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292 VaginalJmicrobiomeJofJreproductiveWageJwomenXJProceedingsbofbthebNationalbAcademybofbSciencesbofb
thebUnitedbStatesbofbAmericaVJ2011VJbaiJSupplJbVJegiaWh 11.5 2091

291 rnJimprovedJdualWindexingJapproachJforJmultiplexedJbgSJrRNrJgeneJsequencingJonJtheJzlluminaJ
MiSeqJplatformXJMicrobiomeVJ2014VJcVJg 16.6 930

290 TemporalJdynamicsJofJtheJhumanJvaginalJmicrobiotaXJSciencebTranslationalbMedicineVJ2012VJeVJbdcrafc 17.5 835

289
znsightsJonJevolutionJofJvirulenceJandJresistanceJfromJtheJcompleteJgenomeJanalysisJofJanJearlyJ
methicillinWresistantJStaphylococcusJaureusJstrainJandJaJbiofilmWproducingJmethicillinWresistantJ
StaphylococcusJepidermidisJstrainXJJournalbofbBacteriologyVJ2005VJbihVJcecgWdi

3.5 814

288 MovingJpicturesJofJtheJhumanJmicrobiomeXJGenomebBiologyVJ2011VJbcVJRfa 18.3 723

287 PredictiveVJstructureWbasedJmodelJofJaminoJacidJrecognitionJbyJnonribosomalJpeptideJsynthetaseJ
adenylationJdomainsXJChemistrybandbBiologyVJ2000VJhVJcbbWce 639

286 TheJpangenomeJstructureJofJvscherichiaJcolikJcomparativeJgenomicJanalysisJofJvXJcoliJcommensalJ
andJpathogenicJisolatesXJJournalbofbBacteriologyVJ2008VJbjaVJgiibWjd 3.5 607

285 tompleteJgenomeJsequenceJofJtheJplantJcommensalJPseudomonasJfluorescensJPfWfXJNatureb
BiotechnologyVJ2005VJcdVJihdWi 44.5 522

284 TheJvocabularyJofJmicrobiomeJresearchkJaJproposalXJMicrobiomeVJ2015VJdVJdb 16.6 500

283
PatellamideJrJandJtJbiosynthesisJbyJaJmicrocinWlikeJpathwayJinJProchloronJdidemniVJtheJ
cyanobacterialJsymbiontJofJLissoclinumJpatellaXJProceedingsbofbthebNationalbAcademybofbSciencesbofb
thebUnitedbStatesbofbAmericaVJ2005VJbacVJhdbfWca

11.5 486

282 TheJcompositionJandJstabilityJofJtheJvaginalJmicrobiotaJofJnormalJpregnantJwomenJisJdifferentJ
fromJthatJofJnonWpregnantJwomenXJMicrobiomeVJ2014VJcVJe 16.6 447

281 MinimumJinformationJaboutJaJmarkerJgeneJsequenceJRMzMrRαSSJandJminimumJinformationJaboutJ
anyJRxSJsequenceJRMzxSSJspecificationsXJNaturebBiotechnologyVJ2011VJcjVJebfWca 44.5 445

280 MajorJstructuralJdifferencesJandJnovelJpotentialJvirulenceJmechanismsJfromJtheJgenomesJofJ
multipleJcampylobacterJspeciesXJPLoSbBiologyVJ2005VJdVJebf 9.7 440

279 VaginalJmicrobiomekJrethinkingJhealthJandJdiseaseXJAnnualbReviewbofbMicrobiologyVJ2012VJggVJdhbWij 17.5 424

278
WholeJgenomeJcomparisonsJofJserotypeJebJandJbYcaJstrainsJofJtheJfoodWborneJpathogenJListeriaJ
monocytogenesJrevealJnewJinsightsJintoJtheJcoreJgenomeJcomponentsJofJthisJspeciesXJNucleicbAcidsb
ResearchVJ2004VJdcVJcdigWjf

20.1 404

277 YersiniaJpestisJgenomeJsequencingJidentifiesJpatternsJofJglobalJphylogeneticJdiversityXJNatureb
GeneticsVJ2010VJecVJbbeaWd 36.3 393

276 uraftJgenomeJsequenceJofJtheJoilseedJspeciesJRicinusJcommunisXJNaturebBiotechnologyVJ2010VJciVJjfbWg 44.5 379
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275
zdentificationJofJanthraxJtoxinJgenesJinJaJsacillusJcereusJassociatedJwithJanJillnessJresemblingJ
inhalationJanthraxXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ
2004VJbabVJieejWfe

11.5 377

274 xenomicsJofJtheJsacillusJcereusJgroupJofJorganismsXJFEMSbMicrobiologybReviewsVJ2005VJcjVJdadWcj 15.1 362

273 yumanJoralJmicrobiomeJandJprospectiveJriskJforJpancreaticJcancerkJaJpopulationWbasedJnestedJ
caseWcontrolJstudyXJGutVJ2018VJghVJbcaWbch 19.2 342

272 vvaluationJofJmethodsJforJtheJextractionJandJpurificationJofJuNrJfromJtheJhumanJmicrobiomeXJ
PLoSbONEVJ2012VJhVJeddigf 3.7 326

271 MultipleJantimicrobialJresistanceJinJplaguekJanJemergingJpublicJhealthJriskXJPLoSbONEVJ2007VJcVJedaj 3.7 296

270 xlobalJgeneticJpopulationJstructureJofJsacillusJanthracisXJPLoSbONEVJ2007VJcVJeegb 3.7 276

269 thapterJiXJMethodsJforJinJsilicoJpredictionJofJmicrobialJpolyketideJandJnonribosomalJpeptideJ
biosyntheticJpathwaysJfromJuNrJsequenceJdataXJMethodsbinbEnzymologyVJ2009VJefiVJbibWcbh 1.7 264

268 TheJgenomeJsequenceJofJsacillusJcereusJrTttJbajihJrevealsJmetabolicJadaptationsJandJaJlargeJ
plasmidJrelatedJtoJsacillusJanthracisJpXObXJNucleicbAcidsbResearchVJ2004VJdcVJjhhWii 20.1 253

267 SkewedJgenomicJvariabilityJinJstrainsJofJtheJtoxigenicJbacterialJpathogenVJtlostridiumJperfringensXJ
GenomebResearchVJ2006VJbgVJbadbWea 9.7 250

266 MetagenomicskJreadJlengthJmattersXJAppliedbandbEnvironmentalbMicrobiologyVJ2008VJheVJbefdWgd 4.8 243

265 TheJvaginalJmicrobiotaJofJpregnantJwomenJwhoJsubsequentlyJhaveJspontaneousJpretermJlaborJandJ
deliveryJandJthoseJwithJaJnormalJdeliveryJatJtermXJMicrobiomeVJ2014VJcVJbi 16.6 236

264 xenomicJinsightsJintoJmethanotrophykJtheJcompleteJgenomeJsequenceJofJMethylococcusJ
capsulatusJRsathSXJPLoSbBiologyVJ2004VJcVJedad 9.7 236

263 wecalJmicrobialJdeterminantsJofJfecalJandJsystemicJestrogensJandJestrogenJmetaboliteskJaJ
crossWsectionalJstudyXJJournalbofbTranslationalbMedicineVJ2012VJbaVJcfd 8.5 234

262 rJglobalJassemblyJlineJforJcyanobactinsXJNaturebChemicalbBiologyVJ2008VJeVJdebWd 11.7 227

261 NaturalJcombinatorialJpeptideJlibrariesJinJcyanobacterialJsymbiontsJofJmarineJascidiansJ2006VJcVJhcjWdf 224

260
PhylogeneticJdiscoveryJbiasJinJsacillusJanthracisJusingJsingleWnucleotideJpolymorphismsJfromJ
wholeWgenomeJsequencingXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaVJ2004VJbabVJbdfdgWeb

11.5 218

259 xenomicsJofJpyoverdineWmediatedJironJuptakeJinJpseudomonadsXJTrendsbinbMicrobiologyVJ2003VJbbVJbjfWcaa12.4 202

258 rssociationJbetweenJtheJvaginalJmicrobiotaVJmenopauseJstatusVJandJsignsJofJvulvovaginalJatrophyXJ
MenopauseVJ2014VJcbVJefaWi 2.5 198

(2014-2004)
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257 UncoveringJeffectsJofJantibioticsJonJtheJhostJandJmicrobiotaJusingJtranskingdomJgeneJnetworksXJ
GutVJ2015VJgeVJbhdcWed 19.2 183

256 VisualizationJofJcomparativeJgenomicJanalysesJbyJsLrSTJscoreJratioXJBMCbBioinformaticsVJ2005VJgVJc 3.6 183

255 znterplayJbetweenJtheJtemporalJdynamicsJofJtheJvaginalJmicrobiotaJandJhumanJpapillomavirusJ
detectionXJJournalbofbInfectiousbDiseasesVJ2014VJcbaVJbhcdWdd 7 174

254 tommunityJanalysisJofJchronicJwoundJbacteriaJusingJbgSJrRNrJgeneWbasedJpyrosequencingkJimpactJ
ofJdiabetesJandJantibioticsJonJchronicJwoundJmicrobiotaXJPLoSbONEVJ2009VJeVJegegc 3.7 171

253 wormationJandJcompositionJofJtheJsacillusJanthracisJendosporeXJJournalbofbBacteriologyVJ2004VJbigVJbgeWhi3.5 170

252 ProofJofJconceptJofJmicrobiomeWmetabolomeJanalysisJandJdelayedJglutenJexposureJonJceliacJ
diseaseJautoimmunityJinJgeneticallyJatWriskJinfantsXJPLoSbONEVJ2012VJhVJedddih 3.7 169

251 TheJeffectsJofJcircumcisionJonJtheJpenisJmicrobiomeXJPLoSbONEVJ2010VJfVJeiecc 3.7 165

250 TheJvaginalJmicrobiotaVJhostJdefenceJandJreproductiveJphysiologyXJJournalbofbPhysiologyVJ2017VJfjfVJefbWegd3.9 164

249 tomparativeJgenomicsJofJtheJzncrYtJmultidrugJresistanceJplasmidJfamilyXJJournalbofbBacteriologyVJ
2009VJbjbVJehfaWh 3.5 164

248 tharacterizingJhumanJlungJtissueJmicrobiotaJandJitsJrelationshipJtoJepidemiologicalJandJclinicalJ
featuresXJGenomebBiologyVJ2016VJbhVJbgd 18.3 163

247
znvestigationJofJtheJassociationJbetweenJtheJfecalJmicrobiotaJandJbreastJcancerJinJpostmenopausalJ
womenkJaJpopulationWbasedJcaseWcontrolJpilotJstudyXJJournalbofbthebNationalbCancerbInstituteVJ2015VJ
bahVJ

9.7 161

246
toelichelinVJaJnewJpeptideJsiderophoreJencodedJbyJtheJStreptomycesJcoelicolorJgenomekJstructureJ
predictionJfromJtheJsequenceJofJitsJnonWribosomalJpeptideJsynthetaseXJFEMSbMicrobiologybLettersVJ
2000VJbihVJbbbWe

2.9 157

245 uailyJtemporalJdynamicsJofJvaginalJmicrobiotaJbeforeVJduringJandJafterJepisodesJofJbacterialJ
vaginosisXJMicrobiomeVJ2013VJbVJcj 16.6 156

244 xenomicJanatomyJofJvscherichiaJcoliJObfhkyhJoutbreaksXJProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVJ2011VJbaiVJcabecWh 11.5 148

243 PopulationJdynamicsJofJchesapeakeJbayJvirioplanktonkJtotalWcommunityJanalysisJbyJpulsedWfieldJgelJ
electrophoresisXJAppliedbandbEnvironmentalbMicrobiologyVJ1999VJgfVJcdbWea 4.8 146

242 UnderstandingJvaginalJmicrobiomeJcomplexityJfromJanJecologicalJperspectiveXJTranslationalb
ResearchVJ2012VJbgaVJcghWic 11 145

241 xenomicJdiversityJofJcabaJyaitianJcholeraJoutbreakJstrainsXJProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVJ2012VJbajVJvcabaWh 11.5 143

240 rssociationsJofJtheJfecalJmicrobiomeJwithJurinaryJestrogensJandJestrogenJmetabolitesJinJ
postmenopausalJwomenXJJournalbofbClinicalbEndocrinologybandbMetabolismVJ2014VJjjVJegdcWea 5.6 141
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239 tervicovaginalJmicrobiotaJandJlocalJimmuneJresponseJmodulateJtheJriskJofJspontaneousJpretermJ
deliveryXJNaturebCommunicationsVJ2019VJbaVJbdaf 17.4 130

238 sacillusJanthracisJcomparativeJgenomeJanalysisJinJsupportJofJtheJrmerithraxJinvestigationXJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2011VJbaiVJfachWdc 11.5 130

237 xenomeJsequencesJofJtheJbiotechnologicallyJimportantJsacillusJmegateriumJstrainsJQMJsbffbJandJ
uSMdbjXJJournalbofbBacteriologyVJ2011VJbjdVJebjjWcbd 3.5 128

236 tomparativeJgenomicsJofJciJSalmonellaJentericaJisolateskJevidenceJforJtRzSPRWmediatedJadaptiveJ
sublineageJevolutionXJJournalbofbBacteriologyVJ2011VJbjdVJdffgWgi 3.5 127

235
rntimicrobialJresistanceWconferringJplasmidsJwithJsimilarityJtoJvirulenceJplasmidsJfromJavianJ
pathogenicJvscherichiaJcoliJstrainsJinJSalmonellaJentericaJserovarJαentuckyJisolatesJfromJpoultryXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2009VJhfVJfjgdWhb

4.8 126

234
tomplexJmicrobiomeJunderlyingJsecondaryJandJprimaryJmetabolismJinJtheJtunicateWProchloronJ
symbiosisXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2011VJ
baiVJvbecdWdc

11.5 117

233
tompleteJsequenceJanalysisJofJnovelJplasmidsJfromJemeticJandJperiodontalJsacillusJcereusJisolatesJ
revealsJaJcommonJevolutionaryJhistoryJamongJtheJsXJcereusWgroupJplasmidsVJincludingJsacillusJ
anthracisJpXObXJJournalbofbBacteriologyVJ2007VJbijVJfcWge

3.5 114

232 wreeJglycogenJinJvaginalJfluidsJisJassociatedJwithJLactobacillusJcolonizationJandJlowJvaginalJpyXJ
PLoSbONEVJ2014VJjVJebacegh 3.7 113

231 StrainWspecificJsingleWnucleotideJpolymorphismJassaysJforJtheJsacillusJanthracisJrmesJstrainXJ
JournalbofbClinicalbMicrobiologyVJ2007VJefVJehWfd 9.7 112

230 RapidJfluctuationJofJtheJvaginalJmicrobiotaJmeasuredJbyJxramJstainJanalysisXJSexuallybTransmittedb
InfectionsVJ2010VJigVJcjhWdac 2.8 109

229 rssociationJbetweenJTrichomonasJvaginalisJandJvaginalJbacterialJcommunityJcompositionJamongJ
reproductiveWageJwomenXJSexuallybTransmittedbDiseasesVJ2012VJdjVJiahWbc 2.4 105

228
zdentificationJofJnewVJconservedVJnonWribosomalJpeptideJsynthetasesJfromJfluorescentJ
pseudomonadsJinvolvedJinJtheJbiosynthesisJofJtheJsiderophoreJpyoverdineXJMolecularbMicrobiologyVJ
2002VJefVJbghdWif

4.1 105

227 wunctionalJdynamicsJofJtheJgutJmicrobiomeJinJelderlyJpeopleJduringJprobioticJconsumptionXJMBioVJ
2015VJgVJ 7.8 102

226 uifferentialJimmuneJresponsesJandJmicrobiotaJprofilesJinJchildrenJwithJautismJspectrumJdisordersJ
andJcoWmorbidJgastrointestinalJsymptomsXJBrainobBehaviorobandbImmunityVJ2018VJhaVJdfeWdgi 16.6 102

225 sacterialJdiversityJinJaJglacierJforelandJofJtheJhighJrrcticXJMolecularbEcologyVJ2010VJbjJSupplJbVJfeWgg 5.7 99

224 tervicovaginalJmicrobiotaVJwomenQsJhealthVJandJreproductiveJoutcomesXJFertilitybandbSterilityVJ2018VJ
bbaVJdchWddg 4.8 98

223 TheJvvolvingJwacetsJofJsacterialJVaginosiskJzmplicationsJforJyzVJTransmissionXJAIDSbResearchbandb
HumanbRetrovirusesVJ2019VJdfVJcbjWcci 1.6 98

222 RepairJofJextensiveJionizingWradiationJuNrJdamageJatJjfJdegreesJtJinJtheJhyperthermophilicJ
archaeonJPyrococcusJfuriosusXJJournalbofbBacteriologyVJ1997VJbhjVJegedWf 3.5 96

(1997-2019)
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221 vnhancedJTrappingJofJyzVWbJbyJyumanJtervicovaginalJMucusJzsJrssociatedJwithJLactobacillusJ
crispatusWuominantJMicrobiotaXJMBioVJ2015VJgVJeabaieWbf 7.8 95

220 TheJcompleteJgenomeJsequenceJofJYersiniaJpseudotuberculosisJzPdbhfiVJtheJcausativeJagentJofJ
warJvastJscarletWlikeJfeverXJPLoSbGeneticsVJ2007VJdVJebec 6 88

219 TemperatureWinducedJrecoveryJofJVibrioJcholeraeJfromJtheJviableJbutJnonculturableJstatekJgrowthJ
orJresuscitationpXJMicrobiologybkUnitedbKingdomlVJ1995VJbebJRJPtJcSVJdhhWid 2.9 88

218 tollectionJmediaJandJdelayedJfreezingJeffectsJonJmicrobialJcompositionJofJhumanJstoolXJ
MicrobiomeVJ2015VJdVJdd 16.6 87

217 TheJvaginalJmycobiomekJrJcontemporaryJperspectiveJonJfungiJinJwomenQsJhealthJandJdiseasesXJ
VirulenceVJ2017VJiVJdecWdfb 4.7 83

216 MaleJcircumcisionJsignificantlyJreducesJprevalenceJandJloadJofJgenitalJanaerobicJbacteriaXJMBioVJ
2013VJeVJeaaahg 7.8 81

215 TheJcompleteJgenomeJsequenceJofJsacillusJanthracisJrmesJLrncestorLXJJournalbofbBacteriologyVJ
2009VJbjbVJeefWg 3.5 81

214 tomparisonJofJselfWcollectedJandJphysicianWcollectedJvaginalJswabsJforJmicrobiomeJanalysisXJ
JournalbofbClinicalbMicrobiologyVJ2010VJeiVJbhebWi 9.7 80

213 PrevalentJhighWriskJyPVJinfectionJandJvaginalJmicrobiotaJinJNigerianJwomenXJEpidemiologybandb
InfectionVJ2016VJbeeVJbcdWdh 4.3 79

212 TheJeffectJofJcigaretteJsmokingJonJtheJoralJandJnasalJmicrobiotaXJMicrobiomeVJ2017VJfVJd 16.6 78

211 rssociationJofJyPVJinfectionJandJclearanceJwithJcervicovaginalJimmunologyJandJtheJvaginalJ
microbiotaXJMucosalbImmunologyVJ2017VJbaVJbdbaWbdbj 9.2 78

210
MicrobialJdiversityJandJtheJpresenceJofJalgaeJinJhaliteJendolithicJcommunitiesJareJcorrelatedJtoJ
atmosphericJmoistureJinJtheJhyperWaridJzoneJofJtheJrtacamaJuesertXJEnvironmentalbMicrobiologyVJ
2015VJbhVJcjjWdbf

5.2 78

209
vrratumJforJYeruvaJetJalXVJvarlyJMicroRNrJvxpressionJProfileJasJaJPrognosticJsiomarkerJforJtheJ
uevelopmentJofJPelvicJznflammatoryJuiseaseJinJaJMouseJModelJofJthlamydialJxenitalJznfectionXJ
MBioVJ2014VJfVJ

7.8 78

208 SingleJnucleotideJpolymorphismsJforJassessingJgeneticJdiversityJinJcastorJbeanJRRicinusJcommunisSXJ
BMCbPlantbBiologyVJ2010VJbaVJbd 5.3 78

207 MolecularJtharacterizationJofJtheJyumanJStomachJMicrobiotaJinJxastricJtancerJPatientsXJFrontiersb
inbCellularbandbInfectionbMicrobiologyVJ2017VJhVJdac 5.9 77

206 tastorJbeanJorganelleJgenomeJsequencingJandJworldwideJgeneticJdiversityJanalysisXJPLoSbONEVJ
2011VJgVJecbhed 3.7 77

205 WorldwideJgenotypingJofJcastorJbeanJgermplasmJRRicinusJcommunisJLXSJusingJrwLPsJandJSSRsXJ
GeneticbResourcesbandbCropbEvolutionVJ2008VJffVJdgfWdhi 2 77

204 vvaluationJofJaJtransposaseJprotocolJforJrapidJgenerationJofJshotgunJhighWthroughputJsequencingJ
librariesJfromJnanogramJquantitiesJofJuNrXJAppliedbandbEnvironmentalbMicrobiologyVJ2011VJhhVJiahbWj 4.8 76
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203 xenomeJsequenceJofJtheJdeepWrootedJYersiniaJpestisJstrainJrngolaJrevealsJnewJinsightsJintoJtheJ
evolutionJandJpangenomeJofJtheJplagueJbacteriumXJJournalbofbBacteriologyVJ2010VJbjcVJbgifWjj 3.5 75

202 rssociationJbetweenJcigaretteJsmokingJandJtheJvaginalJmicrobiotakJaJpilotJstudyXJBMCbInfectiousb
DiseasesVJ2014VJbeVJehb 4 74

201
rJproposalJforJtheJreclassificationJofJsdellovibrioJstolpiiJandJsdellovibrioJstarriiJintoJaJnewJgenusVJ
sacteriovoraxJgenXJnovXJasJsacteriovoraxJstolpiiJcombXJnovXJandJsacteriovoraxJstarriiJcombXJnovXVJ
respectivelyXJInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyVJ2000VJfaJPtJbVJcbjWcce

2.2 73

200 PenileJMicrobiotaJandJwemaleJPartnerJsacterialJVaginosisJinJRakaiVJUgandaXJMBioVJ2015VJgVJeaafij 7.8 70

199 VaginalJbiogenicJamineskJbiomarkersJofJbacterialJvaginosisJorJprecursorsJtoJvaginalJdysbiosispXJ
FrontiersbinbPhysiologyVJ2015VJgVJcfd 4.6 70

198 sacillusJanthracisJinJthinaJandJitsJrelationshipJtoJworldwideJlineagesXJBMCbMicrobiologyVJ2009VJjVJhb 4.5 70

197
znsightsJintoJtheJenvironmentalJresistanceJgeneJpoolJfromJtheJgenomeJsequenceJofJtheJ
multidrugWresistantJenvironmentalJisolateJvscherichiaJcoliJSMSWdWfXJJournalbofbBacteriologyVJ2008VJ
bjaVJghhjWje

3.5 70

196 PhylogeographyJandJmolecularJepidemiologyJofJYersiniaJpestisJinJMadagascarXJPLoSbNeglectedb
TropicalbDiseasesVJ2011VJfVJebdbj 4.8 68

195 LactobacillusJcrispatusJinhibitsJgrowthJofJxardnerellaJvaginalisJandJNeisseriaJgonorrhoeaeJonJaJ
porcineJvaginalJmucosaJmodelXJBMCbMicrobiologyVJ2015VJbfVJchg 4.5 67

194
vngineeringJpWhydroxyphenylpyruvateJdioxygenaseJtoJaJpWhydroxymandelateJsynthaseJandJ
evidenceJforJtheJproposedJbenzeneJoxideJintermediateJinJhomogentisateJformationXJBiochemistryVJ
2004VJedVJggdWhe

3.2 66

193 wunctionalJinteractionsJofJarchaeaVJbacteriaJandJvirusesJinJaJhypersalineJendolithicJcommunityXJ
EnvironmentalbMicrobiologyVJ2016VJbiVJcageWhh 5.2 66

192 OriginJandJvariationJofJtunicateJsecondaryJmetabolitesXJJournalbofbNaturalbProductsVJ2012VJhfVJcjfWdae 4.9 65

191 MicrobiomeVJsexJhormonesVJandJimmuneJresponsesJinJtheJreproductiveJtractkJchallengesJforJvaccineJ
developmentJagainstJsexuallyJtransmittedJinfectionsXJVaccineVJ2014VJdcVJbfedWfc 4.1 63

190 vvidenceJthatJhumanJthlamydiaJpneumoniaeJwasJzoonoticallyJacquiredXJJournalbofbBacteriologyVJ
2009VJbjbVJhccfWdd 3.5 62

189 xenomicsJofJthesacillusJcereusgroupJofJorganismsXJFEMSbMicrobiologybReviewsVJ2005VJcjVJdadWdcj 15.1 62

188 TheJbiosyntheticJgeneJclusterJforJaJmonocyclicJbetaWlactamJantibioticVJnocardicinJrXJChemistrybandb
BiologyVJ2004VJbbVJjchWdi 59

187 yybridizationJanalysisJofJchesapeakeJbayJvirioplanktonXJAppliedbandbEnvironmentalbMicrobiologyVJ
1999VJgfVJcebWfa 4.8 59

186 WdominatedJvaginalJmicrobiotaJisJassociatedJwithJincreasedJsusceptibilityJtoJinfectionJinJuutchJ
womenkJaJcaseWcontrolJstudyXJSexuallybTransmittedbInfectionsVJ2018VJjeVJbbhWbcd 2.8 58

(2018-2010)
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185 MicroarrayWbasedJresequencingJofJmultipleJsacillusJanthracisJisolatesXJGenomebBiologyVJ2005VJgVJRba 18.3 58

184 TowardJaJsystemJofJmicrobialJforensicskJfromJsampleJcollectionJtoJinterpretationJofJevidenceXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2005VJhbVJccajWbd 4.8 58

183
TheJvaginalJmicrobiotaJandJitsJassociationJwithJhumanJpapillomavirusVJthlamydiaJtrachomatisVJ
NeisseriaJgonorrhoeaeJandJMycoplasmaJgenitaliumJinfectionskJaJsystematicJreviewJandJ
metaWanalysisXJClinicalbMicrobiologybandbInfectionVJ2019VJcfVJdfWeh

9.5 58

182 NewJsignalingJpathwaysJgovernJtheJhostJresponseJtoJtXJalbicansJinfectionJinJvariousJnichesXJGenomeb
ResearchVJ2015VJcfVJghjWij 9.7 57

181 xenomicJepidemiologyJofJtheJyaitianJcholeraJoutbreakkJaJsingleJintroductionJfollowedJbyJrapidVJ
extensiveVJandJcontinuedJspreadJcharacterizedJtheJonsetJofJtheJepidemicXJMBioVJ2014VJfVJeabhcb 7.8 57

180 RecentJadvancesJinJunderstandingJtheJmicrobiologyJofJtheJfemaleJreproductiveJtractJandJtheJ
causesJofJprematureJbirthXJInfectiousbDiseasesbinbObstetricsbandbGynecologyVJ2010VJcabaVJhdhecf 2.4 57

179
rJretrospectiveJpilotJstudyJtoJdetermineJwhetherJtheJreproductiveJtractJmicrobiotaJdiffersJ
betweenJwomenJwithJaJhistoryJofJinfertilityJandJfertileJwomenXJAustralianbandbNewbZealandbJournalb
ofbObstetricsbandbGynaecologyVJ2018VJfiVJdebWdei

1.7 56

178 TheJimplausibleJLinJvivoLJroleJofJhydrogenJperoxideJasJanJantimicrobialJfactorJproducedJbyJvaginalJ
microbiotaXJMicrobiomeVJ2018VJgVJcj 16.6 55

177 rssociationsJbetweenJsexualJhabitsVJmenstrualJhygieneJpracticesVJdemographicsJandJtheJvaginalJ
microbiomeJasJrevealedJbyJsayesianJnetworkJanalysisXJPLoSbONEVJ2018VJbdVJeabjbgcf 3.7 55

176 VariationJinJtropicalJreefJsymbiontJmetagenomesJdefinedJbyJsecondaryJmetabolismXJPLoSbONEVJ
2011VJgVJebhijh 3.7 55

175 UltrahighWThroughputJMultiplexingJandJSequencingJofJofaaWsaseWPairJrmpliconJRegionsJonJtheJ
zlluminaJyiSeqJcfaaJPlatformXJMSystemsVJ2019VJeVJ 7.6 54

174 rnalJmicrobiotaJprofilesJinJyzVWpositiveJandJyzVWnegativeJMSMXJAidsVJ2014VJciVJhfdWga 3.5 54

173 zmpactsJofJpoultryJhouseJenvironmentJonJpoultryJlitterJbacterialJcommunityJcompositionXJPLoSb
ONEVJ2011VJgVJecehif 3.7 54

172 MicrobialJcolonisationJofJchasmoendolithicJhabitatsJinJtheJhyperWaridJzoneJofJtheJrtacamaJuesertXJ
BiogeosciencesVJ2013VJbaVJcedjWcefa 4.6 52

171 tigaretteJsmokingJisJassociatedJwithJanJalteredJvaginalJtractJmetabolomicJprofileXJScientificbReports
VJ2018VJiVJifc 4.9 51

170 TheJtervicovaginalJMicrobiotaWyostJznteractionJModulatesJthlamydiaJtrachomatisJznfectionXJMBioVJ
2019VJbaVJ 7.8 51

169 PreWtolumbianJoriginsJforJNorthJrmericanJanthraxXJPLoSbONEVJ2009VJeVJeeibd 3.7 51

168 tryptWJandJMucosaWrssociatedJtoreJMicrobiotasJinJyumansJandJTheirJrlterationJinJtolonJtancerJ
PatientsXJMBioVJ2019VJbaVJ 7.8 50
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167 rdvancingJtheJmicrobiomeJresearchJcommunityXJCellVJ2014VJbfjVJcchWda 56.2 50

166 tomparisonJofJstorageJconditionsJforJhumanJvaginalJmicrobiomeJstudiesXJPLoSbONEVJ2012VJhVJedgjde 3.7 50

165 TranslatingJtheJvaginalJmicrobiomekJgapsJandJchallengesXJGenomebMedicineVJ2016VJiVJdf 14.4 50

164 ReclassificationJofJsaltWwaterJsdellovibrioJspXJasJsacteriovoraxJmarinusJspXJnovXJandJsacteriovoraxJ
litoralisJspXJnovXJInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyVJ2004VJfeVJbabbWbabg 2.2 48

163 VrLvNtzrkJaJnearestJcentroidJclassificationJmethodJforJvaginalJmicrobialJcommunitiesJbasedJonJ
compositionXJMicrobiomeVJ2020VJiVJbgg 16.6 45

162 uistinctJvffectsJofJtheJtervicovaginalJMicrobiotaJandJyerpesJSimplexJTypeJcJznfectionJonJwemaleJ
xenitalJTractJzmmunologyXJJournalbofbInfectiousbDiseasesVJ2017VJcbfVJbdggWbdhf 7 44

161 SzNtVJaJtypeJzzzJsecretedJproteinJofJthlamydiaJpsittaciVJtargetsJtheJinnerJnuclearJmembraneJofJ
infectedJcellsJandJuninfectedJneighborsXJMolecularbBiologybofbthebCellVJ2015VJcgVJbjbiWde 3.5 44

160 MicrobiomeVJdemystifyingJtheJroleJofJmicrobialJcommunitiesJinJtheJbiosphereXJMicrobiomeVJ2013VJbVJb 16.6 44

159 NestedJPtRJsiasesJinJznterpretingJMicrobialJtommunityJStructureJinJbgSJrRNrJxeneJSequenceJ
uatasetsXJPLoSbONEVJ2015VJbaVJeabdccfd 3.7 44

158 PostmenopausalJbreastJcancerJandJoestrogenJassociationsJwithJtheJzgrWcoatedJandJzgrWnoncoatedJ
faecalJmicrobiotaXJBritishbJournalbofbCancerVJ2018VJbbiVJehbWehj 8.7 43

157 zntegrationJofJcultureWbasedJandJmolecularJanalysisJofJaJcomplexJspongeWassociatedJbacterialJ
communityXJPLoSbONEVJ2014VJjVJejafbh 3.7 41

156 TheJtervicovaginalJMicrobiotaJandJztsJrssociationsJWithJyumanJPapillomavirusJuetectionJinJ
yzVWznfectedJandJyzVWUninfectedJWomenXJJournalbofbInfectiousbDiseasesVJ2016VJcbeVJbdgbWbdgj 7 39

155 rntiWyzVWbJrctivityJofJLacticJrcidJinJyumanJtervicovaginalJwluidXJMSphereVJ2018VJdVJ 5 39

154 xroupJsJStreptococcusJandJtheJVaginalJMicrobiotaXJJournalbofbInfectiousbDiseasesVJ2017VJcbgVJheeWhfb 7 39

153 WholeWgenomeJsequencesJofJsacillusJsubtilisJandJcloseJrelativesXJJournalbofbBacteriologyVJ2012VJbjeVJcdhiWj3.5 38

152 TheJvaginalJmetabolomeJandJmicrobiotaJofJcervicalJyPVWpositiveJandJyPVWnegativeJwomenkJaJ
crossWsectionalJanalysisXJBJOG:banbInternationalbJournalbofbObstetricsbandbGynaecologyVJ2020VJbchVJbicWbjc3.7 38

151 PhylogeneticJandJwunctionalJSubstrateJSpecificityJforJvndolithicJMicrobialJtommunitiesJinJ
yyperWrridJvnvironmentsXJFrontiersbinbMicrobiologyVJ2016VJhVJdab 5.7 38

150 ScienceJandJregulationXJProbioticskJfindingJtheJrightJregulatoryJbalanceXJScienceVJ2013VJdecVJdbeWf 33.3 37

(2013-2014)
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149 wecalJMicrobiotaJtharacteristicsJofJPatientsJwithJtolorectalJrdenomaJuetectedJbyJScreeningkJrJ
PopulationWbasedJStudyXJEBioMedicineVJ2015VJcVJfjhWgad 8.8 37

148 sacterialJvaginosisJandJitsJassociationJwithJinfertilityVJendometritisVJandJpelvicJinflammatoryJ
diseaseXJAmericanbJournalbofbObstetricsbandbGynecologyVJ2021VJcceVJcfbWcfh 6.4 37

147 rJcomprehensiveJnonWredundantJgeneJcatalogJrevealsJextensiveJwithinWcommunityJintraspeciesJ
diversityJinJtheJhumanJvaginaXJNaturebCommunicationsVJ2020VJbbVJjea 17.4 35

146 zmprovingJregulationJofJmicrobiotaJtransplantsXJScienceVJ2017VJdfiVJbdjaWbdjb 33.3 35

145 rssociationJbetweenJtheJvaginalJmicrobiotaVJmenopauseJstatusVJandJsignsJofJvulvovaginalJatrophyXJ
MenopauseVJ2018VJcfVJbdcbWbdda 2.5 35

144 zntestinalJsarrierJMaturationJinJVeryJLowJsirthweightJznfantskJRelationshipJtoJweedingJandJ
rntibioticJvxposureXJJournalbofbPediatricsVJ2017VJbidVJdbWdgXeb 3.6 34

143 MacroscaleJspatialJvariationJinJchronicJwoundJmicrobiotakJaJcrossWsectionalJstudyXJWoundbRepairbandb
RegenerationVJ2011VJbjVJiaWi 3.6 34

142 TwiceWdailyJapplicationJofJyzVJmicrobicidesJalterJtheJvaginalJmicrobiotaXJMBioVJ2012VJdVJ 7.8 34

141 rssessmentJofJtheJhumanJfaecalJmicrobiotakJzzXJReproducibilityJandJassociationsJofJbgSJrRNrJ
pyrosequencesXJEuropeanbJournalbofbClinicalbInvestigationVJ2012VJecVJiffWgd 4.6 33

140 PhenotypicJandJfunctionalJcharacterizationJofJsacillusJanthracisJbiofilmsXJMicrobiologybkUnitedb
KingdomlVJ2007VJbfdVJbgjdWbhab 2.9 33

139 TheJzmpactJofJyumanJzmmunodeficiencyJVirusJznfectionJonJxutJMicrobiotaJ˛–WuiversitykJrnJ
zndividualWlevelJMetaWanalysisXJClinicalbInfectiousbDiseasesVJ2020VJhaVJgbfWgch 11.6 33

138 xenomeJsignaturesJofJvscherichiaJcoliJObfhkyhJisolatesJfromJtheJbovineJhostJreservoirXJAppliedbandb
EnvironmentalbMicrobiologyVJ2011VJhhVJcjbgWcf 4.8 32

137 rssociationJofJfecalJmicrobialJdiversityJandJtaxonomyJwithJselectedJenzymaticJfunctionsXJPLoSbONEVJ
2012VJhVJedjhef 3.7 32

136 varlyJmicroRNrJexpressionJprofileJasJaJprognosticJbiomarkerJforJtheJdevelopmentJofJpelvicJ
inflammatoryJdiseaseJinJaJmouseJmodelJofJchlamydialJgenitalJinfectionXJMBioVJ2014VJfVJeabcebWbe 7.8 31

135 rJproposedJdefinitionJofJmicrobiotaJtransplantationJforJregulatoryJpurposesXJGutbMicrobesVJ2017VJiVJcaiWcbd8.8 30

134 andJinJtheJVaginalJMicrobiotaJandJPersistentJyighWRiskJyumanJPapillomavirusJznfectionXJFrontiersbinb
PublicbHealthVJ2017VJfVJbea 6 30

133 zntricaciesJofJassessingJtheJhumanJmicrobiomeJinJepidemiologicJstudiesXJAnnalsbofbEpidemiologyVJ
2016VJcgVJdbbWcb 6.4 30

132 RectalJmicrobiotaJamongJyzVWuninfectedVJuntreatedJyzVVJandJtreatedJyzVWinfectedJinJNigeriaXJAidsVJ
2017VJdbVJifhWigc 3.5 29
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131 YersiniaJpestisJevolutionJonJaJsmallJtimescalekJcomparisonJofJwholeJgenomeJsequencesJfromJNorthJ
rmericaXJPLoSbONEVJ2007VJcVJehha 3.7 29

130 zmpactJofJStandardJsacterialJVaginosisJTreatmentJonJtheJxenitalJMicrobiotaVJzmmuneJMilieuVJandJvxJ
VivoJyumanJzmmunodeficiencyJVirusJSusceptibilityXJClinicalbInfectiousbDiseasesVJ2019VJgiVJbghfWbgid 11.6 29

129
PairedWendJsequenceJmappingJdetectsJextensiveJgenomicJrearrangementJandJtranslocationJduringJ
divergenceJofJwrancisellaJtularensisJsubspXJtularensisJandJwrancisellaJtularensisJsubspXJholarcticaJ
populationsXJJournalbofbBacteriologyVJ2006VJbiiVJfjaeWbe

3.5 27

128 MicrobialJsiomarkersJofJzntestinalJsarrierJMaturationJinJPretermJznfantsXJFrontiersbinbMicrobiologyVJ
2018VJjVJchff 5.7 27

127 yostWtargetedJniclosamideJinhibitsJtXJdifficileJvirulenceJandJpreventsJdiseaseJinJmiceJwithoutJ
disruptingJtheJgutJmicrobiotaXJNaturebCommunicationsVJ2018VJjVJfcdd 17.4 26

126 xastricJmicrobiotaJfeaturesJassociatedJwithJcancerJriskJfactorsJandJclinicalJoutcomeskJrJpilotJstudyJ
inJgastricJcardiaJcancerJpatientsJfromJShanxiVJthinaXJInternationalbJournalbofbCancerVJ2017VJbebVJefWfb 7.5 25

125 uoesJrctiveJOralJSexJtontributeJtoJwemaleJznfertilitypXJJournalbofbInfectiousbDiseasesVJ2017VJcbgVJjdcWjdf7 24

124
zntermittentJLactobacilliWcontainingJVaginalJProbioticJorJMetronidazoleJUseJtoJPreventJsacterialJ
VaginosisJRecurrencekJrJPilotJStudyJzncorporatingJMicroscopyJandJSequencingXJScientificbReportsVJ
2020VJbaVJdiie

4.9 24

123 vxploringJaJroadJmapJtoJcounterJmisconceptionsJaboutJtheJcervicovaginalJmicrobiomeJandJdiseaseXJ
ReproductivebSciencesVJ2012VJbjVJbbfeWgc 3 24

122 ProbioticskJachievingJaJbetterJregulatoryJfitXJFoodbandbDrugbLawbJournalVJ2014VJgjVJcdhWhcVJii 23

121 tervicovaginalJmicrobialJcommunitiesJdeficientJinJLactobacillusJspeciesJareJassociatedJwithJ
second´ trimesterJshortJcervixXJAmericanbJournalbofbObstetricsbandbGynecologyVJ2020VJcccVJejbXebWejbXei 6.4 23

120 yerpesJsimplexJvirusWbindingJzgxJtrapsJySVJinJhumanJcervicovaginalJmucusJacrossJtheJmenstrualJ
cycleJandJdiverseJvaginalJmicrobialJcompositionXJMucosalbImmunologyVJ2018VJbbVJbehhWbeig 9.2 22

119 TheJvaginalJmicrobiotaJoverJanJiWJtoJbaWyearJperiodJinJaJcohortJofJyzVWinfectedJandJyzVWuninfectedJ
womenXJPLoSbONEVJ2015VJbaVJeabbgije 3.7 22

118 zmpactJofJtheJgriffithsinJantiWyzVJmicrobicideJandJplaceboJgelsJonJtheJrectalJmucosalJproteomeJandJ
microbiomeJinJnonWhumanJprimatesXJScientificbReportsVJ2018VJiVJiafj 4.9 22

117 rssessmentJofJtheJhumanJfaecalJmicrobiotakJzXJMeasurementJandJreproducibilityJofJselectedJ
enzymaticJactivitiesXJEuropeanbJournalbofbClinicalbInvestigationVJ2012VJecVJieiWfe 4.6 21

116 zntegratedJmicrobialJsurveyJanalysisJofJprokaryoticJcommunitiesJforJtheJPhylothipJmicroarrayXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2010VJhgVJfgdgWi 4.8 21

115 siosynthesisJofJtheJrpoptolidinsJinJNocardiopsisJspXJwUJeaXJTetrahedronVJ2011VJghVJgfgiWgfhf 2.4 21

114 xenomicsJatJtheJgenusJscaleXJTrendsbinbMicrobiologyVJ2005VJbdVJjfWh 12.4 21

(2005-2007)
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113 xenomeJsequenceJalterationsJdetectedJuponJpassageJofJsurkholderiaJmalleiJrTttJcddeeJinJcultureJ
andJinJmammalianJhostsXJBMCbGenomicsVJ2006VJhVJcci 4.5 21

112 PhylogeneticJuiversityJofJVibrioJcholeraeJrssociatedJwithJvndemicJtholeraJinJMexicoJfromJbjjbJtoJ
caaiXJMBioVJ2016VJhVJeacbga 7.8 20

111 TheJroleJofJgenomicsJinJtheJidentificationVJpredictionVJandJpreventionJofJbiologicalJthreatsXJPLoSb
BiologyVJ2009VJhVJebaaacbh 9.7 20

110 vvaluationJofJsuccalJtellJSamplesJforJStudiesJofJOralJMicrobiotaXJCancerbEpidemiologybBiomarkersb
andbPreventionVJ2017VJcgVJcejWcfd 4 19

109 xenusWoptimizedJstrategyJforJtheJidentificationJofJchlamydialJtypeJzzzJsecretionJsubstratesXJ
PathogensbandbDiseaseVJ2013VJgjVJcbdWcc 4.2 19

108 yumanJmicrobiomeJsciencekJvisionJforJtheJfutureVJsethesdaVJMuVJ ulyJceJtoJcgVJcabdXJMicrobiomeVJ
2014VJcVJ 16.6 18

107 thlamydiaJcaviaeJinfectionJaltersJabundanceJbutJnotJcompositionJofJtheJguineaJpigJvaginalJ
microbiotaXJPathogensbandbDiseaseVJ2015VJhdVJ 4.2 17

106 NonoptimalJVaginalJMicrobiotaJrfterJrzithromycinJTreatmentJforJthlamydiaJtrachomatisJznfectionXJ
JournalbofbInfectiousbDiseasesVJ2020VJccbVJgchWgdf 7 17

105 VaginalJmicrobiotaJcompositionJandJassociationJwithJprevalentJinfectionkJaJcrossWsectionalJstudyJofJ
youngJwomenJattendingJaJSTzJclinicJinJwranceXJSexuallybTransmittedbInfectionsVJ2018VJjeVJgbgWgbi 2.8 16

104 weasibilityJofJselfWcollectionJofJfecalJspecimensJbyJrandomlyJsampledJwomenJforJhealthWrelatedJ
studiesJofJtheJgutJmicrobiomeXJBMCbResearchbNotesVJ2014VJhVJcae 2.3 16

103 ReadyJorJnotkJtheJmolecularJdiagnosisJofJbacterialJvaginosisXJClinicalbInfectiousbDiseasesVJ2008VJehVJeeWg 11.6 16

102 PhylogeographyJofJsacillusJanthracisJinJtheJcountryJofJxeorgiaJshowsJevidenceJofJpopulationJ
structuringJandJisJdissimilarJtoJotherJregionalJgenotypesXJPLoSbONEVJ2014VJjVJebacgfb 3.7 16

101 tharacterizationJofJtheJVaginalJMicrobiomeJinJWomenJofJReproductiveJrgeJwromJfJRegionsJinJ
srazilXJSexuallybTransmittedbDiseasesVJ2020VJehVJfgcWfgj 2.4 16

100 TheJVaginalJMicrobiotaJandJsehavioralJwactorsJrssociatedJWithJxenitalJtandidaJalbicansJuetectionJ
inJReproductiveWrgeJWomenXJSexuallybTransmittedbDiseasesVJ2019VJegVJhfdWhfi 2.4 16

99 rssociationsJbetweenJdietaryJmicronutrientJintakeJandJmolecularWsacterialJVaginosisXJReproductiveb
HealthVJ2019VJbgVJbfb 3.5 15

98 rnJeffectiveJinterventionJtoJreduceJintravaginalJpracticesJamongJyzVWbJuninfectedJαenyanJwomenXJ
AIDSbResearchbandbHumanbRetrovirusesVJ2014VJdaVJbaegWfe 1.6 15

97 NovelJplasmidsJandJresistanceJphenotypesJinJYersiniaJpestiskJuniqueJplasmidJinventoryJofJstrainJ
 avaJjJmediatesJhighJlevelsJofJarsenicJresistanceXJPLoSbONEVJ2012VJhVJedcjbb 3.7 15

96 uraftJgenomeJsequencesJofJYersiniaJpestisJisolatesJfromJnaturalJfociJofJendemicJplagueJinJthinaXJ
JournalbofbBacteriologyVJ2009VJbjbVJhgciWj 3.5 15
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95
tomparativeJMetagenomeWrssembledJxenomeJrnalysisJofJLJLachnocurvaJvaginaeLVJwormerlyJ
αnownJasJsacterialJVaginosisWrssociatedJsacteriumWbJRsVrsbSXJFrontiersbinbCellularbandbInfectionb
MicrobiologyVJ2020VJbaVJbbh

5.9 14

94 uynamicsJofJVaginalJandJRectalJMicrobiotaJOverJSeveralJMenstrualJtyclesJinJwemaleJtynomolgusJ
MacaquesXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2019VJjVJbii 5.9 14

93 WholeWxenomeJuraftJSequencesJofJcgJvnterohemorrhagicJvscherichiaJcoliJObfhkyhJStrainsXJ
GenomebAnnouncementsVJ2013VJbVJeaabdebc 14

92 wineWscaleJanalysisJofJbgSJrRNrJsequencesJrevealsJaJhighJlevelJofJtaxonomicJdiversityJamongJvaginalJ
rtopobiumJsppXJPathogensbandbDiseaseVJ2015VJhdVJ 4.2 13

91 xenomeJsequenceJofJRuegeriaJspXJstrainJαLybbVJanJNWacylhomoserineJlactoneWproducingJbacteriumJ
isolatedJfromJtheJmarineJspongeJMycaleJlaxissimaXJJournalbofbBacteriologyVJ2011VJbjdVJfabbWc 3.5 13

90 tharacterizationJofJclinicallyWattenuatedJsurkholderiaJmalleiJbyJwholeJgenomeJsequencingkJ
candidateJstrainJforJexclusionJfromJSelectJrgentJlistsXJPLoSbONEVJ2008VJdVJecafi 3.7 13

89 rJhighWthroughputJsequencingJassayJtoJcomprehensivelyJdetectJandJcharacterizeJunicellularJ
eukaryotesJandJhelminthsJfromJbiologicalJandJenvironmentalJsamplesXJMicrobiomeVJ2018VJgVJbjf 16.6 12

88
tomparativeJphaseJzJrandomizedJopenWlabelJpilotJclinicalJtrialJofJxynophilusJRLcrJregeneransSJ
immediateJreleaseJcapsulesJversusJslowJreleaseJmucoWadhesiveJtabletsXJEuropeanbJournalbofbClinicalb
MicrobiologybandbInfectiousbDiseasesVJ2018VJdhVJbigjWbiia

5.3 11

87 rllJhailJreproducibilityJinJmicrobiomeJresearchXJMicrobiomeVJ2014VJcVJi 16.6 11

86 thangesJinJtheJvaginalJmicrobiotaJacrossJaJgradientJofJurbanizationXJScientificbReportsVJ2020VJbaVJbceih 4.9 11

85 uraftJxenomeJSequenceJofJsiocontrolJrgentJsacillusJcereusJUWifXJGenomebAnnouncementsVJ2016VJ
eVJ 11

84 TheJassociationJofJthlamydiaJtrachomatisJandJMycoplasmaJgenitaliumJinfectionJwithJtheJvaginalJ
metabolomeXJScientificbReportsVJ2020VJbaVJdeca 4.9 10

83 uraftJxenomeJSequenceJofJSynechococcusJspXJStrainJtsababVJzsolatedJwromJtheJthesapeakeJsayJ
vstuaryXJGenomebAnnouncementsVJ2014VJcVJ 10

82 VaginalJtandidaJsppXJgenomesJfromJwomenJwithJvulvovaginalJcandidiasisXJPathogensbandbDiseaseVJ
2017VJhfVJ 4.2 9

81 MammographicJbreastJdensityJandJitsJassociationJwithJurinaryJestrogensJandJtheJfecalJmicrobiotaJ
inJpostmenopausalJwomenXJPLoSbONEVJ2019VJbeVJeacbgbbe 3.7 9

80 VaginalJmicrobiotaJandJmucosalJpharmacokineticsJofJtenofovirJinJhealthyJwomenJusingJtenofovirJ
andJtenofovirYlevonorgestrelJvaginalJringsXJPLoSbONEVJ2019VJbeVJeacbhccj 3.7 9

79 UnderstandingJVulvovaginalJtandidiasisJThroughJaJtommunityJxenomicsJrpproachXJCurrentbFungalb
InfectionbReportsVJ2013VJhVJbcgWbdb 1.4 9

78
rnalysisJofJPolymorphicJMembraneJProteinJvxpressionJinJtulturedJtellsJzdentifiesJPmprJandJPmpyJ
ofJthlamydiaJpsittaciJasJtandidateJwactorsJinJPathogenesisJandJzmmunityJtoJznfectionXJPLoSbONEVJ
2016VJbbVJeabgcdjc

3.7 9

(2016-2020)
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77 siogenicJrminesJzncreaseJtheJOddsJofJsacterialJVaginosisJandJrffectJtheJxrowthJofJandJLacticJrcidJ
ProductionJbyJVaginalJsppXJAppliedbandbEnvironmentalbMicrobiologyVJ2021VJihVJ 4.8 9

76 NaturalJhistoryVJdynamicsVJandJecologyJofJhumanJpapillomavirusesJinJgenitalJinfectionsJofJyoungJ
womenkJprotocolJofJtheJPrPtLvrRJcohortJstudyXJBMJbOpenVJ2019VJjVJeacfbcj 3 8

75 rsymptomaticJsacterialJVaginosisJzsJrssociatedJWithJuepletionJofJMatureJSuperficialJtellsJShedJ
wromJtheJVaginalJvpitheliumXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2020VJbaVJbag 5.9 8

74 varlyJscreeningJforJthlamydiaJtrachomatisJinJyoungJwomenJforJprimaryJpreventionJofJpelvicJ
inflammatoryJdiseaseJRiWPredictSkJstudyJprotocolJforJaJrandomisedJcontrolledJtrialXJTrialsVJ2017VJbiVJfde 2.8 8

73 xenomeJSequenceJofJvscherichiaJcoliJObfhkyhJStrainJciigWhfVJrssociatedJwithJtheJwirstJReportedJ
taseJofJyumanJznfectionJinJtheJUnitedJStatesXJGenomebAnnouncementsVJ2014VJcVJ 8

72 NoJresistanceJplasmidJinJYersiniaJpestisVJNorthJrmericaXJEmergingbInfectiousbDiseasesVJ2010VJbgVJiifWh 10.2 8

71 QuantitativeJmodelingJpredictsJmechanisticJlinksJbetweenJpreWtreatmentJmicrobiomeJcompositionJ
andJmetronidazoleJefficacyJinJbacterialJvaginosisXJNaturebCommunicationsVJ2020VJbbVJgbeh 17.4 8

70
MultipleWrscendingWuoseJPhaseJbJtlinicalJStudyJofJtheJSafetyVJTolerabilityVJandJPharmacokineticsJofJ
tRSdbcdVJaJNarrowWSpectrumJrgentJwithJMinimalJuisruptionJofJNormalJxutJMicrobiotaXJ
AntimicrobialbAgentsbandbChemotherapyVJ2019VJgeVJ

5.9 8

69 yigherJLevelsJofJaJtytotoxicJProteinVJVaginolysinVJinJLactobacillusWueficientJtommunityJStateJTypesJ
atJtheJVaginalJMucosaXJSexuallybTransmittedbDiseasesVJ2018VJefVJebeWebh 2.4 7

68 MicrobialJworensicJznvestigationJofJtheJrnthraxWLetterJrttacksJ2011VJbfWcf 7

67 PreparationJofJuNrJextractedJfromJenvironmentalJwaterJsamplesJforJPtRJamplificationXJJournalbofb
MicrobiologicalbMethodsVJ1998VJdbVJbjdWbjj 2.8 7

66
rssociationJofJVaginalJMicrobiotaJWithJSignsJandJSymptomsJofJtheJxenitourinaryJSyndromeJofJ
MenopauseJrcrossJReproductiveJStagesXJJournalsbofbGerontologybpbSeriesbAbBiologicalbSciencesbandb
MedicalbSciencesVJ2021VJhgVJbfecWbffa

6.4 7

65 VaginalJhostJimmuneWmicrobiomeJinteractionsJinJaJcohortJofJprimarilyJrfricanWrmericanJwomenJ
whoJultimatelyJunderwentJspontaneousJpretermJbirthJorJdeliveredJatJtermXJCytokineVJ2021VJbdhVJbffdbg4 7

64 RoleJofJMolecularJsiologyJinJuiagnosisJandJtharacterizationJofJVulvoWVaginitisJinJtlinicalJPracticeXJ
GynecologicbandbObstetricbInvestigationVJ2017VJicVJgahWgbg 2.5 6

63 uietaryJmacronutrientJintakeJandJmolecularWbacterialJvaginosiskJRoleJofJfiberXJClinicalbNutritionVJ
2020VJdjVJdaggWdahb 5.9 6

62 rreJchangesJtoJtheJcommonJruleJnecessaryJtoJaddressJevolvingJareasJofJresearchpJrJcaseJstudyJ
focusingJonJtheJhumanJmicrobiomeJprojectXJJournalbofbLawobMedicinebandbEthicsVJ2013VJebVJefeWgj 1.2 6

61 VaginalJmicrobiotaJdiversityJandJpaucityJofJLactobacillusJspeciesJareJassociatedJwithJpersistentJ
hryPVJinfectionJinJyzVJnegativeJbutJnotJinJyzVJpositiveJwomenXJScientificbReportsVJ2020VJbaVJbjajf 4.9 5

60 tlinicalJRelevanceJofJxastrointestinalJMicrobiotaJuuringJPregnancykJrJPrimerJforJNursesXJBiologicalb
ResearchbforbNursingVJ2018VJcaVJieWbac 2.6 5
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59 rnalJMicrobialJPatternsJandJOncogenicJyumanJPapillomavirusJinJaJPilotJStudyJofJNigerianJMenJWhoJ
yaveJSexJwithJMenJatJRiskJforJorJLivingJwithJyzVXJAIDSbResearchbandbHumanbRetrovirusesVJ2019VJdfVJcghWchf1.6 5

58 ProtectionJandJRiskkJMaleJandJwemaleJxenitalJMicrobiotaJandJSexuallyJTransmittedJznfectionsXJ
JournalbofbInfectiousbDiseasesVJ2021VJccdVJScccWScdf 7 5

57 tompleteJxenomeJSequencesJofJSixJLactobacillusJinersJStrainsJzsolatedJfromJtheJyumanJVaginaXJ
MicrobiologybResourcebAnnouncementsVJ2020VJjVJ 1.3 4

56 rJnonWoptimalJcervicovaginalJmicrobiotaJinJpregnancyJisJassociatedJwithJaJdistinctJmetabolomicJ
signatureJamongJnonWyispanicJslackJindividualsXJScientificbReportsVJ2021VJbbVJcchje 4.9 4

55 MetaWPangenomekJrtJtheJtrossroadJofJPangenomicsJandJMetagenomicsJ2020VJcafWcbi 4

54 tomparativeJmetagenomeWassembledJgenomeJanalysisJofLachnovaginosumgenomospeciesVJ
formerlyJknownJasJsVrsb 4

53 tharacteristicsJassociatedJwithJWdominatedJvaginalJmicrobiotaXJSexuallybTransmittedbInfectionsVJ
2021VJ 2.8 4

52 TowardsJaJdeeperJunderstandingJofJtheJvaginalJmicrobiotaXXJNaturebMicrobiologyVJ2022VJhVJdghWdhi 26.6 4

51 xenomeJSequenceJofJtheJyumanJrbscessJzsolateJStreptococcusJintermediusJsrbXJGenomeb
AnnouncementsVJ2013VJbVJ 3

50 TheJcompositionJofJhumanJvaginalJmicrobiotaJtransferredJatJbirthJaffectsJoffspringJhealthJinJaJ
mouseJmodelXJNaturebCommunicationsVJ2021VJbcVJgcij 17.4 3

49 UltraWhighJthroughputJmultiplexingJandJsequencingJofJofaaJbpJampliconJregionsJonJtheJzlluminaJ
yiSeqJcfaaJplatform 3

48 PerceivedJStressJandJMolecularJsacterialJVaginosisJinJtheJNationalJznstitutesJofJyealthJLongitudinalJ
StudyJofJVaginalJwloraXJAmericanbJournalbofbEpidemiologyVJ2021VJbjaVJcdheWcdid 3.8 3

47 vffectJofJaJNonoptimalJtervicovaginalJMicrobiotaJandJPsychosocialJStressJonJRecurrentJ
SpontaneousJPretermJsirthXJAmericanbJournalbofbPerinatologyVJ2021VJdiVJeahWebd 3.3 3

46 rssociationJofJveieαJspikeJproteinJmutationJwithJSrRSWtoVWcJinfectionJinJvaccinatedJ
personsWWWMarylandVJ anuaryJWJMayJcacbXJClinicalbInfectiousbDiseasesVJ2021VJ 11.6 3

45 znsightJintoJtheJecologyJofJvaginalJbacteriaJthroughJintegrativeJanalysesJofJmetagenomicJandJ
metatranscriptomicJdataXXJGenomebBiologyVJ2022VJcdVJgg 18.3 3

44
bakJuistinctJmicrobiotaJinJtheJcervicovaginalJspaceJareJassociatedJwithJspontaneousJpretermJbirthkJ
findingsJfromJaJlargeJcohortJandJvalidationJstudyXJAmericanbJournalbofbObstetricsbandbGynecologyVJ
2017VJcbgVJSiWSj

6.4 2

43 tompleteJxenomeJSequenceJofJLactobacillusJcrispatusJtOdMRSzbXJMicrobiologybResourceb
AnnouncementsVJ2019VJiVJ 1.3 2

42 thlamydiaJinJadolescentYadultJreproductiveJmanagementJtrialJstudyJRtyrRMSkJtlinicalJcoreJ
protocolXJContemporarybClinicalbTrialsbCommunicationsVJ2019VJbgVJbaaebe 1.8 2
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41 cgkJTheJcervicovaginalJmicrobiotaJisJdifferentJinJwomenJdestinedJtoJhaveJaJpretermJbirthXJAmericanb
JournalbofbObstetricsbandbGynecologyVJ2014VJcbaVJSbgWSbh 6.4 2

40 VrLvNtzrkJrJnearestJcentroidJclassificationJmethodJforJvaginalJmicrobialJcommunitiesJbasedJonJcomposition 2

39 VaginalJmicrobiomeJcomponentsJasJcorrelatesJofJcervicalJhumanJpapillomavirusJinfectionXJJournalb
ofbInfectiousbDiseasesVJ2021VJ 7 2

38 MicrobialJsiomarkersJofJzntestinalJsarrierJMaturationJinJPretermJznfants 2

37 rssessingJtheJtoncordanceJsetweenJUrogenitalJandJVaginalJMicrobiotakJtanJUrineJSpecimensJseJ
UsedJasJaJProxyJforJVaginalJSamplespXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2021VJbbVJghbebd 5.9 2

36 PfjbJTheJeffectJofJhormonalJcontraceptionJonJtheJvaginalJmicrobiotaJoverJcJyearsJ2019VJ 2

35 rlteredJxutJMicrobiomeJandJwecalJzmmuneJPhenotypeJinJvarlyJPretermJznfantsJWithJLeakyJxutXXJ
FrontiersbinbImmunologyVJ2022VJbdVJibfaeg 8.4 2

34
ruthorsQJreplyJrekJTheJvaginalJmetabolomeJandJmicrobiotaJofJcervicalJyPVWpositiveJandJ
yPVWnegativeJwomenkJaJcrossWsectionalJanalysisXJBJOG:banbInternationalbJournalbofbObstetricsbandb
GynaecologyVJ2020VJbchVJhhdWhhe

3.7 1

33 ObdXcJyormonalJcontraceptionJisJassociatedJwithJstabilityJandJlactobacillusWdominanceJofJtheJ
vaginalJmicrobiotaJinJaJtwoWyearJobservationalJstudyXJSexuallybTransmittedbInfectionsVJ2015VJjbVJrfdXcWrfd2.8 1

32 TheJvffectJofJxenderWrffirmingJMedicalJtareJonJtheJVaginalJandJNeovaginalJMicrobiomesJofJ
TransgenderJandJxenderWuiverseJPeopleXXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2021VJbbVJhgjjfa5.9 1

31 VzRxOVJaJcomprehensiveJnonWredundantJgeneJcatalogVJrevealsJextensiveJwithinJcommunityJ
intraspeciesJdiversityJinJtheJhumanJvagina 1

30 rssociationJofJVaginalJMicrobiotaJWithJtheJxenitourinaryJSyndromeJofJMenopauseJrcrossJ
ReproductiveJStagesXJInnovationbinbAgingVJ2020VJeVJbhbWbhb 0.1 1

29 znsightJintoJtheJecologyJofJvaginalJbacteriaJthroughJintegrativeJanalysesJofJmetagenomicJandJ
metatranscriptomicJdata 1

28 rJcrossWsectionalJpilotJstudyJofJbirthJmodeJandJvaginalJmicrobiotaJinJreproductiveWageJwomenXJ
PLoSbONEVJ2020VJbfVJeaccifhe 3.7 1

27 tolonizationJatJbirthJwithJhumanJtSTJzVJcervicovaginalJmicrobiotaJaltersJdevelopmentJandJ
increasesJneonatalJmortalityJinJmice 1

26 TemporalJthangesJinJVaginalJMicrobiotaJandJxenitalJTractJtytokinesJrmongJSouthJrfricanJWomenJ
TreatedJforJsacterialJVaginosisXJFrontiersbinbImmunologyVJ2021VJbcVJhdajig 8.4 1

25 SecondJtrimesterJshortJcervixJisJassociatedJwithJdecreasedJabundanceJofJcervicovaginalJlipidJ
metabolitesXXJAmericanbJournalbofbObstetricsbandbGynecologyVJ2022VJ 6.4 1

24 SialidaseJrctivityJinJtheJtervicovaginalJwluidJzsJrssociatedJWithJthangesJinJsacterialJtomponentsJofJ
WueprivedJMicrobiotaXXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2021VJbbVJibdfca 5.9 0
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23 ObservationalJcohortJstudyJofJtheJeffectJofJaJsingleJlubricantJexposureJduringJtransvaginalJ
ultrasoundJonJcellWsheddingJfromJtheJvaginalJepitheliumXJPLoSbONEVJ2021VJbgVJeacfabfd 3.7 0

22 SupportingJscaleWupJofJtOVzuWbjJRTWPtRJtestingJprocessesJwithJdiscreteJeventJsimulationXJPLoSb
ONEVJ2021VJbgVJeacffcbe 3.7 0

21 TheJauthorsJreplyXJGutbMicrobesVJ2019VJbaVJbbdWbbe 8.8 0

20 rssociationsJofJpublicJwaterJsystemJtrihalomethaneJexposureJduringJpregnancyJwithJspontaneousJ
pretermJbirthJandJtheJcervicovaginalJmicrobialWimmuneJstateXJEnvironmentalbResearchVJ2021VJbjjVJbbbcii7.9 0

19
UsingJznnovationJtoJrddressJrdolescentJandJYoungJrdultJyealthJuisparitiesJinJPelvicJznflammatoryJ
uiseasekJuesignJofJtheJTechnologyJvnhancedJtommunityJyealthJPrecisionJNursingJRTvtyWPNSJTrialXJ
JournalbofbInfectiousbDiseasesVJ2021VJcceVJSbefWSbfb

7 0

18 VaginalJcytokineJprofileJandJmicrobiotaJbeforeJandJafterJlubricantJuseJcomparedJwithJcondomlessJ
vaginalJsexkJaJpreliminaryJobservationalJstudyXJBMCbInfectiousbDiseasesVJ2021VJcbVJjhd 4 0

17 VaginalJMicrobiotaJandJMucosalJPharmacokineticsJofJTenofovirJinJyealthyJWomenJUsingJaJjaWuayJ
TenofovirYLevonorgestrelJVaginalJRingXXJFrontiersbinbCellularbandbInfectionbMicrobiologyVJ2022VJbcVJhjjfab5.9 0

16 VaginalJmicrobiotaJofJrmericanJzndianJwomenJandJassociationsJwithJmeasuresJofJpsychosocialJ
stressXJPLoSbONEVJ2021VJbgVJeacgaibd 3.7 0

15 xardnerellaJvaginalisJinducesJmatrixJmetalloproteinasesJinJtheJcervicovaginalJepitheliumJthroughJ
TLRWcJactivationXJJournalbofbReproductivebImmunologyVJ2022VJbadgei 4.2 0

14 tomparisonJofJtwoJmicroscopicJinterpretationJofJvaginalJmicrobiotaJwithJmolecularJprofilingXJ
DiagnosticbMicrobiologybandbInfectiousbDiseaseVJ2022VJbbfhci 2.9 0

13 yighWRiskJyumanJPapillomavirusJPersistenceJandJrnalJMicrobiotaJrmongJNigerianJMenJWhoJyaveJ
SexJWithJMenJLivingJWithJorJrtJRiskJforJyzVXJJCObGlobalbOncologyVJ2020VJgVJcgWch 3.7

12 ObdXfJrssociationJbetweenJdietaryJintakeJandJdysbioticJvaginalJmicrobiotaXJSexuallybTransmittedb
InfectionsVJ2015VJjbVJrfeXcWrff 2.8

11 PagXajJLactobacillusJcrispatusJinhibitsJgrowthJofJgardnerellaJvaginalisJandJneisseriaJgonorrhoeaeJ
onJaJporcineJvaginalJmucosaJmodelXJSexuallybTransmittedbInfectionsVJ2015VJjbVJrbbhXcWrbbh 2.8

10 ObdXgJtigaretteJsmokingJisJassociatedJwithJanJalteredJmetabolicJprofileJinJtheJvaginalJtractXJ
SexuallybTransmittedbInfectionsVJ2015VJjbVJrffXbWrff 2.8

9 PbXadeJsiomarkersJofJtigaretteJSmokingJandJrssociationJwithJtheJVaginalJMicrobiotaXJSexuallyb
TransmittedbInfectionsVJ2013VJijVJrieXcWrie 2.8

8 OafXfJrJLongitudinalJStudyJofJtheJVaginalJMicrobiotaJandJyPVJuetectionXJSexuallybTransmittedb
InfectionsVJ2013VJijVJrdgXbWrdg 2.8

7 PbXadaJrJMolecularJStudyJofJVaginalJsacterialJtommunitiesJandJtandidaJrlbicansJuetectionXJ
SexuallybTransmittedbInfectionsVJ2013VJijVJridXbWrid 2.8

6 PeWSdXahJPopulationJgenomicsJofJTrichomonasJvaginalisJrevealsJaJgloballyJdistributedJ
twoWphylotypeJpopulationJstructureXJSexuallybTransmittedbInfectionsVJ2011VJihVJrdbeWrdbf 2.8
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5 PeWSeXaeJTemporalJdynamicsJofJvaginalJbacterialJcommunitiesXJSexuallybTransmittedbInfectionsVJ2011
VJihVJrdbgWrdbh 2.8

4 rJcrossWsectionalJpilotJstudyJofJbirthJmodeJandJvaginalJmicrobiotaJinJreproductiveWageJwomenJ2020
VJbfVJeaccifhe

3 rJcrossWsectionalJpilotJstudyJofJbirthJmodeJandJvaginalJmicrobiotaJinJreproductiveWageJwomenJ2020
VJbfVJeaccifhe

2 rJcrossWsectionalJpilotJstudyJofJbirthJmodeJandJvaginalJmicrobiotaJinJreproductiveWageJwomenJ2020
VJbfVJeaccifhe

1 rJcrossWsectionalJpilotJstudyJofJbirthJmodeJandJvaginalJmicrobiotaJinJreproductiveWageJwomenJ2020
VJbfVJeaccifhe

Jacques Ravel

18


