44

papers

44

all docs

201674

2,519 27
citations h-index
44 44
docs citations times ranked

243625
44

g-index

3954

citing authors



10

12

14

16

18

“

ARTICLE IF CITATIONS

Metabonomics of human fecal extracts characterize ulcerative colitis, Crohna€™s disease and healthy

individuals. Metabolomics, 2015, 11, 122-133.

Metabolomic analysis of the response of growing pigs to dietary l-arginine supplementation. Amino 97 158
Acids, 2009, 37, 199-208. :

Metabonomics in Ulcerative Colitis: Diagnostics, Biomarker Identification, And Insight into the
Pathophysiology. Journal of Proteome Research, 2010, 9, 954-962.

Correlations of Fecal Metabonomic and Microbiomic Changes Induced by High-fat Diet in the 3.3 131
Pre-Obesity State. Scientific Reports, 2016, 6, 21618. :

Combined NMR and LC&”DAD-MS Analysis Reveals Comprehensive Metabonomic Variations for Three
Phenotypic Cultivars of <i>Salvia Miltiorrhiza</i> Bunge. Journal of Proteome Research, 2010, 9,
1565-1578.

High-Fat Diet Induces Dynamic Metabolic Alterations in Multiple Biological Matrices of Rats. Journal 3.7 130
of Proteome Research, 2013, 12, 3755-3768. :

Human Serum Metabonomic Analysis Reveals Progression Axes for Glucose Intolerance and Insulin
Resistance Statuses. Journal of Proteome Research, 2009, 8, 5188-5195.

An optimized buffer system for NMR-based urinary metabonomics with effective pH control, chemical

shift consistency and dilution minimization. Analyst, The, 2009, 134, 916. 35 127

Intestinal microbiota-derived tryptophan metabolites are predictive of Ah receptor activity. Gut
Microbes, 2020, 12, 1788899.

Comparison of serum metabolite compositions between obese and lean growing pigs using an

NMR-based metabonomic approach. Journal of Nutritional Biochemistry, 2012, 23, 133-139. 42 114

Revealing Different Systems Responses to Brown Planthopc‘aer Infestation for Pest Susceptible and
Resistant Rice Plants with the Combined Metabonomic and Gene-Expression Analysis. Journal of
Proteome Research, 2010, 9, 6774-6785.

Systems Biological Responses to Chronic Perfluorododecanoic Acid Exposure by Integrated

Metabonomic and Transcriptomic Studies. Journal of Proteome Research, 2009, 8, 2882-2891. 3.7 95

Global Metabolomic Responses of <i>Escherichia coli</i> to Heat Stress. Journal of Proteome
Research, 2012, 11, 2559-2566.

A vitamin-C-derived DNA modification catalysed by an algal TET homologue. Nature, 2019, 569, 581-585. 27.8 72

Systemic Responses of Mice to Dextran Sulfate Sodium-Induced Acute Ulcerative Colitis Using
<sup>1</sup>H NMR Spectroscopy. Journal of Proteome Research, 2013, 12, 2958-2966.
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