei 10.6 17

86 IfMtwoMdeletionsMdonUtMstopMgrowthaMtryMthreecMScienceaM2018aMhkeaMgknbgle 33.3 2

85 GatewayMRecombinationalMxloningcMColdiSpringiHarboriProtocolsaM2018aMgefmaM 1.2 31

84 xc´ elegansMMRPbjMzxportsMVitaminMwfgMfromMMotherMtoMOffspringMtoMSupportMzmbryonicM
yevelopmentcMCelliReportsaM2018aMggaMhfgkbhfhh 10.6 10

83 xcMelegansMandMitsMbacterialMdietoMvnMinterspeciesMmodelMtoMexploreMtheMeffectsMofMmicrobiotaMonMdrugM
responsecMDrugiDiscoveryiToday:iDiseaseiModelsaM2018aMgmaMgfbgk 1.3 2

82 GatewaybxompatibleMYeastMOnebHybridMandMTwobHybridMvssayscMColdiSpringiHarboriProtocolsaM2018aM
gefmaM 1.2 2

81 GeneratingMYeastMOnebHybridMyNvbwaitMStrainscMColdiSpringiHarboriProtocolsaM2018aMgefmaM 1.2 4

80 MetabolicMnetworkMmodelingMwithMmodelMorganismscMCurrentiOpinioniiniChemicaliBiologyaM2017aMhkaMhgbhn9.7 39

79 xcMelegansMandMitsMbacterialMdietMasMaMmodelMforMsystemsblevelMunderstandingMofMhostbmicrobiotaM
interactionscMCurrentiOpinioniiniBiotechnologyaM2017aMikaMlibme 11.4 41
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78 wacterialMMetabolismMvffectsMtheMxc´ elegansMResponseMtoMxancerMxhemotherapeuticscMCellaM2017aM
fknaMihfbiifcem 56.2 120

77 TheMOxidativeMStressMResponseMinMRequiresMtheMGvTvMTranscriptionM actorMzLTbhMandMSKNbfdNrfgcM
GeneticsaM2017aMgekaMfnenbfngg 4 23

76 PRIMvoMaMgenebcenteredaMRNvbtobproteinMmethodMforMmappingMRNvbproteinMinteractionscMTranslation
aM2017aMjaMefgnjfhe 2

75 WormsaMbugsMandMdrugsoMxaenorhabditisMelegansMasMaMmodelMforMhostbmicrobebdrugMinteractionscM
CurrentiOpinioniiniSystemsiBiologyaM2017aMkaMikbje 3.2 0

74 ManyMtranscriptionMfactorsMcontributeMtoMxc´ elegansMgrowthMandMfatMstoragecMGenesiToiCellsaM2017aM
ggaMlleblmi 2.3 5

73 vMxaenorhabditisMelegansMGenomebScaleMMetabolicMNetworkMModelcMCelliSystemsaM2016aMgaMgnlbhff 10.6 55

72 MetabolicMnetworkMrewiringMofMpropionateMfluxMcompensatesMvitaminMwfgMdeficiencyMinMxcMeleganscM
ELifeaM2016aMjaM 8.9 51

71 vMgenebcenteredMxc´ elegansMproteinbyNvMinteractionMnetworkMprovidesMaMframeworkMforMfunctionalM
predictionscMMoleculariSystemsiBiologyaM2016aMfgaMmmi 12.2 39

70 GenebxenteredMYeastMOnebHybridMvssayscMColdiSpringiHarboriProtocolsaM2016aMgefkaM 1.2 10

69 GeneratingMwaitMStrainsMforMYeastMOnebHybridMvssayscMColdiSpringiHarboriProtocolsaM2016aMgefkaM 1.2 9

68 HumanMgenebcenteredMtranscriptionMfactorMnetworksMforMenhancersMandMdiseaseMvariantscMCellaM2015aM
fkfaMkkfbklh 56.2 80

67 WidespreadMmacromolecularMinteractionMperturbationsMinMhumanMgeneticMdisorderscMCellaM2015aMfkfaMkilbkke56.2 343

66 TranscriptionM actorMvctivityMMappingMofMaMTissuebSpecificMGeneMRegulatoryMNetworkcMCelliSystemsaM
2015aMfaMfjgbfkg 10.6 40

65 UnderstandingMMetabolicMRegulationMatMaMSystemsMLeveloMMetaboliteMSensingaMMathematicalM
PredictionsaMandMModelMOrganismscMAnnualiReviewiofiGeneticsaM2015aMinaMjjhblj 14.5 26

64 RNvMInterferenceMinMxaenorhabditisMeleganscMCurrentiProtocolsiiniMoleculariBiologyaM2015aMfenaMgkchcfbgkchche2.9 46

63 MappingMandManalysisMofMxaenorhabditisMelegansMtranscriptionMfactorMsequenceMspecificitiescMELifeaM
2015aMiaM 8.9 48

62
MultipleMtranscriptionMfactorsMdirectlyMregulateMHoxMgeneMlinbhnMexpressionMinMventralMhypodermalM
cellsMofMtheMxcMelegansMembryoMandMlarvaaMincludingMtheMhypodermalMfateMregulatorsMLINbgkMandM
zLTbkcMBMCiDevelopmentaliBiologyaM2014aMfiaMfl

3.1 5

61 WormsaMbacteriaaMandMmicronutrientsoManMelegantMmodelMofMourMdietcMTrendsiiniGeneticsaM2014aMheaMinkbjeh8.5 50

(2014-2017)
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60 xaenorhabditisMelegansMmetabolicMgeneMregulatoryMnetworksMgovernMtheMcellularMeconomycMTrendsiini
EndocrinologyiandiMetabolismaM2014aMgjaMjegbm 8.8 17

59 GeneticMadaptationMtoMdietMpreservesMlongevitycMCelliMetabolismaM2014aMfnaMfllbm 24.6 2

58 TranscriptionMfactorMbindingMtoMxaenorhabditisMelegansMfirstMintronsMrevealsMlackMofMredundancyMwithM
geneMpromoterscMNucleiciAcidsiResearchaM2014aMigaMfjhbkg 20.1 14

57 InterspeciesMsystemsMbiologyMuncoversMmetabolitesMaffectingMxcMelegansMgeneMexpressionMandMlifeM
historyMtraitscMCellaM2014aMfjkaMljnble 56.2 111

56 UsingMnetworksMtoMmeasureMsimilarityMbetweenMgenesoMassociationMindexMselectioncMNatureiMethodsaM
2013aMfeaMffknblk 21.6 141

55 yietbinducedMdevelopmentalMaccelerationMindependentMofMTORMandMinsulinMinMxcMeleganscMCellaM2013aM
fjhaMgiebjg 56.2 170

54 IntegrationMofMmetabolicMandMgeneMregulatoryMnetworksMmodulatesMtheMxcMelegansMdietaryMresponsecM
CellaM2013aMfjhaMgjhbkk 56.2 81

53 zxtensiveMrewiringMandMcomplexMevolutionaryMdynamicsMinMaMxcMelegansMmultiparameterMtranscriptionM
factorMnetworkcMMoleculariCellaM2013aMjfaMffkbgl 17.6 55

52 xomplexMexpressionMdynamicsMandMrobustnessMinMxcMelegansMinsulinMnetworkscMGenomeiResearchaM
2013aMghaMnjibkj 9.7 64

51 vMcompendiumMofMxaenorhabditisMelegansMRNvMbindingMproteinsMpredictsMextensiveMregulationMatM
multipleMlevelscMG3:iGenesyiGenomesyiGeneticsaM2013aMhaMgnlbhei 3.2 22

50  oodaMpathogenaMsignaloMTheMmultifacetedMnatureMofMaMbacterialMdietcMWormaM2013aMgaMegkiji 20

49 vMregulatoryMcascadeMofMthreeMtranscriptionMfactorsMinMaMsingleMspecificMneuronaMyVxaMinM
xaenorhabditisMeleganscMGeneaM2012aMiniaMlhbmi 3.8 8

48 znhancedMYfHMassaysMforMvrabidopsiscMNatureiMethodsaM2011aMmaMfejhbj 21.6 92

47 GenebcenteredMregulatoryMnetworkMmappingcMMethodsiiniCelliBiologyaM2011aMfekaMglfbmm 1.8 15

46 vMstelebenrichedMgeneMregulatoryMnetworkMinMtheMvrabidopsisMrootcMMoleculariSystemsiBiologyaM2011aM
laMijn 12.2 127

45 GenomicsMinMgeffoMchallengesMandMopportunitiescMGenomeiBiologyaM2011aMfgaMfhl 18.3

44 WhatMdoesMbiologicallyMmeaningfulMmeantMvMperspectiveMonMgeneMregulatoryMnetworkMvalidationcM
GenomeiBiologyaM2011aMfgaMfen 18.3 45

43 znhancedMyeastMonebhybridMassaysMforMhighbthroughputMgenebcenteredMregulatoryMnetworkM
mappingcMNatureiMethodsaM2011aMmaMfejnbki 21.6 82
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42 UsingMaMstructuralMandMlogicsMsystemsMapproachMtoMinferMbHLHbyNvMbindingMspecificityMdeterminantscM
NucleiciAcidsiResearchaM2011aMhnaMijjhbkh 20.1 54

41 YeastMonebhybridMassaysMforMgenebcenteredMhumanMgeneMregulatoryMnetworkMmappingcMNaturei
MethodsaM2011aMmaMfejebg 21.6 41

40 GeneMregulatoryMnetworksMandMtheMroleMofMrobustnessMandMstochasticityMinMtheMcontrolMofMgeneM
expressioncMGenomeiResearchaM2011aMgfaMkijbjl 9.7 209

39 xhromosomebbiasedMbindingMandMgeneMregulationMbyMtheMxaenorhabditisMelegansMyRMMcomplexcM
PLoSiGeneticsaM2011aMlaMefeegeli 6 39

38 GenebcenteredMregulatoryMnetworkscMBriefingsiiniFunctionaliGenomicsaM2010aMnaMibfg 4.9 35

37  unctionalMmodularityMofMnuclearMhormoneMreceptorsMinMaMxaenorhabditisMelegansMmetabolicMgeneM
regulatoryMnetworkcMMoleculariSystemsiBiologyaM2010aMkaMhkl 12.2 65

36 genebcenteredMregulatoryMnetworkscMFASEBiJournalaM2010aMgiaMhficf 0.9

35 MarianMWalhoutoMtranscriptionalMmapmakercMInterviewedMbyMwenMShortcMJournaliofiCelliBiologyaM2009aM
fmkaMibj 7.3

34 TheMxcMelegansMSnailMhomologMxzSbfMcanMactivateMgeneMexpressionMinMvivoMandMshareMtargetsMwithM
bHLHMtranscriptionMfactorscMNucleiciAcidsiResearchaM2009aMhlaMhkmnbnm 20.1 30

33 TheMinterplayMbetweenMtranscriptionMfactorsMandMmicroRNvsMinMgenomebscaleMregulatoryMnetworkscM
BioEssaysaM2009aMhfaMihjbij 4.1 181

32 vMmultiparameterMnetworkMrevealsMextensiveMdivergenceMbetweenMxcMelegansMbHLHMtranscriptionM
factorscMCellaM2009aMfhmaMhfibgl 56.2 196

31 xhromatinMimmunoprecipitationMVxhIPWMcoupledMtoMdetectionMbyMquantitativeMrealbtimeMPxRMtoMstudyM
transcriptionMfactorMbindingMtoMyNvMinMxaenorhabditisMeleganscMNatureiProtocolsaM2008aMhaMknmblen 18.8 205

30 TranscriptionMfactorMfunctionalityMandMtranscriptionMregulatoryMnetworkscMMoleculariBioSystemsaM
2008aMiaMhenbfi 16

29 vMxcMelegansMgenomebscaleMmicroRNvMnetworkMcontainsMcompositeMfeedbackMmotifsMwithMhighMfluxM
capacitycMGenesiandiDevelopmentaM2008aMggaMgjhjbin 12.6 178

28 TheM LYWxHMtranscriptionMfactorsM LHbfaM LHbgaMandM LHbhMrepressMembryonicMexpressionMofM
microRNvMgenesMinMxcMeleganscMGenesiandiDevelopmentaM2008aMggaMgjgebhi 12.6 40

27 GenomebscaleMspatiotemporalManalysisMofMxaenorhabditisMelegansMmicroRNvMpromoterMactivitycM
GenomeiResearchaM2008aMfmaMgeejbfj 9.7 162

26 MatrixMandMSteinerbtriplebsystemMsmartMpoolingMassaysMforMhighbperformanceMtranscriptionM
regulatoryMnetworkMmappingcMNatureiMethodsaM2007aMiaMkjnbki 21.6 59

25 zyGzdboMaMtranscriptionMfactorbyNvMinteractionMdatabaseMforMtheManalysisMofMxcMelegansMdifferentialM
geneMexpressioncMBMCiGenomicsaM2007aMmaMgf 4.5 29

(2007-2011)
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24 InsightMintoMtranscriptionMfactorMgeneMduplicationMfromMxaenorhabditisMelegansM
PromoteromebdrivenMexpressionMpatternscMBMCiGenomicsaM2007aMmaMgl 4.5 103

23 TranscriptionMfactorMmodularityMinMaMgenebcenteredMxcMelegansMcoreMneuronalMproteinbyNvM
interactionMnetworkcMGenomeiResearchaM2007aMflaMfekfblf 9.7 80

22 xcMelegansMfibhbhMproteinsMregulateMlifeMspanMandMinteractMwithMSIRbgcfMandMyv bfkd OXOcM
MechanismsiofiAgeingiandiDevelopmentaM2006aMfglaMlifbl 5.6 107

21 UnravelingMtranscriptionMregulatoryMnetworksMbyMproteinbyNvMandMproteinbproteinMinteractionM
mappingcMGenomeiResearchaM2006aMfkaMfiijbji 9.7 121

20 vMgenebcenteredMxcMelegansMproteinbyNvMinteractionMnetworkcMCellaM2006aMfgjaMffnhbgej 56.2 194

19 xcMelegansMtubbyMregulatesMlifeMspanMandMfatMstorageMbyMtwoMindependentMmechanismscMCelli
MetabolismaM2005aMgaMhjbig 24.6 91

18 vMcompendiumMofMxaenorhabditisMelegansMregulatoryMtranscriptionMfactorsoMaMresourceMforMmappingM
transcriptionMregulatoryMnetworkscMGenomeiBiologyaM2005aMkaMRffe 18.3 142

17 linbmaMwhichMantagonizesMxaenorhabditisMelegansMRasbmediatedMvulvalMinductionaMencodesMaMnovelM
nuclearMproteinMthatMinteractsMwithMtheMLINbhjMRbMproteincMGeneticsaM2005aMflfaMfeflbhf 4 15

16 vMfirstMversionMofMtheMxaenorhabditisMelegansMPromoteromecMGenomeiResearchaM2004aMfiaMgfknblj 9.7 133

15 vMgatewaybcompatibleMyeastMonebhybridMsystemcMGenomeiResearchaM2004aMfiaMgenhbfef 9.7 162

14 zvidenceMforMdynamicallyMorganizedMmodularityMinMtheMyeastMproteinbproteinMinteractionMnetworkcM
NatureaM2004aMiheaMmmbnh 50.4 1381

13 IntegratingMUomicUMinformationoMaMbridgeMbetweenMgenomicsMandMsystemsMbiologycMTrendsiiniGeneticsaM
2003aMfnaMjjfbke 8.5 363

12 IntegratingMinteractomeaMphenomeaMandMtranscriptomeMmappingMdataMforMtheMxcMelegansMgermlinecM
CurrentiBiologyaM2002aMfgaMfnjgbm 6.3 157

11 IntegratedMversionMofMreverseMtwobhybridMsystemMforMtheMpostproteomicMeracMMethodsiiniEnzymologyaM
2002aMhjeaMjgjbij 1.7 8

10 vMproteinbproteinMinteractionMmapMofMtheMxaenorhabditisMelegansMgkSMproteasomecMEMBOiReportsaM
2001aMgaMmgfbm 6.5 156

9 ProteinMinteractionMmapsMforMmodelMorganismscMNatureiReviewsiMoleculariCelliBiologyaM2001aMgaMjjbkg 48.7 118

8 HighbthroughputMyeastMtwobhybridMassaysMforMlargebscaleMproteinMinteractionMmappingcMMethodsaM
2001aMgiaMgnlbhek 4.6 208

7 vMgreenMfluorescentMproteinbbasedMreverseMtwobhybridMsystemoMapplicationMtoMtheMcharacterizationM
ofMlargeMnumbersMofMpotentialMproteinbproteinMinteractionscMMethodsiiniEnzymologyaM2000aMhgmaMlibmm 1.7 16
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6 GvTzWvYMrecombinationalMcloningoMapplicationMtoMtheMcloningMofMlargeMnumbersMofMopenMreadingM
framesMorMOR eomescMMethodsiiniEnzymologyaM2000aMhgmaMjljbng 1.7 496

5 vMgeneticMstrategyMtoMeliminateMselfbactivatorMbaitsMpriorMtoMhighbthroughputMyeastMtwobhybridM
screenscMGenomeiResearchaM1999aMnaMffgmbhi 9.7 48

4 vMmodelMofMelegancecMAmericaniJournaliofiHumaniGeneticsaM1998aMkhaMnjjbkf 11 17

3 cbMycdMaxMheterodimersMbindMcooperativelyMtoMtheMzbboxMsequencesMlocatedMinMtheMfirstMintronMofM
theMratMornithineMdecarboxylaseMVOyxWMgenecMNucleiciAcidsiResearchaM1997aMgjaMfinhbjef 20.1 69

2 zfvMfunctionsMasMaMcoactivatorMofMretinoicMacidbdependentMretinoicMacidMreceptorbbetaMgMpromoterM
activationcMMoleculariEndocrinologyaM1993aMlaMkeibkfj 12

1 WormxatoManMonlineMtoolMforMannotationMandMvisualizationMofMxaenorhabditisMelegansMgenomebscaleMdata 2
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