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Tomato and Tomato Products. Foods, 2021, 10, 1905.

Distinctiveness of Bean Landraces in Italy: the Case Study of the 4€ Baddad€™ Bean. Diversity, 2010, 2, 701-716. 1.7 4

Bulk RNA-Seq analysis to dissect the regulation of stigma position in tomato. Plant Molecular

Biology, 2021, 105, 263-285.

Pigment-Related Mutations Greatly Affect Berry Metabolome in San Marzano Tomatoes. Horticulturae, 0.8 4
2022, 8, 120. ’



ANDREA MAZZUCATO

# ARTICLE IF CITATIONS

New genetic tools to identify and protect typical italian products. Italian Journal of Agronomy, 2009,

4, 93.

Dynamics of Fertility-Related Traits in Tomato Landraces under Mild and Severe Heat Stress. Plants,

38 022,11, 881. 3.5 2



