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231 TheIevolutionIofIfootVandVmouthIdiseaseIvirusiIimpactsIofIrecombinationIandIselectionWIInfectionob
GeneticsbandbEvolutionUI2008UIgUIfgeVhg 4.5 34

230 áopulationIgeneticsIofItheIporqIgeneIofI eisseriaIgonorrhoeaeiIdifferentIdynamicsIinIdifferentI
homologyIgroupsWIMolecularbBiologybandbEvolutionUI2000UIZfUIcabVbe 8.3 34

229 wxVVZIheterogeneityIandIcytokinesWI europathogenesisWIAdvancesbinbExperimentalbMedicinebandb
BiologyUI1995UIbfbUIaadVbg 3.6 34
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228 TelescopeiIrharacterizationIofItheIretrotranscriptomeIbyIaccurateIestimationIofItransposableI
elementIexpressionWIPLoSbComputationalbBiologyUI2019UIZdUIeZYYecdb 5 33

227 áopulationIgenomicsIandIphylogeographyIofIanIpustralianIdairyIfactoryIderivedIlyticI
bacteriophageWIGenomebBiologybandbEvolutionUI2012UIcUIbgaVhb 3.9 33

226 SystematicsIofItheIturopeanItndangeredIrrayfishISpeciesIpustropotamobiusIáallipesIQsecapodaiI
pstacidaeRWIJournalbofbCrustaceanbBiologyUI2000UIaYUIdaaVdah 0.8 33

225 TemporalItrendsIinIgonococcalIpopulationIgeneticsIinIaIhighIprevalenceIurbanIcommunityWI
InfectionobGeneticsbandbEvolutionUI2007UIfUIafZVg 4.5 32

224 rrayfishI—olecularISystematicsiIUsingIaIrombinationIofIároceduresItoItstimateIáhylogeny 32

223 uishVTZzIQTranscriptomesIofIZUYYYIuishesRIárojectiIlargeVscaleItranscriptomeIdataIforIfishIevolutionI
studiesWIGigaScienceUI2016UIdUIZg 7.6 31

222 —achineIlearningIapproachesItoIpredictIlupusIdiseaseIactivityIfromIgeneIexpressionIdataWIScientificb
ReportsUI2019UIhUIheZf 4.9 31

221 —olecularIphylogenyUIsystematicsIandImorphologicalIevolutionIofItheIacornIbarnaclesIQThoracicaiI
SessiliaiIqalanomorphaRWIMolecularbPhylogeneticsbandbEvolutionUI2014UIgZUIZcfVdg 4.1 31

220 áhylodynamicsIofIwxVVZIfromIaIphaseIxxxIpxsSIvaccineItrialIinIqangkokUIThailandWIPLoSbONEUI2011UIeUIeZehYa3.7 31

219 pIsyntheticIphylogenyIofIfreshwaterIcrayfishiIinsightsIforIconservationWIPhilosophicalbTransactionsb
ofbthebRoyalbSocietybB:bBiologicalbSciencesUI2015UIbfYUIaYZcYYYh 5.8 30

218
tvolutionIundergroundiIaImolecularIphylogeneticIinvestigationIofIpustralianIburrowingIfreshwaterI
crayfishIQsecapodaiIáarastacidaeRIwithIparticularIfocusIonItngaeusItrichsonWIMolecularb
PhylogeneticsbandbEvolutionUI2009UIdYUIdgYVhg

4.1 30

217 áwY–Ovt tTxrIRt–pTxO SwxáSIp—O vITwtISátrxtSIOuIptv–pIQp O—URpiIptv–xsptRI
uRtSwWpTtRIrRpqSIuRO—Irwx–tWIJournalbofbCrustaceanbBiologyUI2002UIaaUIbYcVbZb 0.8 30

216 xntraspecificIphylogeneticsiIsupportIforIdentalItransmissionIofIhumanIimmunodeficiencyIvirusWI
JournalbofbVirologyUI1995UIehUIabdZVe 6.6 30

215 áhylogeneticsIlinksImonsterIlarvaItoIdeepVseaIshrimpWIEcologybandbEvolutionUI2012UIaUIabefVfb 2.8 29

214 áhylogeneticIrelationshipsIandImolecularIadaptationIdynamicsIofIhumanIrhinovirusesWIMolecularb
BiologybandbEvolutionUI2009UIaeUIhehVgZ 8.3 29

213 TheImolecularIevolutionIofIvisualIpigmentsIofIfreshwaterIcrayfishesIQsecapodaiIrambaridaeRWI
JournalbofbMolecularbEvolutionUI1997UIcdUIdacVbc 3.1 29

212 TheIecologyIandIconservationIstatusIofI—adagascarPsIendemicIfreshwaterIcrayfishIQáarastacidaejI
pstacoidesRWIFreshwaterbBiologyUI2007UIdaUIZgaYVZgbb 3.1 29

211
—ultiVlocusIs pIsequenceIdataIrevealIaIhistoryIofIdeepIcrypticIvicarianceIandIhabitatVdrivenI
convergenceIinItheIdesertInightIlizardIXantusiaIvigilisIspeciesIcomplexIQSquamataiIXantusiidaeRWI
MolecularbEcologyUI2007UIZeUIccddVgZ

5.7 29

(2007-2019)
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210 sivergenceIandIdiversificationIinI orthIpmericanIásoraleeaeIQuabaceaeRIdueItoIclimateIchangeWI
BMCbBiologyUI2008UIeUIdd 7.3 29

209
–ivingIwithItheIgeneticIsignatureIofI—ioceneIinducedIchangeiIevidenceIfromItheIphylogeographicI
structureIofItheIendemicIangulateItortoiseIrhersinaIangulataWIMolecularbPhylogeneticsbandb
EvolutionUI2007UIcdUIhZdVae

4.1 28

208 tnvironmentalIs pIsurveyIcapturesIpatternsIofIfishIandIinvertebrateIdiversityIacrossIaItropicalI
seascapeWIScientificbReportsUI2020UIZYUIefah 4.9 27

207 O ITwtIáwY–Ovt tTxrIáOSxTxO x vIOuITwtISOUTwIp—tRxrp IuRtSwWpTtRIrRpYuxSwI
vt tRpIQstrpáOspiIápRpSTprxsptRWIJournalbofbCrustaceanbBiologyUI2000UIaYUIdbYVdcY 0.8 26

206 SquamateIrelationshipsIbasedIonIrVmosInuclearIs pIsequencesiIincreasedItaxonIsamplingI
improvesIbootstrapIsupportWIAmphibiabpbReptiliaUI2001UIaaUIabdVaca 1.2 25

205 áhylogeneticIrelationshipsUIcharacterIevolutionUIandItaxonomicIimplicationsIwithinItheIslipperI
lobstersIQrrustaceaiIsecapodaiIScyllaridaeRWIMolecularbPhylogeneticsbandbEvolutionUI2012UIeaUIabfVdY 4.1 24

204 pInewIspeciesIofIburrowingIcrayfishUIVirilastacusIrucapihuelensisIQrrustaceaiIsecapodaiI
áarastacidaeRUIfromIsouthernIrhileWIProceedingsbofbthebBiologicalbSocietybofbWashingtonUI2005UIZZgUIfedVffe0.2 24

203 áwY–Ovt YIOuITwtITwORprxrp IqpR pr–tSIqpStsIO IZgSIrs pIStéUt rtSWIJournalbofb
CrustaceanbBiologyUI2000UIaYUIbhbVbhg 0.8 24

202 TranscriptomeIpatternsIinIhidradenitisIsuppurativaiIsupportIforItheIroleIofIantimicrobialIpeptidesI
andIinterferonIpathwaysIinIdiseaseIpathogenesisWIClinicalbandbExperimentalbDermatologyUI2019UIccUIggaVgha1.8 23

201 ThreeInewIspeciesIofIpeglaIQpnomuraRIfreshwaterIcrabsIfromItheIupperIUruguayIRiverI
hydrographicIbasinIinIqrazilWIJournalbofbCrustaceanbBiologyUI2012UIbaUIdahVdcY 0.8 23

200 pI ewISpeciesIofIqurrowingIrrayfishIVirilastacusIRetamaliIQsecapodaiIáarastacidaeRIfromItheI
SouthernIrhileIáeatlandWIJournalbofbCrustaceanbBiologyUI2007UIafUIdYaVdZa 0.8 23

199 rrypticIdiversityIinItngaeusItrichsonUIveocharaxIrlarkIandIvramastacusIRiekIQsecapodaIiI
áarastacidaeRIrevealedIbyImitochondrialIZeSIrs pIsequencesWIInvertebratebSystematicsUI2007UIaZUIdeh 1.2 23

198 SimpleIQwrongRImodelsIforIcomplexItreesiIaIcaseIfromIretroviridaeWIMolecularbBiologybandbEvolutionUI
2001UIZgUIafZVd 8.3 23

197
ReanalysisIofItheIRelationshipsIamongItheIrirripediaIandItheIpscothoracidaIandItheIáhylogeneticI
áositionIofItheIuacetotectaIQ—axillopodaiIThecostracaRIUsingIZgSIrs pISequencesWIJournalbofb
CrustaceanbBiologyUI2002UIaaUIeeZVeeh

0.8 23

196 OnItheIáhylogeneticIáositioningIofItheISouthIpmericanIureshwaterIrrayfishIveneraIQsecapodaiI
áarastacidaeRWIJournalbofbCrustaceanbBiologyUI2000UIaYUIdbYVdcY 0.8 23

195 sualIinfectionIwithIwxVVZIThaiIsubtypeIqIandItWILancetobTheUI1995UIbceUIZbfaVb 40 23

194 ronflictingIevolutionaryIpatternsIdueItoImitochondrialIintrogressionIandImultilocusI
phylogeographyIofItheIáatagonianIfreshwaterIcrabIpeglaIneuquensisWIPLoSbONEUI2012UIfUIebfZYd 3.7 23

193 áediatricIasthmaIcomprisesIdifferentIphenotypicIclustersIwithIuniqueInasalImicrobiotasWI
MicrobiomeUI2018UIeUIZfh 16.6 23
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192 tthnicIdifferencesIinItheIadaptationIrateIofIwxVIgpZaYIfromIaIvaccineItrialWIRetrovirologyUI2009UIeUIef 3.6 22

191 áhylogeneticIRelationshipsIamongItheISpeciesIofIpeglaIQpnomuraiIpeglidaeRIureshwaterIrrabsI
fromIrhileWIJournalbofbCrustaceanbBiologyUI2002UIaaUIbYcVbZb 0.8 22

190
pvoidanceIofIextinctionIthroughInonexistenceiItheIuseIofImuseumIspecimensIandImolecularI
geneticsItoIdetermineItheItaxonomicIstatusIofIanIendangeredIfreshwaterIcrayfishWIConservationb
GeneticsUI2009UIZYUIZffVZgh

2.6 21

189 SurfaceItoIsubsurfaceIfreshwaterIconnectionsiIphylogeographicIandIhabitatIanalysesIofIrambarusI
tenebrosusUIaIfacultativeIcaveVdwellingIcrayfishWIAnimalbConservationUI2006UIhUIbfdVbgf 3.2 21

188 áwY–Ovt tTxrIáOSxTxO IOuITwtIuRtSwWpTtRIp O—URp Iup—x–YIptv–xsptWIJournalbofb
CrustaceanbBiologyUI2002UIaaUIefYVefe 0.8 21

187 TwoIsamplingImethodsIyieldIdistinctImicrobialIsignaturesIinItheInasopharyngesIofIasthmaticI
childrenWIMicrobiomeUI2016UIcUIad 16.6 21

186 —utatedIrtprp—sIsisruptITransformingIvrowthIuactorIqetaISignalingIandIplterItheIxntestinalI
—icrobiomeItoIáromoteIrolorectalIrarcinogenesisWIGastroenterologyUI2020UIZdgUIabgVada 13.3 21

185 tvaluationIofIhaplotypeIcallersIforInextVgenerationIsequencingIofIvirusesWIInfectionobGeneticsbandb
EvolutionUI2020UIgaUIZYcaff 4.5 20

184 áhylogeneticIevidenceIfromIfreshwaterIcrayfishesIthatIcaveIadaptationIisInotIanIevolutionaryI
deadVendWIEvolution;bInternationalbJournalbofbOrganicbEvolutionUI2017UIfZUIadaaVadba 3.8 20

183 TestingIphylogeneticIhypothesesIofItheIsubgeneraIofItheIfreshwaterIcrayfishIgenusIrambarusI
QsecapodaiIrambaridaeRWIPLoSbONEUI2012UIfUIeceZYd 3.7 20

182
TaxonomicIRevisionIofIraveIrrayfishIinItheIvenusIrambarusUISubgenusIpviticambarusIQsecapodaiI
rambaridaeRIwithIsescriptionsIofITwoI ewISpeciesUIrWISpeleocoopiIandIrWI–aconensisUItndemicItoI
plabamaUIUWSWpWWIJournalbofbCrustaceanbBiologyUI2009UIahUIZaZVZbc

0.8 20

181 tvolutionIofIáicornaviridaeiIanIexaminationIofIphylogeneticIrelationshipsIandIcophylogenyWI
MolecularbPhylogeneticsbandbEvolutionUI2010UIdcUIhhdVZYYd 4.1 20

180
SeaVlevelIchangesIandIpalaeoVrangesiIreconstructionIofIancientIshorelinesIandIriverIdrainagesIandI
theIphylogeographyIofItheIpustralianIlandIcrayfishItngaeusIsericatusIrlarkIQsecapodaiI
áarastacidaeRWIMolecularbEcologyUI2008UIZfUIdahZVbZc

5.7 20

179 siseaseIprogressionIandIevolutionIofItheIwxVVZIenvIgeneIinIacIinfectedIinfantsWIInfectionobGeneticsb
andbEvolutionUI2008UIgUIZZYVaY 4.5 20

178 TaxonomicIsubdivisionsIwithinItheIfossorialIskinkIsubfamilyIpcontinaeIQSquamataiIScincidaeRI
reconsiderediIaImultilocusIperspectiveWIZoologicabScriptaUI2006UIbdUIbdbVbea 2.5 20

177 TheIZoogeographyIandIrentersIofIOriginIofItheIrrayfishISubgenusIárocericambarusIQsecapodaiI
rambaridaeRWIEvolution;bInternationalbJournalbofbOrganicbEvolutionUI1999UIdbUIZab 3.8 20

176 xnsightsIxntoItheIResistomeIofIqovineIrlinicalI—astitisI—icrobiomeUIaIzeyIuactorIinIsiseaseI
romplicationWIFrontiersbinbMicrobiologyUI2020UIZZUIgeY 5.7 20

175 TheIevolutionaryIdiversityIofIbarnaclesUIwithIanIupdatedIclassificationIofIfossilIandIlivingIformsWI
ZoologicalbJournalbofbthebLinneanbSocietyU 2.4 20

(-2009)
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174 pntibioticImultidrugIresistanceIinItheIcysticIfibrosisIairwayImicrobiomeIisIassociatedIwithI
decreasedIdiversityWIHeliyonUI2018UIcUIeYYfhd 3.6 20

173 wxVVZIneuropathogenesisIandIabusedIdrugsiIcurrentIreviewsUIproblemsUIandIsolutionsWIAdvancesbinb
ExperimentalbMedicinebandbBiologyUI1996UIcYaUIZfZVge 3.6 20

172
rlimateIoscillationsUIglacialIrefugiaUIandIdispersalIabilityiIfactorsIinfluencingItheIgeneticIstructureI
ofItheIleastIsalmonflyUIáteronarcellaIbadiaIQálecopteraRUIinIWesternI orthIpmericaWIBMCb
EvolutionarybBiologyUI2015UIZdUIafh

3 19

171  ewISpeciesIandI ewIRecordsIofItndemicIureshwaterIrrabsIfromItheIptlanticIuorestIinISouthernI
qrazilIQpnomuraiIpeglidaeRWIJournalbofbCrustaceanbBiologyUI2010UIbYUIchdVdYa 0.8 19

170 TheITimingIofItheIsiversificationIofItheIureshwaterIrrayfishesWICrustaceanbIssuesUI2009UIbcbVbdd 19

169 —icrobiomeIdynamicsIandIgenomicIdeterminantsIofIbovineImastitisWIGenomicsUI2020UIZZaUIdZggVdaYb 4.3 19

168 áhylodynamicsIofIwxVVZIfromIaIphaseVxxxIpxsSIvaccineItrialIinI orthIpmericaWIMolecularbBiologybandb
EvolutionUI2010UIafUIcZfVad 8.3 18

167 áopulationIdynamicsIofI eisseriaIgonorrhoeaeIinIShanghaiUIrhinaiIaIcomparativeIstudyWIBMCb
InfectiousbDiseasesUI2010UIZYUIZb 4 18

166
TaxonomicIRevisionIofIraveIrrayfishesIinItheIvenusIOrconectesUISubgenusIOrconectesIQsecapodaiI
rambaridaeRIalongItheIrumberlandIálateauUIxncludingIaIsescriptionIofIaI ewISpeciesUIOrconectesI
qarriWIJournalbofbCrustaceanbBiologyUI2008UIagUIdfVef

0.8 18

165 uecalITransplantIinIrhildrenIWithIvivesISustainedIReductionIinIpntimicrobialIResistanceIandI
áotentialIáathogenIqurdenWIOpenbForumbInfectiousbDiseasesUI2019UIeUIofzbfh 1 17

164 OnIstabilisingItheInamesIofItheIinfraordersIofIthalassinideanIshrimpsUIpxiideaIdeISaintI–aurentUI
ZhfhIand´ vebiideaIdeISaintI–aurentUIZhfhIQsecapodaRWICrustaceanaUI2014UIgfUIZadgVZafa 0.4 17

163 sirectedInextIgenerationIsequencingIforIphylogeneticsiIpnIexampleIusingIsecapodaIQrrustaceaRWI
ZoologischerbAnzeigerUI2011UIadYUIchfVdYe 1.1 17

162  ewImethodsIforIinferringIpopulationIdynamicsIfromImicrobialIsequencesWIInfectionobGeneticsbandb
EvolutionUI2007UIfUIacVcb 4.5 17

161 áhylogeneticIáositionIofItheIureshwaterIpnomuranIuamilyIpeglidaeWIJournalbofbCrustaceanbBiologyUI
2002UIaaUIefYVefe 0.8 17

160 wT–VItypeIxXxxIinIqritishIrolumbiaIpmerindiansiIaIseroprevalenceIstudyIandIsequenceI
characterizationIofIanIwT–VItypeIxxaIisolateWIAIDSbResearchbandbHumanbRetrovirusesUI2000UIZeUIggbVha 1.6 17

159 xntraspecificIrladogramItstimationiIpccuracyIatIwigherI–evelsIofIsivergenceWISystematicbBiologyUI
1994UIcbUIaaa 8.4 17

158 áhylogenyIandIevolutionaryIpatternsIinItheIswarfIcrayfishIsubfamilyIQsecapodaiIrambarellinaeRWI
PLoSbONEUI2012UIfUIecgabb 3.7 17

157 pssociationsIbetweenIwxVIinfectionIandIclinicalIspectrumIofIrOVxsVZhiIaIpopulationIlevelIanalysisI
basedIonIUSI ationalIrOVxsIrohortIrollaborativeIQ brRIdataWILancetbHIVotheUI2021UIgUIeehYVefYY 7.8 17
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156 pdvancingIvenomicsIthroughItheIvlobalIxnvertebrateIvenomicsIpllianceIQvxvpRWIInvertebrateb
SystematicsUI2017UIbZUIZVf 1.2 16

155 uailedIspeciesUIinnominateIformsUIandItheIvainIsearchIforIspeciesIlimitsiIcrypticIdiversityIinIduskyI
salamandersIQsesmognathusRIofIeasternITennesseeWIEcologybandbEvolutionUI2013UIbUIadcfVadef 2.8 16

154 –imitedIheterogeneityIofIwxVItypeIZIinIinfectedImothersIcorrelatesIwithIlackIofIverticalI
transmissionWIAIDSbResearchbandbHumanbRetrovirusesUI2000UIZeUIZcgZVh 1.6 16

153  ewIspeciesIandIrecordsIofItheIgenusIpeglaI–eachUIZgaYIQrrustaceaUIpnomuraUIpeglidaeRIfromItheI
WestVrentralIregionIofIRioIvrandeIdoISulUIqrazilWINaupliusUI2013UIaZUIaZZVaab 1.3 16

152 vlobalIdiversityIofIcrayfishIQpstacidaeUIrambaridaeUIandIáarastacidaeâ��secapodaRIinIfreshwaterI
2007UIahdVbYZ 16

151 srugIResistanceIáredictionIUsingIseepI–earningITechniquesIonIwxVVZISequenceIsataWIVirusesUI2020
UIZaUI 6.2 15

150 SeminalISimianIxmmunodeficiencyIVirusIinIrhronicallyIxnfectedIrynomolgusI—acaquesIxsI
sominatedIbyIVirusIOriginatingIfromI—ultipleIvenitalIOrgansWIJournalbofbVirologyUI2018UIhaUI 6.6 15

149 tvolutionWIvenomicIdatabasesIandItheItreeIofIlifeWIScienceUI2004UIbYeUIZZccVd 33.3 15

148 TheItarthIqiovenomeIárojectIaYaYiIStartingItheIclockWWIProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaUI2022UIZZhUI 11.5 15

147 rharacterizationIofIwxVIdiversityUIphylodynamicsIandIdrugIresistanceIinIWashingtonUIsrWIPLoSbONEUI
2017UIZaUIeYZgdecc 3.7 15

146 —icrobialIdiversityIwithinItheIairwayImicrobiomeIinIchronicIpediatricIlungIdiseasesWIInfectionob
GeneticsbandbEvolutionUI2018UIebUIbZeVbad 4.5 15

145 s pIqarcodingIanalysisIofIseafoodIaccuracyIinIWashingtonUIsWrWIrestaurantsWIPeerJUI2017UIdUIebabc 3.1 14

144 WholeIgenomeIsingleVnucleotideIvariationIprofileVbasedIphylogeneticItreeIbuildingImethodsIforI
analysisIofIviralUIbacterialIandIhumanIgenomesWIGenomicsUI2014UIZYcUIZVf 4.3 14

143 UnravelingIevolutionaryIlineagesIinItheIlimblessIfossorialIskinkIgenusIpcontiasIQSauriaiIScincidaeRiI
areIsubspeciesIequivalentIsystematicIunitsnWIMolecularbPhylogeneticsbandbEvolutionUI2005UIbcUIecdVdc 4.1 14

142 wxVItypeIZIsubtypesIqIandIrIfromInewIregionsIofIxndiaIandIxndianIandItthiopianIexpatriatesIinI
zuwaitWIAIDSbResearchbandbHumanbRetrovirusesUI1996UIZaUIecZVb 1.6 14

141 sescriptionIofIaInewIspeciesIofIpeglidaeUIandInewIrecordsIofIrelatedIspeciesIfromIriverIbasinsIinI
prgentinaIQrrustaceaUIpnomuraRWIZootaxaUI2010UIabcbUIZg 0.5 14

140 TheInativeISouthIpmericanIcrayfishesIQrrustaceaUIáarastacidaeRiIstateIofIknowledgeIandI
conservationIstatusWIAquaticbConservation:bMarinebandbFreshwaterbEcosystemsUI2015UIadUIaggVbYZ 2.6 13

139 áhylogenyIofItheIThoracicanIqarnaclesIqasedIonIZgSIrs pISequencesWIJournalbofbCrustaceanb
BiologyUI2000UIaYUIbhbVbhg 0.8 13

(2000-2017)
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138 TowardsIaIbarnacleItreeIofIlifeiIintegratingIdiverseIphylogeneticIeffortsIintoIaIcomprehensiveI
hypothesisIofIthecostracanIevolutionWIPeerJUI2019UIfUIefbgf 3.1 13

137 SystematicIpanVcancerIanalysisIofIsomaticIalleleIfrequencyWIScientificbReportsUI2018UIgUIffbd 4.9 13

136 –ooksIcanIbeIdeceivingiIspeciesIdelimitationIrevealsIhiddenIdiversityIinItheIfreshwaterIcrabIpeglaI
longirostriIQsecapodaiIpnomuraRWIZoologicalbJournalbofbthebLinneanbSocietyUI2018UIZgaUIacVbf 2.4 12

135 ThreeInewIspeciesIofIpeglidaeIQIpegla–eachUIZgaYRIfromIáaranˆ¡IStateUIqrazilWIJournalbofbCrustaceanb
BiologyUI2015UIbdUIgbhVgch 0.8 12

134 pInewIspeciesIofIburrowingIcrayfishUVirilastacusIjaraiQrrustaceaUIsecapodaUIáarastacidaeRIfromI
centralVsouthernIrhileWIProceedingsbofbthebBiologicalbSocietybofbWashingtonUI2012UIZadUIadgVafd 0.2 12

133 pInewImolecularIphylogenyVbasedItaxonomyIofIparasiticIbarnaclesIQrrustaceaiIrirripediaiI
RhizocephalaRWIZoologicalbJournalbofbthebLinneanbSocietyUI2020UIZhYUIebaVedb 2.4 12

132 xmagesIareInotIandIshouldInotIeverIbeItypeIspecimensiIaIrebuttalItoIvarraffoniIOIureitasWIZootaxaUI
2017UIcaehUIcddVcdh 0.5 11

131 seepIphylogenyIandIcharacterIevolutionIinIThecostracaIQrrustaceaiI—axillopodaRWIIntegrativebandb
ComparativebBiologyUI2012UIdaUIcbYVca 2.8 11

130 pImultifacetedIapproachItoIspeciesIconservationWIAnimalbConservationUI2009UIZaUIZYdVZYe 3.2 11

129 sistinguishingIimportationIfromIdiversificationIofIquinoloneVresistantI eisseriaIgonorrhoeaeIbyI
molecularIevolutionaryIanalysisWIBMCbEvolutionarybBiologyUI2007UIfUIgc 3 11

128
Rtp p–YSxSIOuITwtIRt–pTxO SwxáSIp—O vITwtIrxRRxátsxpIp sITwtIpSrOTwORprxspIp sI
TwtIáwY–Ovt tTxrIáOSxTxO IOuITwtIuprtTOTtrTpIQ—pXx––OáOspiITwtrOSTRprpRIUSx vIZgSI
rs pIStéUt rtSWIJournalbofbCrustaceanbBiologyUI2002UIaaUIeeZVeeh

0.8 11

127 —olecularIphylogeneticsIforIconservationIbiologyI2001UIZhVde 11

126 romparisonIofItwoIcommercialIs pIextractionIkitsIforItheIanalysisIofInasopharyngealIbacterialI
communitiesWIAIMSbMicrobiologyUI2016UIaUIZYgVZZh 4.5 11

125 TheItvolutionIofIveneItxpressionIUnderlyingIVisionI–ossIinIraveIpnimalsWIMolecularbBiologybandb
EvolutionUI2018UIbdUIaYYdVaYZc 8.3 11

124 áhylogenomicsIandImolecularIevolutionIofIpolyomavirusesWIAdvancesbinbExperimentalbMedicinebandb
BiologyUI2006UIdffUIceVdh 3.6 11

123 rhangesIinImicrobiomeIdiversityIfollowingIbetaVlactamIantibioticItreatmentIareIassociatedIwithI
therapeuticIversusIsubtherapeuticIantibioticIexposureIinIcysticIfibrosisWIScientificbReportsUI2019UIhUIadbc 4.9 10

122 —oreIevolutionIundergroundiIpcceleratedImitochondrialIsubstitutionIrateIinIpustralianIburrowingI
freshwaterIcrayfishesIQsecapodaiIáarastacidaeRWIMolecularbPhylogeneticsbandbEvolutionUI2018UIZZgUIggVhg4.1 10

121 pIvenomicIxslandIinISalmonellaIentericaIsspWIsalamaeIprovidesInewIinsightsIonItheIgenealogyIofI
theIlocusIofIenterocyteIeffacementWIPLoSbONEUI2012UIfUIecZeZd 3.7 10
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120 —olecularIphylogeneticsIofItheIburrowingIcrayfishIgenusIuallicambarusIQsecapodaiIrambaridaeRWI
ZoologicabScriptaUI2013UIcaUIbYeVbZe 2.5 10

119 rrypticIgeneticIdivergenceIinItheIgiantITasmanianIfreshwaterIcrayfishIpstacopsisIgouldiI
QsecapodaiIáarastacidaeRiIimplicationsIforIconservationWIAnimalbConservationUI2011UIZcUIgfVhf 3.2 10

118 —olecularIphylodynamicsIandIproteinImodelingIofIinfectiousIsalmonIanemiaIvirusIQxSpVRWIBMCb
EvolutionarybBiologyUI2011UIZZUIbch 3 10

117 wxVVZIinfectedImonozygoticItwinsiIaItaleIofItwoIoutcomesWIBMCbEvolutionarybBiologyUI2011UIZZUIea 3 10
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