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361 SpecificIdetectionIandIquantificationIofItheImarineIflavobacterialIgenusIZobelliaIonImacroalgaeI
usingInovelIq”qRIandIqoRrVtwSvIassaysWISystematicfandfAppliedfMicrobiologyUI2021UIbbUIZ_d_dg 4.2 0

360 ”articleIqollectionIinIwmhoffISedimentationIqonesIsnrichesIpothIMotileIqhemotacticIandI
”articleVottachedIpacteriaWIFrontiersfinfMicrobiologyUI2021UIZ_UIdbaeaY 5.7 1

359 pacterialIcommunitiesIinItemperateIandIpolarIcoastalIsandsIareIseasonallyIstableWIISMEf
CommunicationsUI2021UIZUI 2

358 MicrobialImetagenomeVassembledIgenomesIofItheItramIStraitIfromIshortIandIlongIreadI
sequencingIplatformsWIPeerJUI2021UIgUIeZZe_Z 3.1 3

357 riversityIandIbiomassIdynamicsIofIunicellularImarineIfungiIduringIaIspringIphytoplanktonIbloomWI
EnvironmentalfMicrobiologyUI2021UI_aUIbbfVbda 5.2 9

356 ristinctIecotypesIwithinIaInaturalIhaloarchaealIpopulationIenableIadaptationItoIchangingI
environmentalIconditionsIwithoutIcausingIpopulationIsweepsWIISMEfJournalUI2021UIZcUIZZefVZZgZ 11.9 3

355 –uantifyingIfluorescentIglycanIuptakeItoIelucidateIstrainVlevelIvariabilityIinIforagingIbehaviorsIofI
rumenIbacteriaWIMicrobiomeUI2021UIgUI_a 16.6 8

354 riatomIfucanIpolysaccharideIprecipitatesIcarbonIduringIalgalIbloomsWINaturefCommunicationsUI
2021UIZ_UIZZcY 17.4 12

353 qhangingIexpressionIpatternsIofIíonpVdependentItransportersIsuggestIshiftsIinIpolysaccharideI
consumptionIoverItheIcourseIofIaIspringIphytoplanktonIbloomWIISMEfJournalUI2021UIZcUI_aadV_acY 11.9 8

352 ReleaseIzí”_Z___Y_YUIfeaturingIaInewIoRpIalignmentIandIimprovedIZdSIrRNoItreeIforIprokaryoticI
typeIstrainsWISystematicfandfAppliedfMicrobiologyUI2021UIbbUIZ_d_Zf 4.2 8

351 íightIodherenceIQíadRI”ilusIuenesIwndicateI”utativeINicheIrifferentiationIinI”hytoplanktonIploomI
ossociatedWIFrontiersfinfMicrobiologyUI2021UIZ_UIeZf_ge 5.7 2

350 NorthISeaIspringIbloomVassociatedIuammaproteobacteriaIfillIdiverseIheterotrophicInichesWI
EnvironmentalfMicrobiomesUI2021UIZdUIZc 5.6 2

349 qultivationIofIparticleVassociatedIheterotrophicIbacteriaIduringIaIspringIphytoplanktonIbloomIinI
theINorthISeaWISystematicfandfAppliedfMicrobiologyUI2021UIbbUIZ_d_a_ 4.2 1

348 qultivableI₂inogradskyellaIspeciesIareIgenomicallyIdistinctIfromItheIsympatricIabundantIcandidateI
speciesWIISMEfCommunicationsUI2021UIZUI 1

347 vighlyIdiverseIflavobacterialIphagesIisolatedIfromINorthISeaIspringIbloomsWIISMEfJournalUI2021UI 11.9 2

346 VerrucomicrobiotaIareIspecialistIconsumersIofIsulfatedImethylIpentosesIduringIdiatomIbloomsWI
ISMEfJournalUI2021UI 11.9 5

345 pakterielleIMechanismenIderImarinenI”olysaccharidverwertungWIBioSpektrumUI2020UI_dUIfYYVfY_ 0.1
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344 RoadmapIforInamingIuncultivatedIorchaeaIandIpacteriaWINaturefMicrobiologyUI2020UIcUIgfeVggb 26.6 64

343 pacterioplanktonIrevealIyearsVlongIretentionIofIotlanticIdeepVoceanIwaterIbyItheIíropicI
SeamountWIScientificfReportsUI2020UIZYUIbeZc 4.9 4

342 ShortVtermIchangesIinIpolysaccharideIutilizationImechanismsIofImarineIbacterioplanktonIduringIaI
springIphytoplanktonIbloomWIEnvironmentalfMicrobiologyUI2020UI__UIZffbVZgYY 5.2 11

341 ”olysaccharideInicheIpartitioningIofIdistinctI”olaribacterIcladesIduringINorthISeaIspringIalgalI
bloomsWIISMEfJournalUI2020UIZbUIZadgVZafa 11.9 16

340 vighVthroughputIcultivationIofIheterotrophicIbacteriaIduringIaIspringIphytoplanktonIbloomIinItheI
NorthISeaWISystematicfandfAppliedfMicrobiologyUI2020UIbaUIZ_dYdd 4.2 7

339 odvantagesIoutweighIconcernsIaboutIusingIgenomeIsequenceIasItypeImaterialIforIprokaryoticI
taxonomyWIEnvironmentalfMicrobiologyUI2020UI__UIfZgVf__ 5.2 9

338 oncestryIandIadaptiveIradiationIofIpacteroidetesIasIassessedIbyIcomparativeIgenomicsWISystematicf
andfAppliedfMicrobiologyUI2020UIbaUIZ_dYdc 4.2 6

337 KIsthanoperedensUKIaIíhermophilicIuenusIofIMediatingItheIonaerobicI“xidationIofIsthaneWIMBioUI
2020UIZZUI 7.8 23

336 qandidatusIobditibacterUIaInovelIgenusIwithinItheIqryomorphaceaeUIthrivingIinItheINorthISeaWI
SystematicfandfAppliedfMicrobiologyUI2020UIbaUIZ_dYff 4.2 3

335 qultivationIandIfunctionalIcharacterizationIofIegIplanctomycetesIuncoversItheirIuniqueIbiologyWI
NaturefMicrobiologyUI2020UIcUIZ_dVZbY 26.6 85

334
íaxonomicIstudyIofInineInewI₂inogradskyellaIspeciesIoccurringIinItheIshallowIwatersIofIvelgolandI
RoadsUINorthISeaWI”roposalIofI₂inogradskyellaIschleiferiIspWInovWUI₂inogradskyellaIcostaeIspWInovWUI
₂inogradskyellaIhelgolandensisIspWInovWUI₂inogradskyellaIvidaliiIspWInovWUI₂inogradskyellaIforsetiiI
spWInovWUI₂inogradskyellaIludwigiiIspWInovWUI₂inogradskyellaIursingiiIspWInovWUI₂inogradskyellaI
wichelsiaeIspWInovWUIandIqandidatusIK₂inogradskyellaIatlanticaKIspWInovWISystematicfandfAppliedf
MicrobiologyUI2020UIbaUIZ_dZ_f

4.2 6

333 sxtensiveIMicrobialI”rocessingIofI”olysaccharidesIinItheISouthI”acificIuyreIviaISelfishIøptakeIandI
sxtracellularIvydrolysisWIFrontiersfinfMicrobiologyUI2020UIZZUIcfaZcf 5.7 3

332 NicheIdifferentiationIamongIannuallyIrecurrentIcoastalIMarineIuroupIwwIsuryarchaeotaWIISMEf
JournalUI2019UIZaUIaY_bVaYad 11.9 18

331 ”redominanceIofIdeterministicImicrobialIcommunityIdynamicsIinIsalternsIexposedItoIdifferentIlightI
intensitiesWIEnvironmentalfMicrobiologyUI2019UI_ZUIbaYYVbaZc 5.2 7

330 SelfishUIsharingIandIscavengingIbacteriaIinItheIotlanticI“ceanhIaIbiogeographicalIstudyIofIbacterialI
substrateIutilisationWIISMEfJournalUI2019UIZaUIZZZgVZZa_ 11.9 43

329 íowardIunrestrictedIuseIofIpublicIgenomicIdataWIScienceUI2019UIadaUIacYVac_ 33.3 25

328 “nVSiteIonalysisIofIpacterialIqommunitiesIofItheIøltraoligotrophicISouthI”acificIuyreWIAppliedfandf
EnvironmentalfMicrobiologyUI2019UIfcUI 4.8 15

327 qonsentIinsufficientIforIdataIreleaseVResponseWIScienceUI2019UIadbUIbbd 33.3 4
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326
tirstIdescriptionIofItwoImoderatelyIhalophilicIandIpsychrotolerantIMycoplasmaIspeciesIisolatedI
fromIcephalopodsIandIproposalIofIMycoplasmaImarinumIspWInovWIandIMycoplasmaItodarodisIspWI
novWISystematicfandfAppliedfMicrobiologyUI2019UIb_UIbceVbde

4.2 7

325 SingleIcellIfluorescenceIimagingIofIglycanIuptakeIbyIintestinalIbacteriaWIISMEfJournalUI2019UIZaUIZffaVZffg11.9 17

324 MitImodernenIMethodenIzuImagnetischenIMikrobenWIBioSpektrumUI2019UI_cUIZfV_Z 0.1 1

323 ”olysaccharideIutilizationIlociIofINorthISeaItlavobacteriiaIasIbasisIforIusingISusqXrVproteinI
expressionIforIpredictingImajorIphytoplanktonIglycansWIISMEfJournalUI2019UIZaUIedVgZ 11.9 64

322 wnImarineIpacteroidetesItheIbulkIofIglycanIdegradationIduringIalgaeIbloomsIisImediatedIbyIfewI
cladesIusingIaIrestrictedIsetIofIgenesWIISMEfJournalUI2019UIZaUI_fYYV_fZd 11.9 47

321 wnIsituIabundanceIandIcarbonIfixationIactivityIofIdistinctIanoxygenicIphototrophsIinItheIstratifiedI
seawaterIlakeIRogoznicaWIEnvironmentalfMicrobiologyUI2019UI_ZUIafgdVagYf 5.2 6

320 MarineI”roteobacteriaImetabolizeIglycolateIviaItheI˛†VhydroxyaspartateIcycleWINatureUI2019UIcecUIcYYVcYb50.4 31

319 qandidatusI”rosiliicoccusIvernusUIaIspringIphytoplanktonIbloomIassociatedImemberIofItheI
tlavobacteriaceaeWISystematicfandfAppliedfMicrobiologyUI2019UIb_UIbZVca 4.2 18

318 MicrobialImetalVsulfideIoxidationIinIinactiveIhydrothermalIventIchimneysIsuggestedIbyI
metagenomicIandImetaproteomicIanalysesWIEnvironmentalfMicrobiologyUI2019UI_ZUIdf_VeYZ 5.2 20

317
uenomicIcomparisonIbetweenImembersIofItheISalinibacteraceaeIfamilyUIandIdescriptionIofIaInewI
speciesIofISalinibacterIQSalinibacterIaltiplanensisIspWInovWRIisolatedIfromIhighIaltitudeIhypersalineI
environmentsIofItheIorgentinianIoltiplanoWISystematicfandfAppliedfMicrobiologyUI2018UIbZUIZgfV_Z_

4.2 14

316 RecurrentIpatternsIofImicrodiversityIinIaItemperateIcoastalImarineIenvironmentWIISMEfJournalUI
2018UIZ_UI_aeV_c_ 11.9 77

315 ReplyItoItheIcommentaryIKøncultivatedImicrobesVinIneedIofItheirIownInomenclaturemKWIISMEf
JournalUI2018UIZ_UIdcaVdcb 11.9 7

314 ønveilingItheIenigmaIofIrefractoryIcarbonIinItheIoceanWINationalfSciencefReviewUI2018UIcUIbcgVbda 10.8 38

313 odaptiveImechanismsIthatIprovideIcompetitiveIadvantagesItoImarineIbacteroidetesIduringI
microalgalIbloomsWIISMEfJournalUI2018UIZ_UI_fgbV_gYd 11.9 43

312 MetaproteogenomicI”rofilingIofIMicrobialIqommunitiesIqolonizingIoctivelyIVentingIvydrothermalI
qhimneysWIFrontiersfinfMicrobiologyUI2018UIgUIdfY 5.7 22

311 MicrobialIlifeIonIaIsandIgrainhIfromIbulkIsedimentItoIsingleIgrainsWIISMEfJournalUI2018UIZ_UId_aVdaa 11.9 53

310 olphaVIandIbetaVmannanIutilizationIbyImarineIpacteroidetesWIEnvironmentalfMicrobiologyUI2018UI_YUIbZ_eVbZbY5.2 8

309 oquaticIadaptationIofIaIlaterallyIacquiredIpectinIdegradationIpathwayIinImarineI
gammaproteobacteriaWIEnvironmentalfMicrobiologyUI2017UIZgUI_a_YV_aaa 5.2 27
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308 reterminingItheIbacterialIcellIbiologyIofI”lanctomycetesWINaturefCommunicationsUI2017UIfUIZbfca 17.4 127

307 íheIlowIdiverseIgastricImicrobiomeIofItheIjellyfishIqotylorhizaItuberculataIisIdominatedIbyIfourI
novelItaxaWIEnvironmentalfMicrobiologyUI2017UIZgUIaYagVaYcf 5.2 32

306 onIalternativeIpolysaccharideIuptakeImechanismIofImarineIbacteriaWIISMEfJournalUI2017UIZZUIZdbYVZdcY 11.9 94

305 NicheIpartitioningIofIdiverseIsulfurVoxidizingIbacteriaIatIhydrothermalIventsWIISMEfJournalUI2017UI
ZZUIZcbcVZccf 11.9 81

304 uenomicIandIphysiologicalIanalysesIofIPReinekeaIforsetiiPIrevealIaIversatileIopportunisticIlifestyleI
duringIspringIalgaeIbloomsWIEnvironmentalfMicrobiologyUI2017UIZgUIZ_YgVZ__Z 5.2 7

303 øncultivatedImicrobesIinIneedIofItheirIownItaxonomyWIISMEfJournalUI2017UIZZUI_aggV_bYd 11.9 278

302 rirectVgenetwSvhIaIsimplifiedIprotocolIforItheIsimultaneousIdetectionIandIquantificationIofIgenesI
andIrRNoIinImicroorganismsWIEnvironmentalfMicrobiologyUI2017UIZgUIeYVf_ 5.2 35

301 MicrobialIqommunityIResponseItoISimulatedI”etroleumISeepageIinIqaspianISeaISedimentsWI
FrontiersfinfMicrobiologyUI2017UIfUIedb 5.7 14

300
rescriptionIofIuramellaIforsetiiIspWInovWUIaImarineItlavobacteriaceaeIisolatedIfromINorthISeaIwaterUI
andIemendedIdescriptionIofIuramellaIgaetbulicolaIqhoIetIalWI_YZZWIInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyUI2017UIdeUIdgeVeYa

2.2 9

299 íheIapplicationIofIâ��Vomicsâ��ItechnologiesIforItheIclassificationIandIidentificationIofIanimalsWI
OrganismsfDiversityfandfEvolutionUI2016UIZdUIZVZ_ 1.7 36

298 ofterIollUI“nlyIMillionsmWIMBioUI2016UIeUI 7.8 31

297
vabitatIandItaxonIasIdrivingIforcesIofIcarbohydrateIcatabolismIinImarineIheterotrophicIbacteriahI
exampleIofItheImodelIalgaeVassociatedIbacteriumIZobelliaIgalactanivoransIrsijWIEnvironmentalf
MicrobiologyUI2016UIZfUIbdZYVbd_e

5.2 72

296 ReplyItoIKíheIønderestimationIofIulobalIMicrobialIriversityKWIMBioUI2016UIeUI 7.8 6

295 veterotrophicI”roteobacteriaIinItheIvicinityIofIdiffuseIhydrothermalIventingWIEnvironmentalf
MicrobiologyUI2016UIZfUIbabfVbadf 5.2 26

294 qhlamydialIseasonalIdynamicsIandIisolationIofIPqandidatusINeptunochlamydiaIvexilliferaePIfromIaI
íyrrhenianIcoastalIlakeWIEnvironmentalfMicrobiologyUI2016UIZfUI_bYcVZe 5.2 9

293 RecurringIpatternsIinIbacterioplanktonIdynamicsIduringIcoastalIspringIalgaeIbloomsWIELifeUI2016UIcUIeZZfff8.9 193

292 RevisedIphylogenyIofIpacteroidetesIandIproposalIofIsixteenInewItaxaIandItwoInewIcombinationsI
includingIRhodothermaeotaIphylWInovWISystematicfandfAppliedfMicrobiologyUI2016UIagUI_fZVgd 4.2 95

291 ”olysaccharideIutilisationIlociIofIpacteroidetesIfromItwoIcontrastingIopenIoceanIsitesIinItheINorthI
otlanticWIEnvironmentalfMicrobiologyUI2016UIZfUIbbcdVbbeY 5.2 35
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290 qolonizationIinItheIphoticIzoneIandIsubsequentIchangesIduringIsinkingIdetermineIbacterialI
communityIcompositionIinImarineIsnowWIAppliedfandfEnvironmentalfMicrobiologyUI2015UIfZUIZbdaVeZ 4.8 54

289 ”astIandIfutureIspeciesIdefinitionsIforIpacteriaIandIorchaeaWISystematicfandfAppliedfMicrobiologyUI
2015UIafUI_YgVZd 4.2 312

288 RapidIandIsensitiveIidentificationIofImarineIbacteriaIbyIanIimprovedIinIsituIrNoIhybridizationIchainI
reactionIQquickvqRVtwSvRWISystematicfandfAppliedfMicrobiologyUI2015UIafUIbYYVc 4.2 18

287 íaxonomyIinItheIageIofIgenomicsWIwntroductionWISystematicfandfAppliedfMicrobiologyUI2015UIafUI_YeVf 4.2 6

286 íheIeffectIofInutrientsIonIcarbonIandInitrogenIfixationIbyItheIøqYNVoVhaptophyteIsymbiosisWIISMEf
JournalUI2015UIgUIZdacVbe 11.9 61

285 qommunityIshiftIfromIphototrophicItoIchemotrophicIsulfideIoxidationIfollowingIanoxicIholomixisI
inIaIstratifiedIseawaterIlakeWIAppliedfandfEnvironmentalfMicrobiologyUI2015UIfZUI_gfVaYf 4.8 35

284 NichesIofItwoIpolysaccharideVdegradingI”olaribacterIisolatesIfromItheINorthISeaIduringIaIspringI
diatomIbloomWIISMEfJournalUI2015UIgUIZbZYV__ 11.9 107

283 rilutionIcultivationIofImarineIheterotrophicIbacteriaIabundantIafterIaIspringIphytoplanktonIbloomI
inItheINorthISeaWIEnvironmentalfMicrobiologyUI2015UIZeUIacZcV_d 5.2 35

282 qomparisonIofIbacterialIcommunitiesIonIlimnicIversusIcoastalImarineIparticlesIrevealsIprofoundI
differencesIinIcolonizationWIEnvironmentalfMicrobiologyUI2015UIZeUIacYYVZb 5.2 84

281 NucleicIocidI”robesIandIíheirIopplicationIinIsnvironmentalIMicrobiologyI2015UIZV_f

280 SalinibacterI2015UIZVe

279 ollochromatiumIhumboldtianumIspWInovWUIisolatedIfromIsoftIcoastalIsedimentsWIInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyUI2015UIdcUI_gfYV_gfc 2.2 4

278 vighIriversityIofIonaerobicIolkaneVregradingIMicrobialIqommunitiesIinIMarineISeepISedimentsI
pasedIonIQZVmethylalkylRsuccinateISynthaseIuenesWIFrontiersfinfMicrobiologyUI2015UIdUIZcZZ 5.7 38

277 ristributionIofIaIconsortiumIbetweenIunicellularIalgaeIandItheIN_IfixingIcyanobacteriumIøqYNVoI
inItheINorthIotlanticI“ceanWIEnvironmentalfMicrobiologyUI2014UIZdUIaZcaVde 5.2 29

276 svaluationIofItheI_aSIrRNoIgeneIasItargetIforIq”qRIbasedIquantificationIofItrankiaIinIsoilsWI
SystematicfandfAppliedfMicrobiologyUI2014UIaeUI__gVab 4.2 10

275 ønitingItheIclassificationIofIculturedIandIunculturedIbacteriaIandIarchaeaIusingIZdSIrRNoIgeneI
sequencesWINaturefReviewsfMicrobiologyUI2014UIZ_UIdacVbc 22.2 1290

274 riverseIsulfateVreducingIbacteriaIofItheIresulfosarcinaXresulfococcusIcladeIareItheIkeyIalkaneI
degradersIatImarineIseepsWIISMEfJournalUI2014UIfUI_Y_gVbb 11.9 134

273 wndicationsIforIalgaeVdegradingIbenthicImicrobialIcommunitiesIinIdeepVseaIsedimentsIalongItheI
ontarcticI”olarItrontWIDeepuSeafResearchfPartfII:fTopicalfStudiesfinfOceanographyUI2014UIZYfUIdVZd 2.3 41
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272 MassiveIregimeIshiftsIandIhighIactivityIofIheterotrophicIbacteriaIinIanIiceVcoveredIlakeWIPLoSfONEUI
2014UIgUIeZZadZZ 3.7 35

271 wdentificationIandIactivityIofIacetateVassimilatingIbacteriaIinIdiffuseIfluidsIventingIfromItwoI
deepVseaIhydrothermalIsystemsWIFEMSfMicrobiologyfEcologyUI2014UIgYUIeaZVbd 4.3 16

270 tunctionalIcharacterizationIofIpolysaccharideIutilizationIlociIinItheImarineIpacteroidetesIPuramellaI
forsetiiPIyíYfYaWIISMEfJournalUI2014UIfUIZbg_VcY_ 11.9 126

269 uenomicIencyclopediaIofIbacteriaIandIarchaeahIsequencingIaImyriadIofItypeIstrainsWIPLoSfBiologyUI
2014UIZ_UIeZYYZg_Y 9.7 146

268 MicrobialIlipidsIrevealIcarbonIassimilationIpatternsIonIhydrothermalIsulfideIchimneysWI
EnvironmentalfMicrobiologyUI2014UIZdUIacZcVa_ 5.2 24

267
íheImetagenomeIofItheImarineIanammoxIbacteriumIPqandidatusIScalinduaIprofundaPIillustratesI
theIversatilityIofIthisIgloballyIimportantInitrogenIcycleIbacteriumWIEnvironmentalfMicrobiologyUI
2013UIZcUIZ_ecVfg

5.2 199

266 SingleVcellIandIpopulationIlevelIviralIinfectionIdynamicsIrevealedIbyIphagetwSvUIaImethodItoI
visualizeIintracellularIandIfreeIvirusesWIEnvironmentalfMicrobiologyUI2013UIZcUI_aYdVZf 5.2 95

265
íheIgenomeIofItheIalgaVassociatedImarineIflavobacteriumItormosaIagariphilaIyMMIagYZíIrevealsI
aIbroadIpotentialIforIdegradationIofIalgalIpolysaccharidesWIAppliedfandfEnvironmentalfMicrobiologyUI
2013UIegUIdfZaV__

4.8 137

264 wnIsituIidentificationIandINâ��IandIqIfixationIratesIofIuncultivatedIcyanobacteriaIpopulationsWI
SystematicfandfAppliedfMicrobiologyUI2013UIadUI_cgVeZ 4.2 55

263 MappingIglycoconjugateVmediatedIinteractionsIofImarineIpacteroidetesIwithIdiatomsWISystematicf
andfAppliedfMicrobiologyUI2013UIadUIbZeV_c 4.2 33

262
SequencingIorphanIspeciesIinitiativeIQS“SRhItillingItheIgapsIinItheIZdSIrRNoIgeneIsequenceI
databaseIforIallIspeciesIwithIvalidlyIpublishedInamesWISystematicfandfAppliedfMicrobiologyUI2013UI
adUIdgVea

4.2 65

261
qompleteIgenomeUIcatabolicIsubVproteomesIandIkeyVmetabolitesIofIresulfobaculaItoluolicaIíol_UIaI
marineUIaromaticIcompoundVdegradingUIsulfateVreducingIbacteriumWIEnvironmentalfMicrobiologyUI
2013UIZcUIZaabVcc

5.2 80

260
qompleteIgenomeIsequenceIofIresulfocapsaIsulfexigensUIaImarineIdeltaproteobacteriumI
specializedIinIdisproportionatingIinorganicIsulfurIcompoundsWIStandardsfinfGenomicfSciencesUI2013UI
fUIcfVdf

43

259 MicrobialIcommunitiesIofIdeepVseaImethaneIseepsIatIvikurangiIcontinentalImarginIQNewIZealandRWI
PLoSfONEUI2013UIfUIee_d_e 3.7 56

258 vighIabundanceIofInovelIenvironmentalIchlamydiaeIinIaIíyrrhenianIcoastalIlakeIQzagoIdiI”aolaUI
wtalyRWIEnvironmentalfMicrobiologyfReportsUI2012UIbUIbbdVc_ 3.7 10

257 RoseobacterIcladeIbacteriaIareIabundantIinIcoastalIsedimentsIandIencodeIaInovelIcombinationIofI
sulfurIoxidationIgenesWIISMEfJournalUI2012UIdUI_ZefVfe 11.9 88

256 vwSvVSwMSIanalysisIofIbacterialIuptakeIofIalgalVderivedIcarbonIinItheIRˆ›oIdeIlaI”lataIestuaryWI
SystematicfandfAppliedfMicrobiologyUI2012UIacUIcbZVf 4.2 25

255 RevealingIstructureIandIassemblyIcuesIforIorabidopsisIrootVinhabitingIbacterialImicrobiotaWINatureUI
2012UIbffUIgZVc 50.4 1426

(2012-2014)
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254 ristributionIandIinIsituIabundanceIofIsulfateVreducingIbacteriaIinIdiverseImarineIhydrocarbonIseepI
sedimentsWIEnvironmentalfMicrobiologyUI2012UIZbUI_dfgVeZY 5.2 96

253 orchaeaIofItheIMiscellaneousIqrenarchaeotalIuroupIareIabundantUIdiverseIandIwidespreadIinI
marineIsedimentsWIISMEfJournalUI2012UIdUIZgbgVdc 11.9 198

252 qrystalIballhIfluorescenceIinIsituIhybridizationIinItheIageIofIsuperVresolutionImicroscopyWISystematicf
andfAppliedfMicrobiologyUI2012UIacUIcbgVc_ 4.2 12

251 qontrastingIextracellularIenzymeIactivitiesIofIparticleVassociatedIbacteriaIfromIdistinctIprovincesI
ofItheINorthIotlanticI“ceanWIFrontiersfinfMicrobiologyUI2012UIaUIb_c 5.7 33

250 qellIsurfaceIproteomeIofItheImarineIplanctomyceteIRhodopirellulaIbalticaWIProteomicsUI2012UIZ_UIZefZVgZ4.8 12

249 MultipleIselfVsplicingIintronsIinItheIZdSIrRNoIgenesIofIgiantIsulfurIbacteriaWIProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2012UIZYgUIb_YaVf 11.5 55

248 SubstrateVcontrolledIsuccessionIofImarineIbacterioplanktonIpopulationsIinducedIbyIaI
phytoplanktonIbloomWIScienceUI2012UIaadUIdYfVZZ 33.3 846

247
–uantificationIofIíintoIRiverIsedimentImicrobialIcommunitieshIimportanceIofIsulfateVreducingI
bacteriaIandItheirIroleIinIattenuatingIacidImineIdrainageWIAppliedfandfEnvironmentalfMicrobiologyUI
2012UIefUIbdafVbc

4.8 49

246 uenomicIcontentIofIunculturedIpacteroidetesIfromIcontrastingIoceanicIprovincesIinItheINorthI
otlanticI“ceanWIEnvironmentalfMicrobiologyUI2012UIZbUIc_Vdd 5.2 119

245 MicrobialIcommunityIresponseIduringItheIironIfertilizationIexperimentIz“votsβWIAppliedfandf
EnvironmentalfMicrobiologyUI2012UIefUIffYaVZ_ 4.8 42

244 qonceptsIandIsoftwareIforIaIrationalIdesignIofIpolynucleotideIprobesWIEnvironmentalfMicrobiologyf
ReportsUI2011UIaUIdgVef 3.7 16

243 NovelIgroupsIofIuammaproteobacteriaIcatalyseIsulfurIoxidationIandIcarbonIfixationIinIaIcoastalUI
intertidalIsedimentWIEnvironmentalfMicrobiologyUI2011UIZaUIecfVeb 5.2 96

242 ResponseIofIsulfateVreducingIbacteriaItoIanIartificialIoilVspillIinIaIcoastalImarineIsedimentWI
EnvironmentalfMicrobiologyUI2011UIZaUIZbffVgg 5.2 44

241 pacterialIsulfurIcyclingIshapesImicrobialIcommunitiesIinIsurfaceIsedimentsIofIanIultramaficI
hydrothermalIventIfieldWIEnvironmentalfMicrobiologyUI2011UIZaUI_daaVbf 5.2 39

240 ”racticalIapplicationIofIselfVorganizingImapsItoIinterrelateIbiodiversityIandIfunctionalIdataIinI
NuSVbasedImetagenomicsWIISMEfJournalUI2011UIcUIgZfV_f 11.9 43

239 SulfurVmetabolizingIbacterialIpopulationsIinImicrobialImatsIofItheINakabusaIhotIspringUIxapanWI
SystematicfandfAppliedfMicrobiologyUI2011UIabUI_gaVaY_ 4.2 61

238 oIsingleVcellIsequencingIapproachItoItheIclassificationIofIlargeUIvacuolatedIsulfurIbacteriaWI
SystematicfandfAppliedfMicrobiologyUI2011UIabUI_baVcg 4.2 78

237 ReleaseIzí”sZYbIofItheIollVSpeciesIzivingIíreeWISystematicfandfAppliedfMicrobiologyUI2011UIabUIZdgVeY 4.2 122
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236
íheIgenusIollochromatiumIQqhromatialesIqhromatiaceaeRIrevisitedhIaIstudyIonIitsIintragenicI
structureIbasedIonImultilocusIsequenceIanalysisIQMzSoRIandIrNoVrNoIhybridizationIQrrvRWI
SystematicfandfAppliedfMicrobiologyUI2011UIabUIcgYVb

4.2 4

235 vydrogenIisIanIenergyIsourceIforIhydrothermalIventIsymbiosesWINatureUI2011UIbedUIZedVfY 50.4 175

234
qonservationIofIproteobacterialImagnetosomeIgenesIandIstructuresIinIanIuncultivatedImemberIofI
theIdeepVbranchingINitrospiraIphylumWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaUI2011UIZYfUIZZabVg

11.5 99

233 íhermophilicIanaerobicIoxidationIofImethaneIbyImarineImicrobialIconsortiaWIISMEfJournalUI2011UIcUIZgbdVcd11.9 137

232 íemporalIvariabilityIofIcoastalI”lanctomycetesIcladesIatIyabeltonneIstationUINorthISeaWIAppliedfandf
EnvironmentalfMicrobiologyUI2011UIeeUIcYYgVZe 4.8 45

231 ristinctIflavobacterialIcommunitiesIinIcontrastingIwaterImassesIofItheInorthIotlanticI“ceanWIISMEf
JournalUI2010UIbUIbe_Vfe 11.9 119

230 tineVscaleIevolutionhIgenomicUIphenotypicIandIecologicalIdifferentiationIinItwoIcoexistingI
SalinibacterIruberIstrainsWIISMEfJournalUI2010UIbUIff_Vgc 11.9 58

229 MetagenomeIandImRNoIexpressionIanalysesIofIanaerobicImethanotrophicIarchaeaIofItheIoNMsVZI
groupWIEnvironmentalfMicrobiologyUI2010UIZ_UIb__Vag 5.2 181

228 wdentificationIofItheIdominantIsulfateVreducingIbacterialIpartnerIofIanaerobicImethanotrophsIofI
theIoNMsV_IcladeWIEnvironmentalfMicrobiologyUI2010UIZ_UI_a_eVbY 5.2 119

227 uenetwSvVVanIinIsituItechniqueIforIlinkingIgeneIpresenceIandIcellIidentityIinIenvironmentalI
microorganismsWIEnvironmentalfMicrobiologyUI2010UIZ_UIaYceVea 5.2 61

226 svaluationIofItheIuseIofImultilocusIsequenceIanalysisIQMzSoRItoIresolveItaxonomicIconflictsIwithinI
theIgenusIMarichromatiumWISystematicfandfAppliedfMicrobiologyUI2010UIaaUIZZdV_Z 4.2 16

225 revelopmentIofIaIZdSIrRNoVtargetedIprobeIsetIforIVerrucomicrobiaIandIitsIapplicationIforI
fluorescenceIinIsituIhybridizationIinIaIhumicIlakeWISystematicfandfAppliedfMicrobiologyUI2010UIaaUIZagVbf 4.2 38

224 pacterioplanktonIdiversityIandIcommunityIcompositionIinItheISouthernIzagoonIofIVeniceWI
SystematicfandfAppliedfMicrobiologyUI2010UIaaUIZ_fVaf 4.2 27

223 øpdateIofItheIollVSpeciesIzivingIíreeI”rojectIbasedIonIZdSIandI_aSIrRNoIsequenceIanalysesWI
SystematicfandfAppliedfMicrobiologyUI2010UIaaUI_gZVg 4.2 366

222
oInewImoderatelyIthermophilicIandIhighIsulfideItolerantIbiotypeIofIMarichromatiumIgracileUI
isolatedIfromItidalIsedimentsIofItheIuermanI₂addenISeahIMarichromatiumIgracileIbiotypeI
thermosulfidiphilumWISystematicfandfAppliedfMicrobiologyUI2009UIa_UIZVe

4.2 12

221 piogeographyIandIphylogenyIofItheIN“RcX“MdYIcladeIofIuammaproteobacteriaWISystematicfandf
AppliedfMicrobiologyUI2009UIa_UIZ_bVag 4.2 60

220 retoxificationIofIsulphidicIofricanIshelfIwatersIbyIbloomingIchemolithotrophsWINatureUI2009UIbceUIcfZVb50.4 250

219 uenomeIsequenceIofIresulfobacteriumIautotrophicumIvRM_UIaImarineIsulfateIreducerIoxidizingI
organicIcarbonIcompletelyItoIcarbonIdioxideWIEnvironmentalfMicrobiologyUI2009UIZZUIZYafVcc 5.2 89

(2009-2011)
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218 SubstrateIincorporationIpatternsIofIbacterioplanktonIpopulationsIinIstratifiedIandImixedIwatersIofI
aIhumicIlakeWIEnvironmentalfMicrobiologyUI2009UIZZUIZfcbVdc 5.2 63

217 zatitudinalIdistributionIofIprokaryoticIpicoplanktonIpopulationsIinItheIotlanticI“ceanWI
EnvironmentalfMicrobiologyUI2009UIZZUI_YefVga 5.2 177

216 RevisingItheInitrogenIcycleIinItheI”eruvianIoxygenIminimumIzoneWIProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2009UIZYdUIbec_Ve 11.5 568

215
íowardIcloningIofItheImagnetotacticImetagenomehIidentificationIofImagnetosomeIislandIgeneI
clustersIinIuncultivatedImagnetotacticIbacteriaIfromIdifferentIaquaticIsedimentsWIAppliedfandf
EnvironmentalfMicrobiologyUI2009UIecUIage_Vg

4.8 88

214 SingleVcellIidentificationIinImicrobialIcommunitiesIbyIimprovedIfluorescenceIinIsituIhybridizationI
techniquesWINaturefReviewsfMicrobiologyUI2008UIdUIaagVbf 22.2 551

213 oImicrodiversityIstudyIofIanammoxIbacteriaIrevealsIaInovelIqandidatusIScalinduaIphylotypeIinI
marineIoxygenIminimumIzonesWIEnvironmentalfMicrobiologyUI2008UIZYUIaZYdVZg 5.2 210

212 íheIollVSpeciesIzivingIíreeIprojecthIaIZdSIrRNoVbasedIphylogeneticItreeIofIallIsequencedItypeI
strainsWISystematicfandfAppliedfMicrobiologyUI2008UIaZUI_bZVcY 4.2 761

211 oIsingleVcellIviewIonItheIecophysiologyIofIanaerobicIphototrophicIbacteriaWIProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2008UIZYcUIZefdZVd 11.5 332

210
rescriptionIofIMaribacterIforsetiiIspWInovWUIaImarineItlavobacteriaceaeIisolatedIfromINorthISeaI
waterUIandIemendedIdescriptionIofItheIgenusIMaribacterWIInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyUI2008UIcfUIegYVe

2.2 38

209 retailedIproteomeIanalysisIofIgrowingIcellsIofItheIplanctomyceteIRhodopirellulaIbalticaISvZíWI
ProteomicsUI2008UIfUIZdYfV_a 4.8 26

208 SectionIaIupdatehISensitiveImultiVcolorIfluorescenceIinIsituIhybridizationIforItheIidentificationIofI
environmentalImicroorganismsI2008UI_dZaV_d_e 2

207 tosmidsIofInovelImarineI”lanctomycetesIfromItheINamibianIandI“regonIcoastIupwellingIsystemsI
andItheirIcrossVcomparisonIwithIplanctomyceteIgenomesWIISMEfJournalUI2007UIZUIbZgVac 11.9 90

206 MolecularIandImorphologicalIcharacterizationIofItheIassociationIbetweenIbacterialIendosymbiontsI
andItheImarineInematodeIostomonemaIspWIfromItheIpahamasWIEnvironmentalfMicrobiologyUI2007UIgUIZabcVca5.2 32

205 vighIlocalIandIglobalIdiversityIofItlavobacteriaIinImarineIplanktonWIEnvironmentalfMicrobiologyUI
2007UIgUIZ_caVdd 5.2 119

204 MetagenomicIapproachItoItheIstudyIofIhalophageshItheIenvironmentalIhalophageIZWIEnvironmentalf
MicrobiologyUI2007UIgUIZeZZV_a 5.2 54

203 ”hylogeneticIpositionIofISalinibacterIruberIbasedIonIconcatenatedIproteinIalignmentsWISystematicf
andfAppliedfMicrobiologyUI2007UIaYUIZeZVg 4.2 27

202 zinkingIcrenarchaealIandIbacterialInitrificationItoIanammoxIinItheIplackISeaWIProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2007UIZYbUIeZYbVg 11.5 444

201 riversityIandIabundanceIofIaerobicIandIanaerobicImethaneIoxidizersIatItheIvaakonIMosbyIMudI
VolcanoUIparentsISeaWIAppliedfandfEnvironmentalfMicrobiologyUI2007UIeaUIaabfVd_ 4.8 297
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200 wnsightsIintoItheIgenomeIofIlargeIsulfurIbacteriaIrevealedIbyIanalysisIofIsingleIfilamentsWIPLoSf
BiologyUI2007UIcUIe_aY 9.7 126

199
qharacterizationIofIaImarineIgammaproteobacteriumIcapableIofIaerobicIanoxygenicI
photosynthesisWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI
2007UIZYbUI_fgZVd

11.5 111

198 ”otentialIinteractionsIofIparticleVassociatedIanammoxIbacteriaIwithIbacterialIandIarchaealIpartnersI
inItheINamibianIupwellingIsystemWIAppliedfandfEnvironmentalfMicrobiologyUI2007UIeaUIbdbfVce 4.8 189

197 SingleVstrandedIconformationalIpolymorphismIforIseparationIofImixedIrRNoSIQrRNoVSSq”RhIaInewI
methodIforIprofilingImicrobialIcommunitiesWISystematicfandfAppliedfMicrobiologyUI2006UI_gUIddZVeY 4.2 15

196
qomparisonIofIrRNoIandIpolarVlipidVderivedIfattyIacidIbiomarkersIforIassessmentIofIZaqVsubstrateI
incorporationIbyImicroorganismsIinImarineIsedimentsWIAppliedfandfEnvironmentalfMicrobiologyUI
2006UIe_UIc_bdVca

4.8 23

195
”hylogenyIofIZdSIrRNoUIribuloseIZUcVbisphosphateIcarboxylaseXoxygenaseUIandIadenosineI
cPVphosphosulfateIreductaseIgenesIfromIgammaVIandIalphaproteobacterialIsymbiontsIinIgutlessI
marineIwormsIQoligochaetaRIfromIpermudaIandItheIpahamasWIAppliedfandfEnvironmentalf
MicrobiologyUI2006UIe_UIcc_eVad

4.8 52

194 riversityIandIíaxonomyIofIMagnetotacticIpacteriaI2006UI_cVad 37

193 NovelImicrobialIcommunitiesIofItheIvaakonIMosbyImudIvolcanoIandItheirIroleIasIaImethaneIsinkWI
NatureUI2006UIbbaUIfcbVf 50.4 471

192 MicrobialIcommunityIstructureIofIsandyIintertidalIsedimentsIinItheINorthISeaUISyltVRˆ‚mˆ‚IpasinUI
₂addenISeaWISystematicfandfAppliedfMicrobiologyUI2006UI_gUIaaaVbf 4.2 122

191 íheIuenusINevskiaI2006UIZZc_VZZcc 3

190 oIqoRrVtwSvIprotocolIforItheIidentificationIandIenumerationIofIepiphyticIbacteriaIonImarineIalgaeWI
JournalfoffMicrobiologicalfMethodsUI2006UIdcUIdYbVe 2.8 38

189 ₂holeIgenomeIanalysisIofItheImarineIpacteroidetesPuramellaIforsetiiPIrevealsIadaptationsItoI
degradationIofIpolymericIorganicImatterWIEnvironmentalfMicrobiologyUI2006UIfUI__YZVZa 5.2 273

188 øseIofIgreenIfluorescentIproteinIasIaImarkerIforIecologicalIstudiesIofIactivatedIsludgeI
communitiesWIFEMSfMicrobiologyfLettersUI2006UIZbgUIeeVfa 2.9 72

187 SymbiosisIinsightsIthroughImetagenomicIanalysisIofIaImicrobialIconsortiumWINatureUI2006UIbbaUIgcYVc 50.4 339

186 ”hylogenyIandIwnISituIwdentificationIofIMagnetotacticIpacteriaI2005UIbcVdY

185 íheItranscriptionalIregulatorIpoolIofItheImarineIbacteriumIRhodopirellulaIbalticaISvIZíIasIrevealedI
byIwholeIgenomeIcomparisonsWIFEMSfMicrobiologyfLettersUI2005UI_b_UIZaeVbc 2.9 15

184 riversityIandIverticalIdistributionIofIculturedIandIunculturedIreltaproteobacteriaIinIanIintertidalI
mudIflatIofItheI₂addenISeaWIEnvironmentalfMicrobiologyUI2005UIeUIbYcVZf 5.2 124

183 wnIsituIsubstrateIconversionIandIassimilationIbyInitrifyingIbacteriaIinIaImodelIbiofilmWIEnvironmentalf
MicrobiologyUI2005UIeUIZag_VbYb 5.2 30

(2005-2007)
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182 wnsightsIintoItheIgenomesIofIarchaeaImediatingItheIanaerobicIoxidationIofImethaneWIEnvironmentalf
MicrobiologyUI2005UIeUIZgaeVcZ 5.2 74

181 oIcatabolicIgeneIclusterIforIanaerobicIbenzoateIdegradationIinImethanotrophicImicrobialIplackISeaI
matsWISystematicfandfAppliedfMicrobiologyUI2005UI_fUI_feVgb 4.2 27

180 uraphicalIrepresentationIofIribosomalIRNoIprobeIaccessibilityIdataIusingIoRpIsoftwareIpackageWI
BMCfBioinformaticsUI2005UIdUIdZ 3.6 35

179 wntraspecificIcomparativeIanalysisIofItheIspeciesISalinibacterIruberWIExtremophilesUI2005UIgUIZcZVdZ 3 50

178 íowardsItheIproteomeIofItheImarineIbacteriumIRhodopirellulaIbalticahImappingItheIsolubleI
proteinsWIProteomicsUI2005UIcUIadcbVeZ 4.8 24

177
íhiomicrospiraIarcticaIspWInovWIandIíhiomicrospiraIpsychrophilaIspWInovWUIpsychrophilicUIobligatelyI
chemolithoautotrophicUIsulfurVoxidizingIbacteriaIisolatedIfromImarineIorcticIsedimentsWI
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyUI2005UIccUIefZVefd

2.2 41

176
rualIsymbiosisIinIaIpathymodiolusIspWImusselIfromIaImethaneIseepIonItheIuabonIcontinentalI
marginIQSoutheastIotlanticRhIZdSIrRNoIphylogenyIandIdistributionIofItheIsymbiontsIinIgillsWIAppliedf
andfEnvironmentalfMicrobiologyUI2005UIeZUIZdgbVeYY

4.8 133

175 qlusteredIgenesIrelatedItoIsulfateIrespirationIinIunculturedIprokaryotesIsupportItheItheoryIofI
theirIconcomitantIhorizontalItransferWIJournalfoffBacteriologyUI2005UIZfeUIeZ_dVae 3.5 64

174
MassiveInitrogenIlossIfromItheIpenguelaIupwellingIsystemIthroughIanaerobicIammoniumI
oxidationWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2005UI
ZY_UIdbefVfa

11.5 560

173 tateIofIheterotrophicImicrobesIinIpelagicIhabitatshIfocusIonIpopulationsWIMicrobiologyfandf
MolecularfBiologyfReviewsUI2005UIdgUIbbYVdZ 13.2 96

172 vydrogenophagaIdefluviiIspWInovWIandIvydrogenophagaIatypicaIspWInovWUIisolatedIfromIactivatedI
sludgeWIInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyUI2005UIccUIabZVabb 2.2 71

171 qoexistenceIofIbacterialIsulfideIoxidizersUIsulfateIreducersUIandIspirochetesIinIaIgutlessIwormI
Q“ligochaetaRIfromItheI”eruImarginWIAppliedfandfEnvironmentalfMicrobiologyUI2005UIeZUIZccaVdZ 4.8 84

170 riversityIandIdistributionIofImethanotrophicIarchaeaIatIcoldIseepsWIAppliedfandfEnvironmentalf
MicrobiologyUI2005UIeZUIbdeVeg 4.8 485

169 SalinibacterIRuberhIuenomicsIandIpiogeographyI2005UI_ccV_dd 3

168 tlowIsortingIofImarineIbacterioplanktonIafterIfluorescenceIinIsituIhybridizationWIAppliedfandf
EnvironmentalfMicrobiologyUI2004UIeYUId_ZYVg 4.8 124

167 octinobacterialIZdSIrRNoIgenesIfromIfreshwaterIhabitatsIclusterIinIfourIdistinctIlineagesWI
EnvironmentalfMicrobiologyUI2004UIdUI_b_Vca 5.2 195

166 opplicationIandIvalidationIofIrNoImicroarraysIforItheIZdSIrRNoVbasedIanalysisIofImarineI
bacterioplanktonWIEnvironmentalfMicrobiologyUI2004UIdUIdafVbc 5.2 59

165 opplicationIofItetranucleotideIfrequenciesIforItheIassignmentIofIgenomicIfragmentsWI
EnvironmentalfMicrobiologyUI2004UIdUIgafVbe 5.2 270
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164 ”sychrobacterInivimarisIspWInovWUIaIheterotrophicIbacteriumIattachedItoIorganicIparticlesIisolatedI
fromItheISouthIotlanticIQontarcticaRWISystematicfandfAppliedfMicrobiologyUI2004UI_eUIaggVbYd 4.2 26

163 íheIeffectIofInucleobaseVspecificIfluorescenceIquenchingIonIinIsituIhybridizationIwithI
rRNoVtargetedIoligonucleotideIprobesWISystematicfandfAppliedfMicrobiologyUI2004UI_eUIcdcVe_ 4.2 11

162
qomparativeIsequenceIanalysisIandIoligonucleotideIprobeIdesignIbasedIonI_aSIrRNoIgenesIofI
olphaproteobacteriaIfromINorthISeaIbacterioplanktonWISystematicfandfAppliedfMicrobiologyUI2004UI
_eUIceaVfY

4.2 13

161 SimultaneousIfluorescenceIinIsituIhybridizationIofImRNoIandIrRNoIinIenvironmentalIbacteriaWI
AppliedfandfEnvironmentalfMicrobiologyUI2004UIeYUIcb_dVaa 4.8 153

160 onIimprovedIfluorescenceIinIsituIhybridizationIprotocolIforItheIidentificationIofIbacteriaIandI
archaeaIinImarineIsedimentsWIFEMSfMicrobiologyfEcologyUI2004UIcYUI_YaVZa 4.3 136

159 orchaeaVlikeIgenesIforIqZVtransferIenzymesIinI”lanctomyceteshIphylogeneticIimplicationsIofItheirI
unexpectedIpresenceIinIthisIphylumWIJournalfoffMolecularfEvolutionUI2004UIcgUIceZVfd 3.1 39

158 ”redominanceIofI˛†VproteobacteriaIinIsummerImeltIpoolsIonIorcticIpackIiceWILimnologyfandf
OceanographyUI2004UIbgUIZYZaVZY_Z 4.8 27

157 RedUIsxtremelyIvalophilicUIbutInotIorchaealhIíheI”hysiologyIandIscologyIofISalinibacterIruberUIaI
pacteriumIwsolatedIfromISalternIqrystallizerI”ondsI2004UIdaVed 22

156
wsItheIinIsituIaccessibilityIofItheIZdSIrRNoIofIsscherichiaIcoliIforIqyaVlabeledIoligonucleotideIprobesI
predictedIbyIaIthreeVdimensionalIstructureImodelIofItheIaYSIribosomalIsubunitmWIAppliedfandf
EnvironmentalfMicrobiologyUI2003UIdgUIbgacVbZ

4.8 66

155 vighIrateIofIuptakeIofIorganicInitrogenIcompoundsIbyI”rochlorococcusIcyanobacteriaIasIaIkeyItoI
theirIdominanceIinIoligotrophicIoceanicIwatersWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUIZ_ggVaYb4.8 205

154 oreIreadilyIculturableIbacteriaIinIcoastalINorthISeaIwatersIsuppressedIbyIselectiveIgrazingI
mortalitymWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUI_d_bVaY 4.8 99

153 StructureIandIactivityIofImultipleInitrifyingIbacterialIpopulationsIcoVexistingIinIaIbiofilmWI
EnvironmentalfMicrobiologyUI2003UIcUIaccVdg 5.2 121

152 ”hylogenyIandIdistributionIofInitrateVstoringIpeggiatoaIsppWIinIcoastalImarineIsedimentsWI
EnvironmentalfMicrobiologyUI2003UIcUIc_aVaa 5.2 81

151 –uantificationIofIdissimilatoryIQbiRsulphiteIreductaseIgeneIexpressionIinIresulfobacteriumI
autotrophicumIusingIrealVtimeIRíV”qRWIEnvironmentalfMicrobiologyUI2003UIcUIddYVeZ 5.2 44

150 wnIsituIdistributionIandIactivityIofInitrifyingIbacteriaIinIfreshwaterIsedimentWIEnvironmentalf
MicrobiologyUI2003UIcUIegfVfYa 5.2 98

149 oIconspicuousInickelIproteinIinImicrobialImatsIthatIoxidizeImethaneIanaerobicallyWINatureUI2003UI
b_dUIfefVfZ 50.4 300

148 riversityIandIstructureIofIbacterialIcommunitiesIinIorcticIversusIontarcticIpackIiceWIAppliedfandf
EnvironmentalfMicrobiologyUI2003UIdgUIddZYVg 4.8 314

147 qompleteIgenomeIsequenceIofItheImarineIplanctomyceteI”irellulaIspWIstrainIZWIProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2003UIZYYUIf_gfVaYa 11.5 391

(2003-2004)
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146 MicrobialIecologyIofIanIextremeIacidicIenvironmentUItheIíintoIRiverWIAppliedfandfEnvironmentalf
MicrobiologyUI2003UIdgUIbfcaVdc 4.8 351

145 octivityUIristributionUIandIriversityIofISulfateIReducersIandI“therIpacteriaIinISedimentsIaboveIuasI
vydrateIQqascadiaIMarginUI“regonRWIGeomicrobiologyfJournalUI2003UI_YUI_dgV_gb 2.5 227

144 outomatedIenumerationIofIgroupsIofImarineIpicoplanktonIafterIfluorescenceIinIsituIhybridizationWI
AppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUI_daZVe 4.8 83

143 wnIsituIaccessibilityIofIsmallVsubunitIrRNoIofImembersIofItheIdomainsIpacteriaUIorchaeaUIandI
sucaryaItoIqyaVlabeledIoligonucleotideIprobesWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUIZebfVcf4.8 138

142 wnIsituIaccessibilityIofISaccharomycesIcerevisiaeI_dSIrRNoItoIqyaVlabeledIoligonucleotideIprobesI
comprisingItheIrZIandIr_IdomainsWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUI_fggVgYc 4.8 40

141 onIimprovedIprotocolIforIquantificationIofIfreshwaterIoctinobacteriaIbyIfluorescenceIinIsituI
hybridizationWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUI_g_fVac 4.8 242

140 “ptimizationIstrategiesIforIrNoImicroarrayVbasedIdetectionIofIbacteriaIwithIZdSIrRNoVtargetingI
oligonucleotideIprobesWIAppliedfandfEnvironmentalfMicrobiologyUI2003UIdgUIZageVbYe 4.8 176

139 onalysisIofINVacetylglucosamineImetabolismIinItheImarineIbacteriumI”irellulaIspWIstrainIZIbyIaI
proteomicIapproachWIProteomicsUI2002UI_UIdbgVcc 4.8 43

138 ”icobenthicIcyanobacterialIpopulationsIrevealedIbyIZdSIrRNoVtargetedIinIsituIhybridizationWI
EnvironmentalfMicrobiologyUI2002UIbUIaecVf_ 5.2 7

137 wsolationIofIsmallVsubunitIrRNoIforIstableIisotopicIcharacterizationWIEnvironmentalfMicrobiologyUI
2002UIbUIbcZVdb 5.2 49

136 wdentificationIofIrNoVsynthesizingIbacterialIcellsIinIcoastalINorthISeaIplanktonWIAppliedfandf
EnvironmentalfMicrobiologyUI2002UIdfUIce_fVad 4.8 85

135 íhinkIbighItheIinternationalIdimensionIofIenvironmentalImicrobiologyWIEnvironmentalfMicrobiologyUI
2002UIbUIa 5.2 1

134
SalinibacterIruberIgenWInovWUIspWInovWUIaInovelUIextremelyIhalophilicImemberIofItheIpacteriaIfromI
salternIcrystallizerIpondsWIInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyUI2002UI
c_UIbfcVgZ

2.2 362

133
MicroheterogeneityIinIZdSIribosomalIrNoVdefinedIbacterialIpopulationsIfromIaIstratifiedI
planktonicIenvironmentIisIrelatedItoItemporalIchangesIandItoIecologicalIadaptationsWIAppliedfandf
EnvironmentalfMicrobiologyUI2002UIdfUIZeYdVZb

4.8 101

132 qomparisonIofIfluorescentlyIlabeledIoligonucleotideIandIpolynucleotideIprobesIforItheIdetectionI
ofIpelagicImarineIbacteriaIandIarchaeaWIAppliedfandfEnvironmentalfMicrobiologyUI2002UIdfUIddZVe 4.8 161

131 MicrobialIreefsIinItheIplackISeaIfueledIbyIanaerobicIoxidationIofImethaneWIScienceUI2002UI_geUIZYZaVc 33.3 582

130 tluorescenceIinIsituIhybridizationIandIcatalyzedIreporterIdepositionIforItheIidentificationIofImarineI
bacteriaWIAppliedfandfEnvironmentalfMicrobiologyUI2002UIdfUIaYgbVZYZ 4.8 829

129
RapidIturnoverIofIdissolvedIrMSIandIrMS”IbyIdefinedIbacterioplanktonIcommunitiesIinItheI
stratifiedIeuphoticIzoneIofItheINorthISeaWIDeepuSeafResearchfPartfII:fTopicalfStudiesfinf
OceanographyUI2002UIbgUIaYZeVaYaf

2.3 98
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128
qloselyIrelatedI”rochlorococcusIgenotypesIshowIremarkablyIdifferentIdepthIdistributionsIinItwoI
oceanicIregionsIasIrevealedIbyIinIsituIhybridizationIusingIZdSIrRNoVtargetedIoligonucleotidesWI
MicrobiologyfoUnitedfKingdompUI2001UIZbeUIZeaZVZebb

2.9 143

127
zinkingItheIcompositionIofIbacterioplanktonItoIrapidIturnoverIofIdissolvedI
dimethylsulphoniopropionateIinIanIalgalIbloomIinItheINorthISeaWIEnvironmentalfMicrobiologyUI2001UI
aUIaYbVZZ

5.2 185

126 íheIidentificationIofImicroorganismsIbyIfluorescenceIinIsituIhybridisationWICurrentfOpinionfinf
BiotechnologyUI2001UIZ_UI_aZVd 11.4 283

125 qombinedIuseIofIZdSIribosomalIrNoIandIZdSIrRNoItoIstudyItheIbacterialIcommunityIofI
polychlorinatedIbiphenylVpollutedIsoilWIAppliedfandfEnvironmentalfMicrobiologyUI2001UIdeUIZfebVfb 4.8 242
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119 –uantitativeImolecularIanalysisIofItheImicrobialIcommunityIinImarineIarcticIsedimentsIQSvalbardRWI
AppliedfandfEnvironmentalfMicrobiologyUI2001UIdeUIafeVgc 4.8 192
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111 wsolationIofInovelIpelagicIbacteriaIfromItheIuermanIbightIandItheirIseasonalIcontributionsItoI
surfaceIpicoplanktonWIAppliedfandfEnvironmentalfMicrobiologyUI2001UIdeUIcZabVb_ 4.8 204
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49 wnIsituIanalysisIofInitrifyingIbacteriaIinIsewageItreatmentIplantsWIWaterfSciencefandfTechnologyUI
1996UIabUI_aeV_bb 2.2 333

48 wnIsituIvisualizationIofIhighIgeneticIdiversityIinIaInaturalImicrobialIcommunityWIJournalfoff
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”olynucleobacterInecessariusUIanIobligateIbacterialIendosymbiontIofItheIhypotrichousIciliateI
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25 wnIsituIcharacterizationIofItheImicrobialIconsortiaIactiveIinItwoIwastewaterItreatmentIplantsWIWaterf
ResearchUI1994UI_fUIZeZcVZe_a 12.5 157
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rualIstainingIofInaturalIbacterioplanktonIwithIbPUdVdiamidinoV_VphenylindoleIandIfluorescentI
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environmentalIstudiesIinImicrobiologyWIJournalfoffBacteriologyUI1990UIZe_UIed_VeY 3.5 1820

6 qombinationIofIZdSIrRNoVtargetedIoligonucleotideIprobesIwithIflowIcytometryIforIanalyzingI
mixedImicrobialIpopulationsWIAppliedfandfEnvironmentalfMicrobiologyUI1990UIcdUIZgZgV_c 4.8 3021

5 qloningIandIsequencingIofIgenesIencodingItheIbetaIsubunitsIofItheIoí”VsynthasesI
fromsnterobacterIaerogenesandtlavobacteriumIferrugineumWIFEMSfMicrobiologyfLettersUI1988UIcYUIZYZVZYd2.9 11

4 qloningIandIsequencingIofItheIgeneIencodingItheIbetaIsubunitIofItheIsodiumIionItranslocatingIoí”I
synthaseIof”ropionigeniumImodestumWIFEMSfMicrobiologyfLettersUI1988UIcdUI_caV_cg 2.9 37

3 SingleIqellIwdentificationIbyItluorescenceIwnISituIvybridizationffdVfgd 7
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2 ShortVtermIchangesIinIpolysaccharideIutilizationImechanismsIofImarineIbacterioplanktonIduringIaI
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1 NucleicIocidVpasedIíechniquesIforIonalyzingItheIriversityUIStructureUIandIrynamicsIofIMicrobialI
qommunitiesIinI₂astewaterIíreatmentfcVZYf 2
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