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353 TheItarthIqiovenomeIárojectIaYaYiIStartingItheIclockWWIProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaUI2022UIZZhUI 11.5 15

352 StandardsIrecommendationsIforItheItarthIqiovenomeIárojectWWIProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2022UIZZhUI 11.5 4

351 WhyIsequenceIallIeukaryotesnWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaUI2022UIZZhUI 11.5 6

350 rhromosomeVlevelIgenomeIassemblyUIannotationUIandIphylogenomicsIofItheIgooseneckIbarnacleI
áollicipesIpollicipesWWIGigaScienceUI2022UIZZUI 7.6 2

349 pssociationIofItarlyIpspirinIUseIWithIxnVwospitalI—ortalityIinIáatientsIWithI—oderateIrOVxsVZhWWI
JAMAbNetworkbOpenUI2022UIdUIeaabghY 10.4 4

348 rompositionUIStructureIandIsiversityIofISoilIqacterialIrommunitiesIbeforeUIduringIandIafterITransitI
throughItheIvutIofItheItarthwormIpporrectodeaIcaliginosaWIMicroorganismsUI2022UIZYUIZYad 4.9 0

347 tpidemiologicalIassociationsIwithIgenomicIvariationIinISpRSVroVVaWIScientificbReportsUI2021UIZZUIabYab 4.9 0

346 pssociationsIbetweenIwxVIinfectionIandIclinicalIspectrumIofIrOVxsVZhiIaIpopulationIlevelIanalysisI
basedIonIUSI ationalIrOVxsIrohortIrollaborativeIQ brRIdataWILancetbHIVotheUI2021UIgUIeehYVefYY 7.8 17

345 sominantIcladeVfeaturedISpRSVroVVaIcoVoccurringImutationsIrevealIplausibleIepistasisiIpnIinIsilicoI
basedIhypotheticalImodelWIJournalbofbMedicalbVirologyUI2021UIhcUIZYbd 19.7 3

344 wpáwáxátiIwaplotypeIReconstructionIandIáhylodynamicsIforIseepISequencingIofIxntrahostIViralI
áopulationsWIMolecularbBiologybandbEvolutionUI2021UIbgUIZeffVZehY 8.3 3

343 xnflammationIinIchildrenIwithIcysticIfibrosisiIcontributionIofIbacterialIproductionIofIlongVchainIfattyI
acidsWIPediatricbResearchUI2021UIhYUIhhVZYg 3.2 2

342 tntangledIpeglidaeIQsecapodaUIpnomuraRiIpdditionalIevidenceIforIcrypticIspeciesWIZoologicabScripta
UI2021UIdYUIcfbVcgc 2.5 0

341 txpressionIofIwumanItndogenousIRetrovirusesIinISystemicI–upusItrythematosusiI—ultiomicI
xntegrationIWithIveneItxpressionWIFrontiersbinbImmunologyUI2021UIZaUIeeZcbf 8.4 4

340 rOVxsVZhIbiomarkersIandItheirIoverlapIwithIcomorbiditiesIinIaIdiseaseIbiomarkerIdataImodelWI
BriefingsbinbBioinformaticsUI2021UIaaUI 13.4 2

339 –ocusVSpecificIrharacterizationIofIwumanItndogenousIRetrovirusItxpressionIinIárostateUIqreastUI
andIrolonIrancersWICancerbResearchUI2021UIgZUIbcchVbceY 10.1 4

338 xmportanceIofIbetaVlactamIpharmacokineticsIandIpharmacodynamicsIonItheIrecoveryIofImicrobialI
diversityIinItheIairwayIofIpersonsIwithIcysticIfibrosisWIJournalbofbInvestigativebMedicineUI2021UIehUIZbdYVZbdh2.9 4

337 OmicsIcommunityIdetectionIusingImultiVresolutionIclusteringWIBioinformaticsUI2021UI 7.2 2
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336 tarthwormsIdrasticallyIchangeIfungalIandIbacterialIcommunitiesIduringIvermicompostingIofI
sewageIsludgeWIScientificbReportsUI2021UIZZUIZddde 4.9 9

335 tachIpatientIisIaIresearchIbiorepositoryiIinformaticsVenabledIresearchIonIsurplusIclinicalIspecimensI
viaItheIlivingIqioqankWIJournalbofbthebAmericanbMedicalbInformaticsbAssociation:bJAMIAUI2021UIagUIZbgVZcb 8.6 1

334 txonIprobeIsetsIandIbioinformaticsIpipelinesIforIallIlevelsIofIfishIphylogenomicsWIMolecularbEcologyb
ResourcesUI2021UIaZUIgZeVgbb 8.4 7

333 pI ewI—orphotypeIofItheIrrayfishIrambarusIhubrichtiIQsecapodaiIrambaridaeRIfromIaIzarstI
SpringIraveISystemUIwithIrommentsIonIxtsItcologyI2021UIccdVceg 0

332 seepIancestralIintrogressionIshapesIevolutionaryIhistoryIofIdragonfliesIandIdamselfliesWISystematicb
BiologyUI2021UI 8.4 2

331 rlinicalIrharacterizationIandIáredictionIofIrlinicalISeverityIofISpRSVroVVaIxnfectionIpmongIUSI
pdultsIUsingIsataIuromItheIUSI ationalIrOVxsIrohortIrollaborativeWIJAMAbNetworkbOpenUI2021UIcUIeaZZehYZ10.4 37

330 rOVxsVZhIsiseaseISeverityIamongIáeopleIwithIwxVIxnfectionIorISolidIOrganITransplantIinItheI
UnitedIStatesiIpI ationallyVrepresentativeUI—ulticenterUIObservationalIrohortIStudyI2021UI 5

329 xmpactIofIpnaerobicIpntibacterialISpectrumIonIrysticIuibrosisIpirwayI—icrobiomeIsiversityIandI
áulmonaryIuunctionWIPediatricbInfectiousbDiseasebJournalUI2021UIcYUIheaVheg 3.4 2

328 TheIgenusIrreaserinusIwobbsUIZhfbIQsecapodaiIrambaridaeRIinITexasWIZootaxaUI2021UIdYZfUIZVgc 0.5 1

327 pIsynthesisItreeIofItheIropepodaiIintegratingIphylogeneticIandItaxonomicIdataIrevealsImultipleI
originsIofIparasitismWIPeerJUI2021UIhUIeZaYbc 3.1 0

326 uelsensteinIáhylogeneticI–ikelihoodWIJournalbofbMolecularbEvolutionUI2021UIghUIZbcVZcd 3.1 0

325 SpRSVroVVaIinfectionIreducesIhumanInasopharyngealIcommensalImicrobiomeIwithIinclusionIofI
pathobiontsWWIScientificbReportsUI2021UIZZUIacYca 4.9 4

324 wemipteraIphylogenomicIresourcesiITreeVbasedIorthologyIpredictionIandIconservedIexonI
identificationWIMolecularbEcologybResourcesUI2020UIaYUIZbceVZbeY 8.4 1

323 srugIResistanceIáredictionIUsingIseepI–earningITechniquesIonIwxVVZISequenceIsataWIVirusesUI2020
UIZaUI 6.2 15

322
SamplingIbiasIandIincorrectIrootingImakeIphylogeneticInetworkItracingIofISpRSVrOVVaIinfectionsI
unreliableWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2020UI
ZZfUIZadaaVZadab

11.5 46

321 VariantsIinItheIzisspeptinVvnRwIáathwayI—odulateItheIwormonalIárofileIandIReproductiveI
OutcomesWIDNAbandbCellbBiologyUI2020UIbhUIZYZaVZYaa 3.6 2

320 tnvironmentalIs pIsurveyIcapturesIpatternsIofIfishIandIinvertebrateIdiversityIacrossIaItropicalI
seascapeWIScientificbReportsUI2020UIZYUIefah 4.9 27

319 –ongitudinalIpssociationsIofItheIrysticIuibrosisIpirwayI—icrobiomeIandIVolatileI—etabolitesiIpI
raseIStudyWIFrontiersbinbCellularbandbInfectionbMicrobiologyUI2020UIZYUIZfc 5.9 6
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318 TestingItheIKvrandmaIwypothesisKiIrharacterizingISkinI—icrobiomeIsiversityIasIaIárojectVqasedI
–earningIppproachItoIvenomicsWIJournalbofbMicrobiologybandbBiologybEducationUI2020UIaZUI 1.3 2

317 pIcrossVsectionalIstudyItoIcharacterizeIlocalIwxVVZIdynamicsIinIWashingtonUIsrIusingI
nextVgenerationIsequencingWIScientificbReportsUI2020UIZYUIZhgh 4.9 7

316 TheIrancerI—icrobiomeiIsistinguishingIsirectIandIxndirectItffectsIRequiresIaISystemicIViewWITrendsb
inbCancerUI2020UIeUIZhaVaYc 12.5 79

315 tvaluationIofIhaplotypeIcallersIforInextVgenerationIsequencingIofIvirusesWIInfectionobGeneticsbandb
EvolutionUI2020UIgaUIZYcaff 4.5 20

314 rOVxsVZhIqiomarkersIinIresearchiItxtensionIofItheIOnco—XIcancerIbiomarkerIdataImodelItoI
captureIbiomarkerIdataIfromIotherIdiseasesI2020UI 2

313 tpitopeVbasedIchimericIpeptideIvaccineIdesignIagainstISUI—IandItIproteinsIofISpRSVroVVaUItheI
etiologicIagentIofIrOVxsVZhIpandemiciIanIinIsilicoIapproachWIPeerJUI2020UIgUIehdfa 3.1 61

312 tvaluationIofIcomputationalImethodsIforIhumanImicrobiomeIanalysisIusingIsimulatedIdataWIPeerJUI
2020UIgUIehegg 3.1 4

311 pInewImolecularIphylogenyVbasedItaxonomyIofIparasiticIbarnaclesIQrrustaceaiIrirripediaiI
RhizocephalaRWIZoologicalbJournalbofbthebLinneanbSocietyUI2020UIZhYUIebaVedb 2.4 12

310 —icrobiomeIdynamicsIandIgenomicIdeterminantsIofIbovineImastitisWIGenomicsUI2020UIZZaUIdZggVdaYb 4.3 19

309 ValidationIofIVariantIpssemblyIUsingIwpáwáxátIwithI extVvenerationISequenceIsataIfromI
VirusesWIVirusesUI2020UIZaUI 6.2 1

308 pirwayImicrobialIdiversityIisIdecreasedIinIyoungIchildrenIwithIcysticIfibrosisIcomparedItoIhealthyI
controlsIbutIimprovedIwithIruTRImodulationWIHeliyonUI2020UIeUIeYcZYc 3.6 3

307 wumanItndogenousIRetrovirusItxpressionIxsIpssociatedIwithIweadIandI eckIrancerIandI
sifferentialISurvivalWIVirusesUI2020UIZaUI 6.2 3

306 venomeVwideIanalysisIofISpRSVroVVaIvirusIstrainsIcirculatingIworldwideIimplicates´ heterogeneityWI
ScientificbReportsUI2020UIZYUIZcYYc 4.9 156

305 —utatedIrtprp—sIsisruptITransformingIvrowthIuactorIqetaISignalingIandIplterItheIxntestinalI
—icrobiomeItoIáromoteIrolorectalIrarcinogenesisWIGastroenterologyUI2020UIZdgUIabgVada 13.3 21

304 ReéT–iIidentifyingIcorrelationsIbetweenIexpressedIS VsIandIgeneIexpressionIusingI
R pVsequencingIdataWIBioinformaticsUI2020UIbeUIZbdZVZbdh 7.2 8

303 xnsightsIxntoItheIResistomeIofIqovineIrlinicalI—astitisI—icrobiomeUIaIzeyIuactorIinIsiseaseI
romplicationWIFrontiersbinbMicrobiologyUI2020UIZZUIgeY 5.7 20

302
ronsumptionIofIsietISodaISweetenedIwithISucraloseIandIpcesulfameVáotassiumIpltersI
xnflammatoryITranscriptomeIáathwaysIinIuemalesIwithIOverweightIandIObesityWIMolecularb
NutritionbandbFoodbResearchUI2020UIecUIeZhYZZee

5.9 9

301 qaselineIhumanIgutImicrobiotaIprofileIinIhealthyIpeopleIandIstandardIreportingItemplateWIPLoSb
ONEUI2019UIZcUIeYaYecgc 3.7 59
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300 —etagenomicIdeepIsequencingIrevealsIassociationIofImicrobiomeIsignatureIwithIfunctionalIbiasesI
inIbovineImastitisWIScientificbReportsUI2019UIhUIZbdbe 4.9 39

299 uecalITransplantIinIrhildrenIWithIvivesISustainedIReductionIinIpntimicrobialIResistanceIandI
áotentialIáathogenIqurdenWIOpenbForumbInfectiousbDiseasesUI2019UIeUIofzbfh 1 17

298 TelescopeiIrharacterizationIofItheIretrotranscriptomeIbyIaccurateIestimationIofItransposableI
elementIexpressionWIPLoSbComputationalbBiologyUI2019UIZdUIeZYYecdb 5 33

297 vutImicrobiomeIdifferencesIbetweenIwildIandIcaptiveIblackIrhinocerosIVIimplicationsIforIrhinoI
healthWIScientificbReportsUI2019UIhUIfdfY 4.9 47

296 pIphylogenomicIframeworkUIevolutionaryItimelineIandIgenomicIresourcesIforIcomparativeIstudiesI
ofIdecapodIcrustaceansWIProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesUI2019UIageUIaYZhYYfh 4.4 67

295 TranscriptomeIpatternsIinIhidradenitisIsuppurativaiIsupportIforItheIroleIofIantimicrobialIpeptidesI
andIinterferonIpathwaysIinIdiseaseIpathogenesisWIClinicalbandbExperimentalbDermatologyUI2019UIccUIggaVgha1.8 23

294 rhangesIinImicrobiomeIdiversityIfollowingIbetaVlactamIantibioticItreatmentIareIassociatedIwithI
therapeuticIversusIsubtherapeuticIantibioticIexposureIinIcysticIfibrosisWIScientificbReportsUI2019UIhUIadbc 4.9 10

293 —achineIlearningIapproachesItoIpredictIlupusIdiseaseIactivityIfromIgeneIexpressionIdataWIScientificb
ReportsUI2019UIhUIheZf 4.9 31

292 TranscriptomicIanalysisIofIhumanIendogenousIretrovirusesIinIsystemicIlupusIerythematosusWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2019UIZZeUIaZbdYVaZbdZ11.5 4

291 tvolutionaryIwistoryIandIáhylogeneticIRelationshipsIofIpeglidaeI2019UIZVaf 1

290 TowardsIaIbarnacleItreeIofIlifeiIintegratingIdiverseIphylogeneticIeffortsIintoIaIcomprehensiveI
hypothesisIofIthecostracanIevolutionWIPeerJUI2019UIfUIefbgf 3.1 13

289 pIagVYearIwistoryIofIwxVVZIsrugIResistanceIandITransmissionIinIWashingtonUIsrWIFrontiersbinb
MicrobiologyUI2019UIZYUIbeh 5.7 5

288 adfbWIxmpactIofIpnaerobicIpntibacterialISpectrumIonIrysticIuibrosisI–ungI—icrobiomeIsiversityIandI
áulmonaryIuunctionWIOpenbForumbInfectiousbDiseasesUI2019UIeUISghcVSghc 1 78

287 rlawIasymmetryIinIcrabsiIapproachingIanIoldIissueIfromIaInewIpointIofIviewWIBiologicalbJournalbofb
thebLinneanbSocietyUI2019UI 1.9 5

286 tarthIqiovenomeIárojectiISequencingIlifeIforItheIfutureIofIlifeWIProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2018UIZZdUIcbadVcbbb 11.5 334

285
áhylogeographyIrevealsIunexpectedlyIlowIgeneticIdiversityIinIaIwidelyIdistributedIspeciesiItheIcaseI
ofItheIfreshwaterIcrabIpeglaIplatensisIQsecapodaiIpnomuraRWIBiologicalbJournalbofbthebLinneanb
SocietyUI2018UIZabUIdfgVdha

1.9 6

284 –ooksIcanIbeIdeceivingiIspeciesIdelimitationIrevealsIhiddenIdiversityIinItheIfreshwaterIcrabIpeglaI
longirostriIQsecapodaiIpnomuraRWIZoologicalbJournalbofbthebLinneanbSocietyUI2018UIZgaUIacVbf 2.4 12

283 —oreIevolutionIundergroundiIpcceleratedImitochondrialIsubstitutionIrateIinIpustralianIburrowingI
freshwaterIcrayfishesIQsecapodaiIáarastacidaeRWIMolecularbPhylogeneticsbandbEvolutionUI2018UIZZgUIggVhg4.1 10

(2018-2019)
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282 qenchmarkItvaluationIofITrueISingleI—olecularISequencingItoIsetermineIrysticIuibrosisIpirwayI
—icrobiomeIsiversityWIFrontiersbinbMicrobiologyUI2018UIhUIZYeh 5.7 3

281
seInovoItranscriptomeIassemblyIofIáuerariaImontanaIvarWIlobataIandI eustanthusIphaseoloidesI
forItheIdevelopmentIofIeSSRIandIS áImarkersiInarrowingItheIUSIoriginQsRIofItheIinvasiveIkudzuWI
BMCbGenomicsUI2018UIZhUIcbh

4.5 5

280 SeminalISimianIxmmunodeficiencyIVirusIinIrhronicallyIxnfectedIrynomolgusI—acaquesIxsI
sominatedIbyIVirusIOriginatingIfromI—ultipleIvenitalIOrgansWIJournalbofbVirologyUI2018UIhaUI 6.6 15

279 —icrobialIdiversityIwithinItheIairwayImicrobiomeIinIchronicIpediatricIlungIdiseasesWIInfectionob
GeneticsbandbEvolutionUI2018UIebUIbZeVbad 4.5 15

278 peglaIchilotaUInewIspeciesIofIanomuranIfreshwaterIcrabIfromIrhiloˆ'IxslandUIwesternIáatagoniaWI
NaupliusUI2018UIaeUI 1.3 6

277 áediatricIasthmaIcomprisesIdifferentIphenotypicIclustersIwithIuniqueInasalImicrobiotasWI
MicrobiomeUI2018UIeUIZfh 16.6 23

276 xnvasionIbyInonVindigenousIfreshwaterIdecapodsIofI—altaIandISicilyUIcentralI—editerraneanISeaWI
JournalbofbCrustaceanbBiologyUI2018UI 0.8 7

275 pntibioticImultidrugIresistanceIinItheIcysticIfibrosisIairwayImicrobiomeIisIassociatedIwithI
decreasedIdiversityWIHeliyonUI2018UIcUIeYYfhd 3.6 20

274 zisspeptinXváRdcISystemiIWhatIsoIWeIznowIpboutIxtsIRoleIinIwumanIReproductionnWICellularb
PhysiologybandbBiochemistryUI2018UIchUIZadhVZafe 3.9 48

273 TheItvolutionIofIveneItxpressionIUnderlyingIVisionI–ossIinIraveIpnimalsWIMolecularbBiologybandb
EvolutionUI2018UIbdUIaYYdVaYZc 8.3 11

272 áhototransductionIveneItxpressionIandItvolutionIinIraveIandISurfaceIrrayfishesWIIntegrativebandb
ComparativebBiologyUI2018UIdgUIbhgVcZY 2.8 9

271 SystematicIpanVcancerIanalysisIofIsomaticIalleleIfrequencyWIScientificbReportsUI2018UIgUIffbd 4.9 13

270 xmagesIareInotIandIshouldInotIeverIbeItypeIspecimensiIaIrebuttalItoIvarraffoniIOIureitasWIZootaxaUI
2017UIcaehUIcddVcdh 0.5 11

269 pdvancingIvenomicsIthroughItheIvlobalIxnvertebrateIvenomicsIpllianceIQvxvpRWIInvertebrateb
SystematicsUI2017UIbZUIZVf 1.2 16

268 OverexpressedIsomaticIallelesIareIenrichedIinIfunctionalIelementsIinIqreastIrancerWIScientificb
ReportsUI2017UIfUIgagf 4.9 3

267  asopharyngealI—icrobiomeIsiversityIrhangesIoverITimeIinIrhildrenIwithIpsthmaWIPLoSbONEUI2017UI
ZaUIeYZfYdcb 3.7 39

266 s pIqarcodingIanalysisIofIseafoodIaccuracyIinIWashingtonUIsWrWIrestaurantsWIPeerJUI2017UIdUIebabc 3.1 14

265 pnIupdatedIclassificationIofItheIfreshwaterIcrayfishesIQsecapodaiIpstacideaRIofItheIworldUIwithIaI
completeIspeciesIlistWIJournalbofbCrustaceanbBiologyUI2017UIbfUIeZdVedb 0.8 126
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264 áhylogeneticIevidenceIfromIfreshwaterIcrayfishesIthatIcaveIadaptationIisInotIanIevolutionaryI
deadVendWIEvolution;bInternationalbJournalbofbOrganicbEvolutionUI2017UIfZUIadaaVadba 3.8 20

263 rorrigendumItoiIpdvancingIgenomicsIthroughItheIvlobalIxnvertebrateIvenomicsIpllianceIQvxvpRWI
InvertebratebSystematicsUI2017UIbZUIabZ 1.2 1

262 rharacterizationIofIwxVIdiversityUIphylodynamicsIandIdrugIresistanceIinIWashingtonUIsrWIPLoSbONEUI
2017UIZaUIeYZgdecc 3.7 15

261 rollectingIandIárocessingIureshwaterIrrayfishesWIJournalbofbCrustaceanbBiologyUI2016UIbeUIfeZVfee 0.8 6

260 vlobalIsiversityIandIronservationIofIureshwaterIrrayfishIQrrustaceaiIsecapodaiIpstacoideaRI2016UIedVZZc 5

259 uishVTZzIQTranscriptomesIofIZUYYYIuishesRIárojectiIlargeVscaleItranscriptomeIdataIforIfishIevolutionI
studiesWIGigaScienceUI2016UIdUIZg 7.6 31

258 romparisonIofItwoIcommercialIs pIextractionIkitsIforItheIanalysisIofInasopharyngealIbacterialI
communitiesWIAIMSbMicrobiologyUI2016UIaUIZYgVZZh 4.5 11

257 ureshwaterIárawnsIQáalaemonidaeiI—acrobrachiumRIwithIpbbreviatedI–arvalIsevelopmentIinI
RiversIofI—exicoiIUsesUI—anagementUIandIronservationIOpportunitiesI2016UI 1

256 —etataxonomicIandI—etagenomicIppproachesIvsWIrultureVqasedITechniquesIforIrlinicalIáathologyWI
FrontiersbinbMicrobiologyUI2016UIfUIcgc 5.7 58

255 TwoIsamplingImethodsIyieldIdistinctImicrobialIsignaturesIinItheInasopharyngesIofIasthmaticI
childrenWIMicrobiomeUI2016UIcUIad 16.6 21

254 xntegratingImicrobialIandIhostItranscriptomicsItoIcharacterizeIasthmaVassociatedImicrobialI
communitiesWIBMCbMedicalbGenomicsUI2015UIgUIdY 3.7 46

253 SynthesisIofIphylogenyIandItaxonomyIintoIaIcomprehensiveItreeIofIlifeWIProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2015UIZZaUIZafecVh 11.5 400

252 TheInativeISouthIpmericanIcrayfishesIQrrustaceaUIáarastacidaeRiIstateIofIknowledgeIandI
conservationIstatusWIAquaticbConservation:bMarinebandbFreshwaterbEcosystemsUI2015UIadUIaggVbYZ 2.6 13

251 áhylogeneticItstimateIofItheIureshwaterIrrayfishIQsecapodaiIpstacideaRIusingI—orphologyIandI
—oleculesI2015UIahgVbZY 3

250 ThreeInewIspeciesIofIpeglidaeIQIpegla–eachUIZgaYRIfromIáaranˆ¡IStateUIqrazilWIJournalbofbCrustaceanb
BiologyUI2015UIbdUIgbhVgch 0.8 12

249
rlimateIoscillationsUIglacialIrefugiaUIandIdispersalIabilityiIfactorsIinfluencingItheIgeneticIstructureI
ofItheIleastIsalmonflyUIáteronarcellaIbadiaIQálecopteraRUIinIWesternI orthIpmericaWIBMCb
EvolutionarybBiologyUI2015UIZdUIafh

3 19

248 —ultipleIdriversIofIdeclineIinItheIglobalIstatusIofIfreshwaterIcrayfishIQsecapodaiIpstacideaRWI
PhilosophicalbTransactionsbofbthebRoyalbSocietybB:bBiologicalbSciencesUI2015UIbfYUIaYZcYYeY 5.8 155

247 áhylogenyUIextinctionIandIconservationiIembracingIuncertaintiesIinIaItimeIofIurgencyWIPhilosophicalb
TransactionsbofbthebRoyalbSocietybB:bBiologicalbSciencesUI2015UIbfYUIaYZcYYYa 5.8 41

(2015-2017)
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246 pIsyntheticIphylogenyIofIfreshwaterIcrayfishiIinsightsIforIconservationWIPhilosophicalbTransactionsb
ofbthebRoyalbSocietybB:bBiologicalbSciencesUI2015UIbfYUIaYZcYYYh 5.8 30

245 sualITranscriptomicIárofilingIofIwostIandI—icrobiotaIduringIwealthIandIsiseaseIinIáediatricI
psthmaWIPLoSbONEUI2015UIZYUIeYZbZgZh 3.7 68

244 rompositionUItaxonomyIandIfunctionalIdiversityIofItheIoropharynxImicrobiomeIinIindividualsIwithI
schizophreniaIandIcontrolsWIPeerJUI2015UIbUIeZZcY 3.1 154

243 roncordanceIandIdiscordanceIofIsequenceIsurveyImethodsIforImolecularIepidemiologyWIPeerJUI
2015UIbUIefeZ 3.1 5

242 SingleVmoleculeIlongVreadIZeSIsequencingItoIcharacterizeItheIlungImicrobiomeIfromImechanicallyI
ventilatedIpatientsIwithIsuspectedIpneumoniaWIJournalbofbClinicalbMicrobiologyUI2014UIdaUIbhZbVaZ 9.7 44

241 —olecularIphylogenyUIsystematicsIandImorphologicalIevolutionIofItheIacornIbarnaclesIQThoracicaiI
SessiliaiIqalanomorphaRWIMolecularbPhylogeneticsbandbEvolutionUI2014UIgZUIZcfVdg 4.1 31

240 WholeIgenomeIsingleVnucleotideIvariationIprofileVbasedIphylogeneticItreeIbuildingImethodsIforI
analysisIofIviralUIbacterialIandIhumanIgenomesWIGenomicsUI2014UIZYcUIZVf 4.3 14

239 rlinicalIáathoScopeiIrapidIalignmentIandIfiltrationIforIaccurateIpathogenIidentificationIinIclinicalI
samplesIusingIunassembledIsequencingIdataWIBMCbBioinformaticsUI2014UIZdUIaea 3.6 43

238 –ifeIinIextremeIenvironmentsiImicrobialIdiversityIinIvreatISaltI–akeUIUtahWIExtremophilesUI2014UIZgUIdadVbd3 46

237 qiodiversityIonlyImakesIsenseIinItheIlightIofIevolutionWIJournalbofbBiosciencesUI2014UIbhUIbbbVf 2.3 9

236
TheIemergenceIofIlobstersiIphylogeneticIrelationshipsUImorphologicalIevolutionIandIdivergenceI
timeIcomparisonsIofIanIancientIgroupIQdecapodaiIachelataUIastacideaUIglypheideaUIpolychelidaRWI
SystematicbBiologyUI2014UIebUIcdfVfh

8.4 89

235 StatusUIdistributionUIandIgeneticsIofIqlairPsIfencingIcrayfishUuaxonellaIblairiQsecapodaiIrambaridaeRWI
SouthwesternbNaturalistUI2014UIdhUIaccVadY 0.3 1

234 UsingIphylogeneticallyVinformedIannotationIQáxpRItoIsearchIforIlightVinteractingIgenesIinI
transcriptomesIfromInonVmodelIorganismsWIBMCbBioinformaticsUI2014UIZdUIbdY 3.6 47

233 áathoScopeIaWYiIaIcompleteIcomputationalIframeworkIforIstrainIidentificationIinIenvironmentalIorI
clinicalIsequencingIsamplesWIMicrobiomeUI2014UIaUIbb 16.6 124

232 rharacteristicsIandIpredictionIofIR pIstructureWIBioMedbResearchbInternationalUI2014UIaYZcUIehYbcY 3 2

231 OnIstabilisingItheInamesIofItheIinfraordersIofIthalassinideanIshrimpsUIpxiideaIdeISaintI–aurentUI
ZhfhIand´ vebiideaIdeISaintI–aurentUIZhfhIQsecapodaRWICrustaceanaUI2014UIgfUIZadgVZafa 0.4 17

230 rharacteristicsIofIequipartitionIforIR pIstructureWIBMCbProceedingsUI2014UIgUISb 2.3

229 TheIvlobalIxnvertebrateIvenomicsIpllianceIQvxvpRiIdevelopingIcommunityIresourcesItoIstudyI
diverseIinvertebrateIgenomesWIJournalbofbHeredityUI2014UIZYdUIZVZg 2.4 70
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228 pIcomprehensiveIandIintegrativeIreconstructionIofIevolutionaryIhistoryIforIpnomuraIQrrustaceaiI
secapodaRWIBMCbEvolutionarybBiologyUI2013UIZbUIZag 3 80

227 —olecularIphylogeneticsIofItheIburrowingIcrayfishIgenusIuallicambarusIQsecapodaiIrambaridaeRWI
ZoologicabScriptaUI2013UIcaUIbYeVbZe 2.5 10

226 áathogenItypingIinItheIgenomicsIeraiI—–STIandItheIfutureIofImolecularIepidemiologyWIInfectionob
GeneticsbandbEvolutionUI2013UIZeUIbgVdb 4.5 120

225 uailedIspeciesUIinnominateIformsUIandItheIvainIsearchIforIspeciesIlimitsiIcrypticIdiversityIinIduskyI
salamandersIQsesmognathusRIofIeasternITennesseeWIEcologybandbEvolutionUI2013UIbUIadcfVadef 2.8 16

224 áathoscopeiIspeciesIidentificationIandIstrainIattributionIwithIunassembledIsequencingIdataWI
GenomebResearchUI2013UIabUIZfaZVh 9.7 100

223 –ostIbranchesIonItheItreeIofIlifeWIPLoSbBiologyUI2013UIZZUIeZYYZebe 9.7 45

222  ewIspeciesIandIrecordsIofItheIgenusIpeglaI–eachUIZgaYIQrrustaceaUIpnomuraUIpeglidaeRIfromItheI
WestVrentralIregionIofIRioIvrandeIdoISulUIqrazilWINaupliusUI2013UIaZUIaZZVaab 1.3 16

221 —olecularIphylogenyIandIcharacterIevolutionIofItheIchthamaloidIbarnaclesIQrirripediaiIThoracicaRWI
MolecularbPhylogeneticsbandbEvolutionUI2012UIedUIbahVbc 4.1 7

220 veneticIdiversityIandImolecularIepidemiologyIofIwxVItransmissionWIFuturebVirologyUI2012UIfUIabhVada 2.4 8

219 pInewIspeciesIofIburrowingIcrayfishUVirilastacusIjaraiQrrustaceaUIsecapodaUIáarastacidaeRIfromI
centralVsouthernIrhileWIProceedingsbofbthebBiologicalbSocietybofbWashingtonUI2012UIZadUIadgVafd 0.2 12

218 pllItheIbetterItoIseeIyouIwithiIaIreviewIofIodonateIcolorIvisionIwithItranscriptomicIinsightIintoItheI
odonateIeyeWIOrganismsbDiversitybandbEvolutionUI2012UIZaUIacZVadY 1.7 47

217 áhylogeneticIrelationshipsUIcharacterIevolutionUIandItaxonomicIimplicationsIwithinItheIslipperI
lobstersIQrrustaceaiIsecapodaiIScyllaridaeRWIMolecularbPhylogeneticsbandbEvolutionUI2012UIeaUIabfVdY 4.1 24

216 TheIevolutionIofIwxViIinferencesIusingIphylogeneticsWIMolecularbPhylogeneticsbandbEvolutionUI2012UI
eaUIfffVha 4.1 61

215 ThreeInewIspeciesIofIpeglaIQpnomuraRIfreshwaterIcrabsIfromItheIupperIUruguayIRiverI
hydrographicIbasinIinIqrazilWIJournalbofbCrustaceanbBiologyUI2012UIbaUIdahVdcY 0.8 23

214 áhylogeneticsIlinksImonsterIlarvaItoIdeepVseaIshrimpWIEcologybandbEvolutionUI2012UIaUIabefVfb 2.8 29

213 seepIphylogenyIandIcharacterIevolutionIinIThecostracaIQrrustaceaiI—axillopodaRWIIntegrativebandb
ComparativebBiologyUI2012UIdaUIcbYVca 2.8 11

212 xnsightsIintoIoriginsIofIwumanITVcellI–ymphotropicIVirusITypeIZIbasedIonInewIstrainsIfromI
aboriginalIpeopleIofIranadaWIInfectionobGeneticsbandbEvolutionUI2012UIZaUIZgaaVbY 4.5 5

211 áhylogeneticIsearchIthroughIpartialItreeImixingWIBMCbBioinformaticsUI2012UIZbISupplIZbUISg 3.6 2

(2012-2013)
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210 pIvenomicIxslandIinISalmonellaIentericaIsspWIsalamaeIprovidesInewIinsightsIonItheIgenealogyIofI
theIlocusIofIenterocyteIeffacementWIPLoSbONEUI2012UIfUIecZeZd 3.7 10

209 TestingIphylogeneticIhypothesesIofItheIsubgeneraIofItheIfreshwaterIcrayfishIgenusIrambarusI
QsecapodaiIrambaridaeRWIPLoSbONEUI2012UIfUIeceZYd 3.7 20

208 áopulationIgenomicsIandIphylogeographyIofIanIpustralianIdairyIfactoryIderivedIlyticI
bacteriophageWIGenomebBiologybandbEvolutionUI2012UIcUIbgaVhb 3.9 33

207 ronflictingIevolutionaryIpatternsIdueItoImitochondrialIintrogressionIandImultilocusI
phylogeographyIofItheIáatagonianIfreshwaterIcrabIpeglaIneuquensisWIPLoSbONEUI2012UIfUIebfZYd 3.7 23

206 áhylogenyIandIevolutionaryIpatternsIinItheIswarfIcrayfishIsubfamilyIQsecapodaiIrambarellinaeRWI
PLoSbONEUI2012UIfUIecgabb 3.7 17

205 —ultilocusISequenceITypingIofIáathogensI2011UIdYbVdaZ 4

204 TargetedIampliconIsequencingIQTpSRiIaIscalableInextVgenIapproachItoImultilocusUImultitaxaI
phylogeneticsWIGenomebBiologybandbEvolutionUI2011UIbUIZbZaVab 3.9 156

203 áhylodynamicsIofIwxVVZIfromIaIphaseIxxxIpxsSIvaccineItrialIinIqangkokUIThailandWIPLoSbONEUI2011UIeUIeZehYa3.7 31

202 romparingIphylogeographicIpatternsIacrossItheIáatagonianIpndesIinItwofreshwaterIcrabsIofItheI
genusIpeglaIQsecapodaWICrustaceanbIssuesUI2011UIahZVbYb 3

201 áopulationIstructureIofItwoIcrayfishIwithIdiverseIphysiologicalIrequirementsWICrustaceanbIssuesUI
2011UIbabVbcb 2

200 ShallowIphylogeographicIstructureIofIáuertoIRicoIfreshwaterIcrabsWICrustaceanbIssuesUI2011UIbcdVbed

199 rrypticIgeneticIdivergenceIinItheIgiantITasmanianIfreshwaterIcrayfishIpstacopsisIgouldiI
QsecapodaiIáarastacidaeRiIimplicationsIforIconservationWIAnimalbConservationUI2011UIZcUIgfVhf 3.2 10

198 sirectedInextIgenerationIsequencingIforIphylogeneticsiIpnIexampleIusingIsecapodaIQrrustaceaRWI
ZoologischerbAnzeigerUI2011UIadYUIchfVdYe 1.1 17

197
sifferentIprocessesIleadItoIsimilarIpatternsiIaItestIofIcodivergenceIandItheIroleIofIseaIlevelIandI
climateIchangesIinIshapingIaIsouthernItemperateIfreshwaterIassemblageWIBMCbEvolutionarybBiology
UI2011UIZZUIbcb

3 5

196 —olecularIphylodynamicsIandIproteinImodelingIofIinfectiousIsalmonIanemiaIvirusIQxSpVRWIBMCb
EvolutionarybBiologyUI2011UIZZUIbch 3 10

195 wxVVZIinfectedImonozygoticItwinsiIaItaleIofItwoIoutcomesWIBMCbEvolutionarybBiologyUI2011UIZZUIea 3 10

194 —olecularIdiversityIofIriverIversusIlakeIfreshwaterIanomuransIinIsouthernrhileIQsecapodaWI
CrustaceanbIssuesUI2011UIbYdVbaZ 3

193 tvolutionaryIbiologyIinIbiodiversityIscienceUIconservationUIandIpolicyiIaIcallItoIactionWIEvolution;b
InternationalbJournalbofbOrganicbEvolutionUI2010UIecUIZdZfVag 3.8 73
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192 vondwananIradiationIofItheISouthernIwemisphereIcrayfishesIQsecapodaiIáarastacidaeRiIevidenceI
fromIfossilsIandImoleculesWIJournalbofbBiogeographyUI2010UIbfUIaafdVaahY 4.1 59

191 áhylogeographyPsIpastUIpresentUIandIfutureiIZYIyearsIafterIpviseUIaYYYWIMolecularbPhylogeneticsbandb
EvolutionUI2010UIdcUIahZVbYZ 4.1 406

190 áhylogeneticIpositionUIsystematicIstatusUIandIdivergenceItimeIofItheIárocaridideaIQrrustaceaiI
secapodaRWIZoologicabScriptaUI2010UIbhUIZhgVaZa 2.5 48

189 áhylogeneticsIappliedItoIgenotypeXphenotypeIassociationIandIselectionIanalysesIwithIsequenceI
dataIfromIangptlcIinIhumansWIInternationalbJournalbofbMolecularbSciencesUI2010UIZZUIbfYVgd 6.3 4

188 áhylodynamicsIofIwxVVZIfromIaIphaseVxxxIpxsSIvaccineItrialIinI orthIpmericaWIMolecularbBiologybandb
EvolutionUI2010UIafUIcZfVad 8.3 18

187  ewISpeciesIandI ewIRecordsIofItndemicIureshwaterIrrabsIfromItheIptlanticIuorestIinISouthernI
qrazilIQpnomuraiIpeglidaeRWIJournalbofbCrustaceanbBiologyUI2010UIbYUIchdVdYa 0.8 19

186 OngoingIáhenotypicIandIvenotypicIsiversificationIinIpdaptivelyIRadiatedIureshwaterIrrabsIfromI
yamaicaI2010UIbabVbch 6

185 s pIevidenceIforInonhybridIoriginsIofIparthenogenesisIinInaturalIpopulationsIofIvertebratesWI
Evolution;bInternationalbJournalbofbOrganicbEvolutionUI2010UIecUIZbceVdf 3.8 41

184 tvolutionIofIáicornaviridaeiIanIexaminationIofIphylogeneticIrelationshipsIandIcophylogenyWI
MolecularbPhylogeneticsbandbEvolutionUI2010UIdcUIhhdVZYYd 4.1 20

183 áopulationIdynamicsIofI eisseriaIgonorrhoeaeIinIShanghaiUIrhinaiIaIcomparativeIstudyWIBMCb
InfectiousbDiseasesUI2010UIZYUIZb 4 18

182 sescriptionIofIaInewIspeciesIofIpeglidaeUIandInewIrecordsIofIrelatedIspeciesIfromIriverIbasinsIinI
prgentinaIQrrustaceaUIpnomuraRWIZootaxaUI2010UIabcbUIZg 0.5 14

181 áhylogeneticIrelationshipsIandImolecularIadaptationIdynamicsIofIhumanIrhinovirusesWIMolecularb
BiologybandbEvolutionUI2009UIaeUIhehVgZ 8.3 29

180
TaxonomicIRevisionIofIraveIrrayfishIinItheIvenusIrambarusUISubgenusIpviticambarusIQsecapodaiI
rambaridaeRIwithIsescriptionsIofITwoI ewISpeciesUIrWISpeleocoopiIandIrWI–aconensisUItndemicItoI
plabamaUIUWSWpWWIJournalbofbCrustaceanbBiologyUI2009UIahUIZaZVZbc

0.8 20

179
pvoidanceIofIextinctionIthroughInonexistenceiItheIuseIofImuseumIspecimensIandImolecularI
geneticsItoIdetermineItheItaxonomicIstatusIofIanIendangeredIfreshwaterIcrayfishWIConservationb
GeneticsUI2009UIZYUIZffVZgh

2.6 21

178 RemarkableIconvergentIevolutionIinIspecializedIparasiticIThecostracaIQrrustaceaRWIBMCbBiologyUI
2009UIfUIZd 7.3 34

177 áleistoceneIglaciationIleavesIdeepIsignatureIonItheIfreshwaterIcrabIpeglaIalacalufiIinIrhileanI
áatagoniaWIMolecularbEcologyUI2009UIZgUIhYcVZg 5.7 74

176 txpandingItheItoolboxIforIphylogeographicIanalysisWIMolecularbEcologyUI2009UIZgUIcZbfVh 5.7 2

175 ronservationIassessmentIofIsouthernISouthIpmericanIfreshwaterIecoregionsIonItheIbasisIofItheI
distributionIandIgeneticIdiversityIofIcrabsIfromItheIgenusIpeglaWIConservationbBiologyUI2009UIabUIehaVfYa6 45

(2009-2010)
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174 pImultifacetedIapproachItoIspeciesIconservationWIAnimalbConservationUI2009UIZaUIZYdVZYe 3.2 11

173 áhylogeneticIrelationshipsIbetweenIspinyUIslipperIandIcoralIlobstersIQrrustaceaUIsecapodaUI
pchelataRWIMolecularbPhylogeneticsbandbEvolutionUI2009UIdYUIZdaVea 4.1 54

172
tvolutionIundergroundiIaImolecularIphylogeneticIinvestigationIofIpustralianIburrowingIfreshwaterI
crayfishIQsecapodaiIáarastacidaeRIwithIparticularIfocusIonItngaeusItrichsonWIMolecularb
PhylogeneticsbandbEvolutionUI2009UIdYUIdgYVhg

4.1 30

171 tthnicIdifferencesIinItheIadaptationIrateIofIwxVIgpZaYIfromIaIvaccineItrialWIRetrovirologyUI2009UIeUIef 3.6 22

170 SimilarityIsearchingIusingIq–pSTWIMethodsbinbMolecularbBiologyUI2009UIdbfUIZVaa 1.4 3

169 secapodIáhylogeneticsIandI—olecularItvolutionWICrustaceanbIssuesUI2009UIZdVah 34

168 áhylogeneticIxnferenceIUsingI—olecularIsataWICrustaceanbIssuesUI2009UIefVgg 1

167 TheITimingIofItheIsiversificationIofItheIureshwaterIrrayfishesWICrustaceanbIssuesUI2009UIbcbVbdd 19

166
SeaVlevelIchangesIandIpalaeoVrangesiIreconstructionIofIancientIshorelinesIandIriverIdrainagesIandI
theIphylogeographyIofItheIpustralianIlandIcrayfishItngaeusIsericatusIrlarkIQsecapodaiI
áarastacidaeRWIMolecularbEcologyUI2008UIZfUIdahZVbZc

5.7 20

165 —ethodsIforIpnalyzingIViralItvolutionI2008UIZedVaYc 5

164 rharacterizationIofItheIfollicularIdendriticIcellIreservoirIofIhumanIimmunodeficiencyIvirusItypeIZWI
JournalbofbVirologyUI2008UIgaUIddcgVeZ 6.6 116

163
TaxonomicIRevisionIofIraveIrrayfishesIinItheIvenusIOrconectesUISubgenusIOrconectesIQsecapodaiI
rambaridaeRIalongItheIrumberlandIálateauUIxncludingIaIsescriptionIofIaI ewISpeciesUIOrconectesI
qarriWIJournalbofbCrustaceanbBiologyUI2008UIagUIdfVef

0.8 18

162 áublicationIinItheIyournalIofIrrustaceanIqiologyWIJournalbofbCrustaceanbBiologyUI2008UIagUIZhfVaYa 0.8

161 pIcomparisonIofIphylogeneticInetworkImethodsIusingIcomputerIsimulationWIPLoSbONEUI2008UIbUIeZhZb 3.7 87

160 áublicationIinItheIyournalIofIrrustaceanIqiologyWIJournalbofbCrustaceanbBiologyUI2008UIagUIZhfVaYa 0.8 2

159 pssessingItheIconservationIstatusIofItheIlandIsnailIOreohelixIperiphericaIwasatchensisIQuamilyI
OreohelicidaeRWIConservationbGeneticsUI2008UIhUIhYfVhZe 2.6 8

158 vlobalIdiversityIofIcrabsIQpeglidaeiIpnomuraiIsecapodaRIinIfreshwaterWIHydrobiologiaUI2008UIdhdUIaefVafb2.4 49

157 vlobalIdiversityIofIcrayfishIQpstacidaeUIrambaridaeUIandIáarastacidaeâ��â��secapodaRIinIfreshwaterWI
HydrobiologiaUI2008UIdhdUIahdVbYZ 2.4 169
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156 sivergenceIandIdiversificationIinI orthIpmericanIásoraleeaeIQuabaceaeRIdueItoIclimateIchangeWI
BMCbBiologyUI2008UIeUIdd 7.3 29

155 ralculatingIexpectedIs pIremnantsIfromIancientIfoundingIeventsIinIhumanIpopulationIgeneticsWI
BMCbGeneticsUI2008UIhUIee 2.6

154 siseaseIprogressionIandIevolutionIofItheIwxVVZIenvIgeneIinIacIinfectedIinfantsWIInfectionobGeneticsb
andbEvolutionUI2008UIgUIZZYVaY 4.5 20

153 TheItempoIandImodeIofIbarnacleIevolutionWIMolecularbPhylogeneticsbandbEvolutionUI2008UIceUIbagVce 4.1 109

152 xncorporatingIgapsIasIphylogeneticIcharactersIacrossIeightIs pIregionsiIramificationsIforI orthI
pmericanIásoraleeaeIQ–eguminosaeRWIMolecularbPhylogeneticsbandbEvolutionUI2008UIceUIdbaVce 4.1 56

151 TheIevolutionIofIfootVandVmouthIdiseaseIvirusiIimpactsIofIrecombinationIandIselectionWIInfectionob
GeneticsbandbEvolutionUI2008UIgUIfgeVhg 4.5 34

150
—anyIspeciesIinIoneiIs pIbarcodingIoverestimatesItheInumberIofIspeciesIwhenInuclearI
mitochondrialIpseudogenesIareIcoamplifiedWIProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaUI2008UIZYdUIZbcgeVhZ

11.5 696

149 vlobalIdiversityIofIcrabsIQpeglidaeiIpnomuraiIsecapodaRIinIfreshwaterI2007UIaefVafb 1

148
xnterspeciesIphysiologicalIvariationIasIaItoolIforIcrossVspeciesIassessmentsIofIglobalI
warmingVinducedIendangermentiIvalidationIofIanIintrinsicIdeterminantIofImacroecologicalIandI
phylogeographicIstructureWIBiologybLettersUI2007UIbUIehdVg

3.6 65

147 pI ewISpeciesIofIqurrowingIrrayfishIVirilastacusIRetamaliIQsecapodaiIáarastacidaeRIfromItheI
SouthernIrhileIáeatlandWIJournalbofbCrustaceanbBiologyUI2007UIafUIdYaVdZa 0.8 23

146
—olecularItaxonomyIinItheIdarkiIevolutionaryIhistoryUIphylogeographyUIandIdiversityIofIcaveI
crayfishIinItheIsubgenusIpviticambarusUIgenusIrambarusWIMolecularbPhylogeneticsbandbEvolutionUI
2007UIcaUIcbdVcg

4.1 76

145
–ivingIwithItheIgeneticIsignatureIofI—ioceneIinducedIchangeiIevidenceIfromItheIphylogeographicI
structureIofItheIendemicIangulateItortoiseIrhersinaIangulataWIMolecularbPhylogeneticsbandb
EvolutionUI2007UIcdUIhZdVae

4.1 28

144  ewImethodsIforIinferringIpopulationIdynamicsIfromImicrobialIsequencesWIInfectionobGeneticsbandb
EvolutionUI2007UIfUIacVcb 4.5 17

143 TemporalItrendsIinIgonococcalIpopulationIgeneticsIinIaIhighIprevalenceIurbanIcommunityWI
InfectionobGeneticsbandbEvolutionUI2007UIfUIafZVg 4.5 32

142 RecombinationIfavorsItheIevolutionIofIdrugIresistanceIinIwxVVZIduringIantiretroviralItherapyWI
InfectionobGeneticsbandbEvolutionUI2007UIfUIcfeVgb 4.5 37

141 TheIecologyIandIconservationIstatusIofI—adagascarPsIendemicIfreshwaterIcrayfishIQáarastacidaejI
pstacoidesRWIFreshwaterbBiologyUI2007UIdaUIZgaYVZgbb 3.1 29

140 TestingIhypothesesIofIpopulationIstructuringIinItheI ortheastIptlanticIOceanIandI—editerraneanI
SeaIusingItheIcommonIcuttlefishISepiaIofficinalisWIMolecularbEcologyUI2007UIZeUIaeefVfh 5.7 84

139
—ultiVlocusIs pIsequenceIdataIrevealIaIhistoryIofIdeepIcrypticIvicarianceIandIhabitatVdrivenI
convergenceIinItheIdesertInightIlizardIXantusiaIvigilisIspeciesIcomplexIQSquamataiIXantusiidaeRWI
MolecularbEcologyUI2007UIZeUIccddVgZ

5.7 29

(2007-2008)
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138 sistinguishingIimportationIfromIdiversificationIofIquinoloneVresistantI eisseriaIgonorrhoeaeIbyI
molecularIevolutionaryIanalysisWIBMCbEvolutionarybBiologyUI2007UIfUIgc 3 11

137 rrypticIdiversityIinItngaeusItrichsonUIveocharaxIrlarkIandIvramastacusIRiekIQsecapodaIiI
áarastacidaeRIrevealedIbyImitochondrialIZeSIrs pIsequencesWIInvertebratebSystematicsUI2007UIaZUIdeh 1.2 23

136 —olecularIcharacterizationIofIcrustaceanIvisualIpigmentsIandItheIevolutionIofIpancrustaceanI
opsinsWIMolecularbBiologybandbEvolutionUI2007UIacUIadbVeg 8.3 63

135 vlobalIdiversityIofIcrayfishIQpstacidaeUIrambaridaeUIandIáarastacidaeâ��secapodaRIinIfreshwaterI
2007UIahdVbYZ 16

134 romparingIphylogeneticIcodivergenceIbetweenIpolyomavirusesIandItheirIhostsWIJournalbofbVirology
UI2006UIgYUIdeebVh 6.6 67

133 RecombinationIestimationIunderIcomplexIevolutionaryImodelsIwithItheIcoalescentI
compositeVlikelihoodImethodWIMolecularbBiologybandbEvolutionUI2006UIabUIgZfVaf 8.3 35

132
–ongitudinalIpopulationIanalysisIofIdualIinfectionIwithIrecombinationIinItwoIstrainsIofIwxVItypeIZI
subtypeIqIinIanIindividualIfromIaIáhaseIbIwxVIvaccineIefficacyItrialWIAIDSbResearchbandbHumanb
RetrovirusesUI2006UIaaUIhegVfg

1.6 7

131
SomaticImitochondrialIs pImutationsIinIprostateIcancerIandInormalIappearingIadjacentIglandsIinI
comparisonItoIageVmatchedIprostateIsamplesIwithoutImalignantIhistologyWIJournalbofbMolecularb
DiagnosticsUI2006UIgUIbZaVh

5.1 52

130 páá–xrpTxO SIOuIáwY–Ovt tTxrSITOIxSSUtSIx IuRtSwWpTtRIrRpYuxSwIqxO–OvYWIKnowledgeb
andbManagementbofbAquaticbEcosystems:banbInternationalbJournalbonbAquaticbEcosystemsUI2006UIhdbVhec 5

129 yumpstartingIphylogeneticIanalysisWIInternationalbJournalbofbBioinformaticsbResearchbandb
ApplicationsUI2006UIaUIZhVbd 0.9 5

128 TaxonomicIsubdivisionsIwithinItheIfossorialIskinkIsubfamilyIpcontinaeIQSquamataiIScincidaeRI
reconsiderediIaImultilocusIperspectiveWIZoologicabScriptaUI2006UIbdUIbdbVbea 2.5 20

127
xsolationIandIcharacterizationIofIdiVIandItetranucleotideImicrosatelliteIlociIinItheIyellowVspottedI
nightIlizardI–epidophymaIflavimaculatumIQSquamataiIXantusiidaeRWIMolecularbEcologybNotesUI2006UI
eUIabbVabe

8

126  estedIcladeIanalysisIstatisticsWIMolecularbEcologybNotesUI2006UIeUIdhYVdhb 61

125 TheIuloridaIpantheriIanIeditorialIperspectiveWIAnimalbConservationUI2006UIhUIZZbVZZb 3.2 1

124 SurfaceItoIsubsurfaceIfreshwaterIconnectionsiIphylogeographicIandIhabitatIanalysesIofIrambarusI
tenebrosusUIaIfacultativeIcaveVdwellingIcrayfishWIAnimalbConservationUI2006UIhUIbfdVbgf 3.2 21

123 pdvocacyIdressedIupIasIscientificIcritiqueWIAnimalbConservationUI2006UIhUIadYVadZ 3.2 5

122
áhylogeographicIpatterningIinIaIfreshwaterIcrabIspeciesIQsecapodaiIáotamonautidaeiI
áotamonautesRIrevealsItheIsignatureIofIhistoricalIclimaticIoscillationsWIJournalbofbBiogeographyUI
2006UIbbUIZdbgVZdch

4.1 52

121 OnItheIphylogeneticIplacementIofIhumanITIcellIleukemiaIvirusItypeIZIsequencesIassociatedIwithIanI
pndeanImummyWIInfectionobGeneticsbandbEvolutionUI2006UIeUIhZVe 4.5 9
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120 áopulationIgeneticsIofImicrobialIpathogensIestimatedIfromImultilocusIsequenceItypingIQ—–STRI
dataWIInfectionobGeneticsbandbEvolutionUI2006UIeUIhfVZZa 4.5 120

119 tvolutionIofIpfrotropicalIfreshwaterIcrabIlineagesIobscuredIbyImorphologicalIconvergenceWI
MolecularbPhylogeneticsbandbEvolutionUI2006UIcYUIaafVbd 4.1 56

118 áhylogenomicsIandImolecularIevolutionIofIpolyomavirusesWIAdvancesbinbExperimentalbMedicinebandb
BiologyUI2006UIdffUIceVdh 3.6 11

117 pImodifiedIbootscanIalgorithmIforIautomatedIidentificationIofIrecombinantIsequencesIandI
recombinationIbreakpointsWIAIDSbResearchbandbHumanbRetrovirusesUI2005UIaZUIhgVZYa 1.6 615

116 pInewIspeciesIofIburrowingIcrayfishUIVirilastacusIrucapihuelensisIQrrustaceaiIsecapodaiI
áarastacidaeRUIfromIsouthernIrhileWIProceedingsbofbthebBiologicalbSocietybofbWashingtonUI2005UIZZgUIfedVffe0.2 24

115 áhylogenyIandIbiogeographyIofItheIfreshwaterIcrayfishItuastacusIQsecapodaiIáarastacidaeRIbasedI
onInuclearIandImitochondrialIs pWIMolecularbPhylogeneticsbandbEvolutionUI2005UIbfUIachVeb 4.1 50

114 —odelVbasedImultiVlocusIestimationIofIdecapodIphylogenyIandIdivergenceItimesWIMolecularb
PhylogeneticsbandbEvolutionUI2005UIbfUIbddVeh 4.1 194

113 UnravelingIevolutionaryIlineagesIinItheIlimblessIfossorialIskinkIgenusIpcontiasIQSauriaiIScincidaeRiI
areIsubspeciesIequivalentIsystematicIunitsnWIMolecularbPhylogeneticsbandbEvolutionUI2005UIbcUIecdVdc 4.1 14

112 SubterraneanIphylogeographyIofIfreshwaterIcrayfishesIshowsIextensiveIgeneIflowIandIsurprisinglyI
largeIpopulationIsizesWIMolecularbEcologyUI2005UIZcUIcadhVfb 5.7 93

111 tmpiricalItestsIforIecologicalIexchangeabilityWIAnimalbConservationUI2005UIgUIabhVacf 3.2 45
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