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l Paper IF Citations

160 Metabolite_sensingLreceptorsLzPRgfLandLzPRdcltLfacilitateLdietaryLfibre_inducedLgutLhomeostasisL
throughLregulationLofLtheLinflammasomeaLNatureeCommunicationsZL2015ZLiZLijfg 17.4 658

159 xvidenceLthatLasthmaLisLaLdevelopmentalLoriginLdiseaseLinfluencedLbyLmaternalLdietLandLbacterialL
metabolitesaLNatureeCommunicationsZL2015ZLiZLjfec 17.4 474

158 NetuZLaLnewLtoxinLthatLisLassociatedLwithLavianLnecroticLenteritisLcausedLbyLvlostridiumLperfringensaL
PLoSePathogensZL2008ZLgZLeei 7.6 405

157 zutLmicrobialLmetabolitesLlimitLtheLfrequencyLofLautoimmuneLTLcellsLandLprotectLagainstLtypeLdL
diabetesaLNatureeImmunologyZL2017ZLdkZLhhe_hie 19.1 367

156 MicrobiotaLofLtheLchickenLgastrointestinalLtractmLinfluenceLonLhealthZLproductivityLandLdiseaseaL
AppliedeMicrobiologyeandeBiotechnologyZL2014ZLlkZLgfcd_dc 5.7 289

155 tLmicroRNtLcatalogLofLtheLdevelopingLchickenLembryoLidentifiedLbyLaLdeepLsequencingLapproachaL
GenomeeResearchZL2008ZLdkZLlhj_ig 9.7 262

154 TowardsLanLunderstandingLofLtheLroleLofLvlostridiumLperfringensLtoxinsLinLhumanLandLanimalL
diseaseaLFutureeMicrobiologyZL2014ZLlZLfid_jj 2.9 231

153 xxpansionLofLtheLvlostridiumLperfringensLtoxin_basedLtypingLschemeaLAnaerobeZL2018ZLhfZLh_dc 2.8 219

152 RethinkingLourLunderstandingLofLtheLpathogenesisLofLnecroticLenteritisLinLchickensaLTrendseine
MicrobiologyZL2009ZLdjZLfe_i 12.4 213

151 tlpha_toxinLofLvlostridiumLperfringensLisLnotLanLessentialLvirulenceLfactorLinLnecroticLenteritisLinL
chickensaLInfectioneandeImmunityZL2006ZLjgZLigli_hcc 3.7 185

150 βntestinalLmicrobiotaLassociatedLwithLdifferentialLfeedLconversionLefficiencyLinLchickensaLAppliede
MicrobiologyeandeBiotechnologyZL2012ZLliZLdfid_l 5.7 179

149 TranslocationLandLdisseminationLofLcommensalLbacteriaLinLpost_strokeLinfectionaLNatureeMedicineZL
2016ZLeeZLdejj_dekg 50.5 179

148 –ighlyLvariableLmicrobiotaLdevelopmentLinLtheLchickenLgastrointestinalLtractaLPLoSeONEZL2013ZLkZLekgelc3.7 155

147
uacteriaLwithinLtheLzastrointestinalLTractLMicrobiotaLvorrelatedLwithLβmprovedLzrowthLandLyeedL
vonversionmLvhallengesLPresentedLforLtheLβdentificationLofLPerformanceLxnhancingLProbioticL
uacteriaaLFrontierseineMicrobiologyZL2016ZLjZLdkj

5.7 129

146 TwoLnecroticLenteritisLpredisposingLfactorsZLdietaryLfishmealLandLximeriaLinfectionZLinduceLlargeL
changesLinLtheLcaecalLmicrobiotaLofLbroilerLchickensaLVeterinaryeMicrobiologyZL2014ZLdilZLdkk_lj 3.3 117

145 RecombinantLproductionLofLantimicrobialLpeptidesLinLheterologousLmicrobialLsystemsaL
BiotechnologyeandeAppliedeBiochemistryZL2007ZLgjZLd_l 2.8 115

144 wifferentialLresponsesLofLcecalLmicrobiotaLtoLfishmealZLximeriaLandLvlostridiumLperfringensLinLaL
necroticLenteritisLchallengeLmodelLinLchickensaLPLoSeONEZL2014ZLlZLedcgjfl 3.7 110
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143 βdentificationLofLchickenLintestinalLmicrobiotaLcorrelatedLwithLtheLefficiencyLofLenergyLextractionL
fromLfeedaLVeterinaryeMicrobiologyZL2013ZLdigZLkh_le 3.3 109

142 tssociationLbetweenLavianLnecroticLenteritisLandLvlostridiumLperfringensLstrainsLexpressingLNetuL
toxinaLVeterinaryeResearchZL2010ZLgdZLed 3.8 106

141 vomparisonLofLfecalLandLcecalLmicrobiotasLrevealsLqualitativeLsimilaritiesLbutLquantitativeL
differencesaLBMCeMicrobiologyZL2015ZLdhZLhd 4.5 105

140 NecroticLenteritisLpredisposingLfactorsLinLbroilerLchickensaLAvianePathologyZL2016ZLghZLejh_kd 2.4 100

139 vhangesLinLtheLcaecalLmicrofloraLofLchickensLfollowingLvlostridiumLperfringensLchallengeLtoLinduceL
necroticLenteritisaLVeterinaryeMicrobiologyZL2012ZLdhlZLdhh_ie 3.3 99

138 vomparativeLanalysisLofLtheLfirstLcompleteLxnterococcusLfaeciumLgenomeaLJournaleofeBacteriologyZL
2012ZLdlgZLeffg_gd 3.5 97

137 zeneticLstructureZLfunctionLandLregulationLofLtheLtransposableLelementLβSedaLMoleculareGeneticse
andeGenomicsZL1989ZLedhZLgdi_eg 95

136 NetuZLaLpore_formingLtoxinLfromLnecroticLenteritisLstrainsLofLvlostridiumLperfringensaLToxinsZL2010ZL
eZLdldf_ej 4.9 80

135 TheLVirSRLtwo_componentLsignalLtransductionLsystemLregulatesLNetuLtoxinLproductionLinL
vlostridiumLperfringensaLInfectioneandeImmunityZL2010ZLjkZLfcig_je 3.7 79

134 TranscriptomeLanalysisLofLpigeonLmilkLproductionLâ��LroleLofLcornificationLandLtriglycerideLsynthesisL
genesaLBMCeGenomicsZL2014ZLdhZLdkh 4.5 78

133 TowardsLaLvaseLwefinitionLforLwevilLyacialLTumourLwiseasemLWhatLβsLβtraLEcoHealthZL2007ZLgZLfgi_fhd 3.1 75

132 NecroticLenteritis_derivedLvlostridiumLperfringensLstrainLwithLthreeLcloselyLrelatedLindependentlyL
conjugativeLtoxinLandLantibioticLresistanceLplasmidsaLMBioZL2011ZLeZL 7.8 71

131 xvidenceLforLreductiveLgenomeLevolutionLandLlateralLacquisitionLofLvirulenceLfunctionsLinLtwoL
vorynebacteriumLpseudotuberculosisLstrainsaLPLoSeONEZL2011ZLiZLedkhhd 3.7 67

130 vomparativeLanalysesLofLLegionellaLspeciesLidentifiesLgeneticLfeaturesLofLstrainsLcausingL
LegionnairesSLdiseaseaLGenomeeBiologyZL2014ZLdhZLhch 18.3 65

129 tLnewLmethodLforLproducingLtransgenicLbirdsLviaLdirectLinLvivoLtransfectionLofLprimordialLgermL
cellsaLTransgeniceResearchZL2013ZLeeZLdehj_ig 3.3 63

128 MicrobialLshiftsLassociatedLwithLnecroticLenteritisaLAvianePathologyZL2016ZLghZLfck_de 2.4 62

127 tnLinsightLintoLintestinalLmucosalLmicrobiotaLdisruptionLafterLstrokeaLScientificeReportsZL2018ZLkZLhik 4.9 59

126
xxpressionLofLphospholipaseLwZLtheLmajorLvirulenceLfactorLofLvorynebacteriumLpseudotuberculosisZL
isLregulatedLbyLmultipleLenvironmentalLfactorsLandLplaysLaLroleLinLmacrophageLdeathaLMicrobiologye
oUnitedeKingdompZL2007ZLdhfZLeecf_eedd

2.9 59
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125 SeleniumLnanoparticlesLinLpoultryLfeedLmodifyLgutLmicrobiotaLandLincreaseLabundanceLofL
yaecalibacteriumLprausnitziiaLAppliedeMicrobiologyeandeBiotechnologyZL2018ZLdceZLdghh_dgii 5.7 58

124 tLMultifactorialLtnalysisLofLtheLxxtentLtoLWhichLximeriaLandLyishmealLPredisposeLuroilerLvhickensL
toLNecroticLxnteritisaLAvianeDiseasesZL2015ZLhlZLfk_gh 1.6 56

123 StructuralLandLfunctionalLanalysisLofLtheLpore_formingLtoxinLNetuLfromLvlostridiumLperfringensaL
MBioZL2013ZLgZLecccdl_df 7.8 56

122 UnderstandingLtheLmechanismsLofLzincLbacitracinLandLavilamycinLonLanimalLproductionmLlinkingLgutL
microbiotaLandLgrowthLperformanceLinLchickensaLAppliedeMicrobiologyeandeBiotechnologyZL2017ZLdcdZLghgj_ghhl5.7 55

121 βmpactLofLtheLyoodLtdditiveLTitaniumLwioxideLTxdjdULonLzutLMicrobiota_–ostLβnteractionaLFrontierse
ineNutritionZL2019ZLiZLhj 6.2 53

120 NanoparticlesLinLfeedmLProgressLandLprospectsLinLpoultryLresearchaLTrendseineFoodeScienceeande
TechnologyZL2016ZLhkZLddh_dei 15.3 53

119 miRNt_TargetsmLaLdatabaseLforLmiRNtLtargetLpredictionsLinLcodingLandLnon_codingLregionsLofL
mRNtsaLGenomicsZL2012ZLdccZLfhe_i 4.3 51

118 TheLzutLMicrobiotaLofLLayingL–ensLandLβtsLManipulationLwithLPrebioticsLandLProbioticsLToLxnhanceL
zutL–ealthLandLyoodLSafetyaLAppliedeandeEnvironmentaleMicrobiologyZL2020ZLkiZL 4.8 49

117 VaccinationLwithLrecombinantLNetuLtoxinLpartiallyLprotectsLbroilerLchickensLfromLnecroticLenteritisaL
VeterinaryeResearchZL2013ZLggZLhg 3.8 49

116 vomplementationLanalysisLinLPseudomonasLaeruginosaLofLtheLtransferLgenesLofLtheLwideLhostL
rangeLRLplasmidLRdkaLPlasmidZL1981ZLhZLece_de 3.3 47

115 uindingLofLvlostridiumLperfringensLtoLcollagenLcorrelatesLwithLtheLabilityLtoLcauseLnecroticLenteritisL
inLchickensaLVeterinaryeMicrobiologyZL2015ZLdkcZLell_fcf 3.3 46

114 uiocharZLuentoniteLandLZeoliteLSupplementedLyeedingLofLLayerLvhickensLtltersLβntestinalL
MicrobiotaLandLReducesLvampylobacterLLoadaLPLoSeONEZL2016ZLddZLecdhgcid 3.7 45

113 RoleLofLpositionLiejLofLPueLandLtheLmultibasicLcleavageLsiteLofLtheLhemagglutininLinLtheLvirulenceL
ofL–hNdLavianLinfluenzaLvirusLinLchickensLandLducksaLPLoSeONEZL2012ZLjZLefclic 3.7 44

112 tnimalLmodelsLtoLstudyLtheLpathogenesisLofLhumanLandLanimalLvlostridiumLperfringensLinfectionsaL
VeterinaryeMicrobiologyZL2015ZLdjlZLef_ff 3.3 43

111 tt_hatchLadministrationLofLprobioticLtoLchickensLcanLintroduceLbeneficialLchangesLinLgutLmicrobiotaaL
PLoSeONEZL2018ZLdfZLecdlgkeh 3.7 43

110 TheLtime_courseLofLbroilerLintestinalLmicrobiotaLdevelopmentLafterLadministrationLofLcecalL
contentsLtoLincubatingLeggsaLPeerJZL2017ZLhZLefhkj 3.1 43

109 vampylobacterLhepaticusLspaLnovaZLisolatedLfromLchickensLwithLspottyLliverLdiseaseaLInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyZL2016ZLiiZLghdk_gheg 2.2 43

108 βdentificationLofLmacrophageLinducedLgenesLofLvorynebacteriumLpseudotuberculosisLbyL
differentialLfluorescenceLinductionaLMicrobeseandeInfectionZL2005ZLjZLdfhe_if 9.3 42
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107 vomparativeLanalysisLofLtheLcompleteLgenomeLofLanLepidemicLhospitalLsequenceLtypeLecfLcloneLofL
vancomycin_resistantLxnterococcusLfaeciumaLBMCeGenomicsZL2013ZLdgZLhlh 4.5 41

106 NetuLandLnecroticLenteritismLtheLholeLmovableLstoryaLAvianePathologyZL2016ZLghZLelh_fcd 2.4 40

105 TheLsynthesisLandLcharacterisationLofLhighlyLstableLandLreproducibleLseleniumLnanoparticlesaL
InorganiceandeNanouMetaleChemistryZL2017ZLgjZLdhik_dhji 1.2 39

104 –ighlyLconservedLalpha_toxinLsequencesLofLavianLisolatesLofLvlostridiumLperfringensaLJournaleofe
ClinicaleMicrobiologyZL2004ZLgeZLdfgh_j 9.7 39

103 zeneLexpressionLprofilingLofL–erefordLShorthornLcattleLfollowingLchallengeLwithLuoophilusL
microplusLtickLlarvaeaLAustralianeJournaleofeExperimentaleAgricultureZL2007ZLgjZLdflj 38

102 vharacterizationLandLcomparisonLofLchickenLUiLpromotersLforLtheLexpressionLofLshortLhairpinLRNtsaL
AnimaleBiotechnologyZL2007ZLdkZLdhf_ie 1.4 37

101 TheLgastrointestinalLtractLmicrobiotaLofLtheLJapaneseLquailZLvoturnixLjaponicaaLAppliedeMicrobiologye
andeBiotechnologyZL2016ZLdccZLgecd_l 5.7 36

100 vompleteLgenomeLsequenceLofLtheLfrogLpathogenLMycobacteriumLulceransLecovarLLiflandiiaLJournale
ofeBacteriologyZL2013ZLdlhZLhhi_ig 3.5 35

99 tLversatileLsystemLforLtheLexpressionLofLnonmodifiedLbacteriocinsLinLxscherichiaLcoliaLJournaleofe
AppliedeMicrobiologyZL2005ZLlkZLiji_kf 4.7 34

98 TheLadherentLabilitiesLofLvlostridiumLperfringensLstrainsLareLcriticalLforLtheLpathogenesisLofLavianL
necroticLenteritisaLVeterinaryeMicrobiologyZL2016ZLdljZLhf_id 3.3 33

97 xxperimentalLdesignLconsiderationsLinLmicrobiotabinflammationLstudiesaLClinicaleandeTranslationale
ImmunologyZL2016ZLhZLele 6.8 32

96 vompleteLgenomeLsequenceLofLStaphylococcusLaureusLstrainLJKwidhlZLaLuniqueLtustralianLcloneLofL
STlf_βVLcommunityLmethicillin_resistantLStaphylococcusLaureusaLJournaleofeBacteriologyZL2010ZLdleZLhhhi_j3.5 32

95 –igh_levelLproductionLofLrecombinantLchickenLinterferon_gammaLbyLurevibacillusLchoshinensisaL
ProteineExpressioneandePurificationZL2001ZLefZLddf_ec 2 31

94 NanoparticlesLofLseleniumLasLhighLbioavailableLandLnon_toxicLsupplementLalternativesLforLbroilerL
chickensaLEnvironmentaleScienceeandePollutioneResearchZL2020ZLejZLdidhl_didii 5.1 30

93 MaternalLimmunizationLwithLvaccinesLcontainingLrecombinantLNetuLtoxinLpartiallyLprotectsLprogenyL
chickensLfromLnecroticLenteritisaLVeterinaryeResearchZL2013ZLggZLdck 3.8 30

92 –istologicalLandLglobalLgeneLexpressionLanalysisLofLtheLSlactatingSLpigeonLcropaLBMCeGenomicsZL2011
ZLdeZLghe 4.5 30

91 TheLbacteriocinLpiscicolinLdeiLretainsLantilisterialLactivityLinLvivoaLJournaleofeAntimicrobiale
ChemotherapyZL2003ZLhdZLdfih_jd 5.1 30

90 WholeLgenomeLanalysisLrevealsLtheLdiversityLandLevolutionaryLrelationshipsLbetweenLnecroticL
enteritis_causingLstrainsLofLvlostridiumLperfringensaLBMCeGenomicsZL2018ZLdlZLfjl 4.5 29
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89 zenomicLdiversityLofLnecroticLenteritis_associatedLstrainsLofLvlostridiumLperfringensmLaLreviewaL
AvianePathologyZL2016ZLghZLfce_j 2.4 28

88 vomparisonLandLutilizationLofLrepetitive_elementLPvRLtechniquesLforLtypingLLactobacillusLisolatesL
fromLtheLchickenLgastrointestinalLtractaLAppliedeandeEnvironmentaleMicrobiologyZL2009ZLjhZLijig_ji 4.8 27

87 SuppressionLofLbovineLviralLdiarrheaLvirusLreplicationLbyLsmallLinterferingLRNtLandLshortLhairpinL
RNt_mediatedLRNtLinterferenceaLVeterinaryeMicrobiologyZL2007ZLddlZLdfe_gf 3.3 24

86 βnductionLofLspottyLliverLdiseaseLinLlayerLhensLbyLinfectionLwithLvampylobacterLhepaticusaL
VeterinaryeMicrobiologyZL2017ZLdllZLkh_lc 3.3 23

85 TranscriptomeLanalysisLofLpigeonLmilkLproductionL_LroleLofLcornificationLandLtriglycerideLsynthesisL
genesaLBMCeGenomicsZL2013ZLdgZLdil 4.5 23

84 tctivationLofLbothLWnt_dLandLygf_fLbyLinsertionLofLmouseLmammaryLtumorLvirusLdownstreamLinLtheL
reverseLorientationmLaLreappraisalLofLtheLenhancerLinsertionLmodelaLVirologyZL1993ZLdlgZLdhj_ih 3.6 23

83 βnsertionLelementsLandLtransitionsLinLclonedLmouseLmammaryLtumourLvirusLwNtmLfurtherL
delineationLofLtheLpoisonLsequencesaLNucleiceAcidseResearchZL1986ZLdgZLkefd_gh 20.1 23

82 tLgutLreactionmLtheLcombinedLinfluenceLofLexerciseLandLdietLonLgastrointestinalLmicrobiotaLinLratsaL
JournaleofeAppliedeMicrobiologyZL2017ZLdeeZLdiej_difk 4.7 22

81 VirulenceLPlasmidsLofLSpore_yormingLuacteriaaLMicrobiologyeSpectrumZL2014ZLeZL 8.9 22

80 vampylobacterLhepaticusZLtheLcauseLofLspottyLliverLdiseaseLinLchickensZLisLpresentLthroughoutLtheL
smallLintestineLandLcaecaLofLinfectedLbirdsaLVeterinaryeMicrobiologyZL2017ZLecjZLeei_efc 3.3 22

79 yunctionalLsimilaritiesLbetweenLpigeonLSmilkSLandLmammalianLmilkmLinductionLofLimmuneLgeneL
expressionLandLmodificationLofLtheLmicrobiotaaLPLoSeONEZL2012ZLjZLegkfif 3.7 22

78 LactobacillusLstrainLecologyLandLpersistenceLwithinLbroilerLchickensLfedLdifferentLdietsmL
identificationLofLpersistentLstrainsaLAppliedeandeEnvironmentaleMicrobiologyZL2010ZLjiZLiglg_hcf 4.8 22

77 vaseousLlymphadenitisLvaccineLdevelopmentmLsite_specificLinactivationLofLtheLvorynebacteriumL
pseudotuberculosisLphospholipaseLwLgeneaLVaccineZL1995ZLdfZLdjkh_le 4.1 22

76
vonjugation_MediatedL–orizontalLzeneLTransferLofLvlostridiumLperfringensLPlasmidsLinLtheLvhickenL
zastrointestinalLTractLResultsLinLtheLyormationLofLNewLVirulentLStrainsaLAppliedeandeEnvironmentale
MicrobiologyZL2017ZLkfZL

4.8 20

75 vomparisonLofLbovineLRNtLpolymeraseLβββLpromotersLforLshortLhairpinLRNtLexpressionaLAnimale
GeneticsZL2006ZLfjZLfil_je 2.5 20

74 ZeoliteLfoodLsupplementationLreducesLabundanceLofLenterobacteriaaLMicrobiologicaleResearchZL2017
ZLdlhZLeg_fc 5.3 19

73 tnLintermittentLhypercaloricLdietLaltersLgutLmicrobiotaZLprefrontalLcorticalLgeneLexpressionLandL
socialLbehavioursLinLratsaLNutritionaleNeuroscienceZL2020ZLefZLidf_iej 3.6 19

72 tLgenomics_informedZLSNPLassociationLstudyLrevealsLyuLNdLandLytuPgLasLcontributingLtoL
resistanceLtoLfleeceLrotLinLtustralianLMerinoLsheepaLBMCeVeterinaryeResearchZL2010ZLiZLej 2.7 18
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71 vharacterisationLandLapplicationLofLaLbovineLUiLpromoterLforLexpressionLofLshortLhairpinLRNtsaL
BMCeBiotechnologyZL2005ZLhZLdf 3.5 18

70 growthLofLgutLmicrobiotaLwithLseleniumLnanoparticlesaLAnimaleNutritionZL2019ZLhZLgeg_gfd 4.8 17

69 βdentificationLofLdifferentialLduodenalLgeneLexpressionLlevelsLandLmicrobiotaLabundanceLcorrelatedL
withLdifferencesLinLenergyLutilisationLinLchickensaLAnimaleProductioneScienceZL2013ZLhfZLdeil 1.4 17

68 βmprovedLvectorsLforLexpressionLlibraryLimmunization__applicationLtoLMycoplasmaLhyopneumoniaeL
infectionLinLpigsaLVaccineZL2001ZLecZLddh_ec 4.1 17

67
xffectivenessLandLvost_xfficiencyLofLvontrolLofLtheLWildLRabbitZLOryctolagusLvuniculusLTLaUZLuyL
vombinationsLofLPoisoningZLRippingZLyumigationLandLMaintenanceLyumigationaaLWildlifeeResearchZL
1995ZLeeZLehf

1.8 17

66
vlostridiumLperfringens_mediatedLnecroticLenteritisLisLnotLinfluencedLbyLtheLpre_existingL
microbiotaLbutLisLpromotedLbyLlargeLchangesLinLtheLpost_challengeLmicrobiotaaLVeterinarye
MicrobiologyZL2018ZLeejZLddl_dei

3.3 17

65 tpplicationLofLchickenLmicroarraysLforLgeneLexpressionLanalysisLinLotherLavianLspeciesaLBMCe
GenomicsZL2009ZLdcLSupplLeZLSf 4.5 15

64 xxpressionLlibraryLimmunizationLconfersLpartialLprotectionLagainstLvhlamydiaLmuridarumLgenitalL
infectionaLVaccineZL2007ZLehZLeigf_hh 4.1 15

63 βnvariantLNaturalLKillerLTLvellsLShapeLtheLzutLMicrobiotaLandLRegulateLNeutrophilLRecruitmentLandL
yunctionLwuringLβntestinalLβnflammationaLFrontierseineImmunologyZL2018ZLlZLlll 8.4 14

62
TransformationLofZLandLheterologousLproteinLexpressionLinZLLactobacillusLagilisLandLLactobacillusL
vaginalisLisolatesLfromLtheLchickenLgastrointestinalLtractaLAppliedeandeEnvironmentaleMicrobiologyZL
2011ZLjjZLeec_k

4.8 14

61 vompleteLgenomeLsequenceLofLtypeLstrainLvampylobacterLfetusLsubspaLvenerealisLNvTvLdcfhgTaL
JournaleofeBacteriologyZL2011ZLdlfZLhkjd_e 3.5 14

60 ManagingLTroublesLinLtnsweringLSurveyLQuestionsmLRespondentsSLUsesLofLProjectiveLReportingaL
SocialePsychologyeQuarterlyZL2004ZLijZLhc_il 1.8 14

59 wevelopmentLofLaLreverseLtranscriptionLrecombinaseLpolymeraseLamplificationLassayLforLrapidL
detectionLofLTheilerSsLmurineLencephalomyelitisLvirusaLMoleculareandeCellulareProbesZL2018ZLgdZLej_fd 3.3 14

58 MicrobialLsymbiosisLandLcoevolutionLofLanLentireLcladeLofLancientLvertebratesmLtheLgutLmicrobiotaLofL
seaLturtlesLandLitsLrelationshipLtoLtheirLphylogeneticLhistoryaLAnimaleMicrobiomeZL2020ZLeZLdj 4.1 13

57 RecoveryLofLMycobacteriumLaviumLsubspeciesLparatuberculosisLfromLtheLnaturalLhostLforLtheL
extractionLandLanalysisLinLvivo_derivedLRNtaLJournaleofeMicrobiologicaleMethodsZL2004ZLhjZLegd_l 2.8 13

56 VaccinationLagainstLovineLfootrotLusingLaLliveLbacterialLvectorLtoLdeliverLbasicLproteaseLantigenaL
FEMSeMicrobiologyeLettersZL2001ZLdlgZLdlf_i 2.9 13

55 SorghumLandLwheatLdifferentiallyLaffectLcaecalLmicrobiotaLandLassociatedLperformanceL
characteristicsLofLmeatLchickensaLPeerJZL2017ZLhZLefcjd 3.1 13

54
RapidLandLSpecificLMethodsLtoLwifferentiateLyoodborneLPathogensZLvampylobacterLjejuniZL
vampylobacterLcoliZLandLtheLNewLSpeciesLvausingLSpottyLLiverLwiseaseLinLvhickensZLvampylobacterL
hepaticusaLFoodborneePathogenseandeDiseaseZL2018ZLdhZLhei_hfc

3.8 12
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53 ZLtheLvauseLofLSpottyLLiverLwiseaseLinLvhickensmLTransmissionLandLRoutesLofLβnfectionaLFrontierseine
VeterinaryeScienceZL2019ZLiZLhch 3.1 11

52 zeneticLarchitectureLofLgeneLexpressionLinLtheLchickenaLBMCeGenomicsZL2013ZLdgZLdf 4.5 11

51 yeedLsupplementationLwithLbiocharLmayLreduceLpoultryLpathogensZLincludingLvampylobacterL
hepaticusZLtheLcausativeLagentLofLSpottyLLiverLwiseaseaLPLoSeONEZL2019ZLdgZLecedggjd 3.7 10

50 SurvivalLMechanismsLofLβdentifiedLbyLzenomicLtnalysisLandLvomparativeLTranscriptomicLtnalysisLofL
andLwerivedLuacteriaaLFrontierseineMicrobiologyZL2019ZLdcZLdcj 5.7 10

49 vharacterisationLofLtheLintestinalLmicrobiotaLofLcommerciallyLfarmedLsaltwaterLcrocodilesZL
vrocodylusLporosusaLAppliedeMicrobiologyeandeBiotechnologyZL2019ZLdcfZLkljj_klkh 5.7 10

48 ueneficialLmicrobialLsignalsLfromLalternativeLfeedLingredientsmLaLwayLtoLimproveLsustainabilityLofL
broilerLproductionraLMicrobialeBiotechnologyZL2017ZLdcZLdcck_dcdd 6.3 10

47 PoultryLfeedsLcarryLdiverseLmicrobialLcommunitiesLthatLinfluenceLchickenLintestinalLmicrobiotaL
colonisationLandLmaturationaLAMBeExpressZL2020ZLdcZLdgf 4.1 10

46 tLlowLdoseLofLanLorganophosphateLinsecticideLcausesLdysbiosisLandLsex_dependentLresponsesLinL
theLintestinalLmicrobiotaLofLtheLJapaneseLquailLTvoturnixLjaponicaUaLPeerJZL2016ZLgZLeecce 3.1 10

45 tnLacetate_yieldingLdietLimprintsLanLimmuneLandLanti_microbialLprogrammeLagainstLentericL
infectionaLClinicaleandeTranslationaleImmunologyZL2021ZLdcZLedeff 6.8 10

44 yoreignLgeneLexpressionLinLvorynebacteriumLpseudotuberculosismLdevelopmentLofLaLliveLvaccineL
vectoraLVaccineZL1999ZLdkZLgkj_lj 4.1 9

43 OverexpressingLovotransferrinLandLavianL˛†_defensin_fLimprovesLantimicrobialLcapacityLofLchickensL
andLpoultryLproductsaLTransgeniceResearchZL2019ZLekZLhd_ji 3.3 9

42 βdentificationLofLNovelLToxinL–omologsLandLtssociatedLMobileLzeneticLxlementsLinaLPathogensZL
2019ZLkZL 4.5 8

41 TwoLputativeLzincLmetalloproteasesLcontributeLtoLtheLvirulenceLofLstrainsLthatLcauseLavianLnecroticL
enteritisaLJournaleofeVeterinaryeDiagnosticeInvestigationZL2020ZLfeZLehl_eij 1.5 8

40 vhickenLanemiaLvirusmLanLunderstandingLofLtheLin_vitroLhostLresponseLoverLtimeaLViraleImmunologyZL
2011ZLegZLf_l 1.7 8

39 ProbingLtheLheatLshockLresponseLofLvorynebacteriumLpseudotuberculosismLtheLmajorLvirulenceL
factorZLphospholipaseLwZLisLdownregulatedLatLgfLdegreesLvaLResearcheineMicrobiologyZL2007ZLdhkZLejl_ki 4 8

38 TheLurachyspiraLhyodysenteriaeLftntLgenemLwNtLvaccinationLandLreal_timeLPvRLquantificationLofL
bacteriaLinLaLmouseLmodelLofLdiseaseaLCurrenteMicrobiologyZL2005ZLhcZLekh_ld 2.4 8

37 OreganomLtLpotentialLprophylacticLtreatmentLforLtheLintestinalLmicrobiotaaLHeliyonZL2019ZLhZLeceieh 3.6 7

36 SystematicLreviewLofLanLinterventionmLtheLuseLofLprobioticsLtoLimproveLhealthLandLproductivityLofL
calvesaLPreventiveeVeterinaryeMedicineZL2020ZLdkfZLdchdgj 3.1 7

Robert J Moore

8



35
vorrelationsLbetweenLintestinalLinnateLimmuneLgenesLandLcecalLmicrobiotaLhighlightLpotentialLforL
probioticLdevelopmentLforLimmuneLmodulationLinLpoultryaLAppliedeMicrobiologyeandeBiotechnologyZL
2018ZLdceZLlfdj_lfel

5.7 7

34 MicrobialLcommunitiesLofLpoultryLhouseLdustZLexcretaLandLlitterLareLpartiallyLrepresentativeLofL
microbiotaLofLchickenLcaecumLandLileumaLPLoSeONEZL2021ZLdiZLecehhiff 3.7 7

33 ReducedLenvironmentalLbacterialLloadLduringLearlyLdevelopmentLandLgutLcolonisationLhasL
detrimentalLhealthLconsequencesLinLJapaneseLquailaLHeliyonZL2020ZLiZLecfedf 3.6 6

32 vhickenLfunctionalLgenomicsmLanLoverviewaLAustralianeJournaleofeExperimentaleAgricultureZL2005ZLghZLjgl 6

31
PhytogenicLproductsZLusedLasLalternativesLtoLantibioticLgrowthLpromotersZLmodifyLtheLintestinalL
microbiotaLderivedLfromLaLrangeLofLproductionLsystemsmLanLinLvitroLmodelaLAppliedeMicrobiologyeande
BiotechnologyZL2020ZLdcgZLdcifd_dcigc

5.7 6

30 OreganoLpowderLreducesLStreptococcusLandLincreasesLSvytLconcentrationLinLaLmixedLbacterialL
cultureLassayaLPLoSeONEZL2019ZLdgZLecedikhf 3.7 6

29 UltrastructureLofLtheLgastroLintestinalLtractLofLhealthyLJapaneseLquailLTULusingLlightLandLscanningL
electronLmicroscopyaLAnimaleNutritionZL2018ZLgZLfjk_fkj 4.8 6

28 NoLcorrelationLbetweenLmicrobiotaLcompositionLandLbloodLparametersLinLnestingLflatbackLturtlesL
TNatatorLdepressusUaLScientificeReportsZL2020ZLdcZLkfff 4.9 5

27 zenomicsLofLtheLPathogenicLvlostridiaaLMicrobiologyeSpectrumZL2019ZLjZL 8.9 4

26
βmpactsLofLantibioticLreductionLstrategiesLonLzootechnicalLperformancesZLhealthLcontrolZLandL
ximeriaLsppaLexcretionLcomparedLwithLconventionalLantibioticLprogramsLinLcommercialLbroilerL
chickenLflocksaLPoultryeScienceZL2020ZLllZLgfcf_gfdf

3.9 4

25 vloningLandLfunctionalLexpressionLofLaLfood_gradeLcircularLbacteriocinZLplantacyclinLuedtzZLinL
probioticLLactobacillusLplantarumLWvySdaLPLoSeONEZL2020ZLdhZLecefekci 3.7 4

24 wraftLzenomeLSequenceLofLStrainLtiZLaLStrongLtcidLProducerLβsolatedLfromLaLVietnameseL
yermentedLSausageLTNemLvhuaUaLGenomeeAnnouncementsZL2017ZLhZL 3

23 NecroticLenteritisLinLchickensmLanLimportantLdiseaseLcausedLbyLvlostridiumLperfringensaLMicrobiologye
AustraliaZL2015ZLfiZLddk 0.8 3

22 MicrobialLtaxaLinLdustLandLexcretaLassociatedLwithLtheLproductiveLperformanceLofLcommercialLmeatL
chickenLflocksaLAnimaleMicrobiomeZL2021ZLfZLii 4.1 3

21 TemporalLdynamicsLofLgutLmicrobiotaLinLcagedLlayingLhensmLaLfieldLobservationLfromLhatchingLtoLendL
ofLlayaLAppliedeMicrobiologyeandeBiotechnologyZL2021ZLdchZLgjdl_gjfc 5.7 3

20 weficiencyLofLwietaryLyiberLModulatesLzutLMicrobiotaLvompositionZLNeutrophilLRecruitmentLandL
WorsensLxxperimentalLvolitisaLFrontierseineImmunologyZL2021ZLdeZLidlfii 8.4 3

19 βsoquinolineLalkaloidsLinduceLpartialLprotectionLofLlayingLhensLfromLtheLimpactLofLvampylobacterL
hepaticusLTspottyLliverLdiseaseULchallengeaLPoultryeScienceZL2021ZLdccZLdcdgef 3.9 3

18 PolyphasicLvharacterisationLofLspaLnovaZLaLNewLxntericLuacteriumLβsolatedLfromLtheLKoalaL–indgutaL
MicroorganismsZL2020ZLkZL 4.9 2
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17 SalmonellaLentericaLsubspaLsalamaeLserovarLSofiaZLaLprevalentLserovarLinLtustralianLbroilerLchickensZL
isLalsoLcapableLofLtransientLcolonisationLinLlayersaLBritishePoultryeScienceZL2018ZLhlZLejc_ejj 1.9 2

16 ManipulationLofLsmallLRNtsLtoLmodifyLtheLchickenLtranscriptomeLandLenhanceLproductivityLtraitsaL
CytogeneticeandeGenomeeResearchZL2007ZLddjZLdhk_ig 1.9 2

15 vampylobacterLhepaticusZLtheLcauseLofLSpottyLLiverLwiseaseLinLchickensZLcanLenterLaLviableLbutL
nonculturableLstateaaLVeterinaryeMicrobiologyZL2022ZLeiiZLdclfgd 3.3 2

14 SequenceLcharacterisationLandLnovelLinsightsLintoLbovineLmastitis_associatedLStreptococcusLuberisL
inLdairyLherdsaLScientificeReportsZL2021ZLddZLfcgi 4.9 2

13 yocalLduodenalLnecrosisLinLchickensmLattemptsLtoLreproduceLtheLdiseaseLexperimentallyLandL
diagnosticLconsiderationsaLJournaleofeVeterinaryeDiagnosticeInvestigationZL2020ZLfeZLeik_eji 1.5 1

12 zenomeLorganizationLofLtheLPseudomonasLaeruginosaLnarrowLhostLrangeLplasmidLRld_hL
determinedLbyLdeletionLandLcloningLanalysisaLGeneticaleResearchZL1985ZLghZLdlh_k 1.1 1

11 VirulenceLPlasmidsLofLSpore_yormingLuacteriahff_hhj 1

10 uroadLspectrumLantimicrobialLactivitiesLfromLspore_formingLbacteriaLisolatedLfromLtheLVietnamL
SeaaLPeerJZL2020ZLkZLedcddj 3.1 1

9 xnhancementLofLvampylobacterLhepaticusLculturingLtoLfacilitateLdownstreamLapplicationsaL
ScientificeReportsZL2021ZLddZLeckce 4.9 1

8 OreganoLpowderLreducesLStreptococcusLandLincreasesLSvytLconcentrationLinLaLmixedLbacterialL
cultureLassayLofLchicken 1

7
wevelopmentLofLanLenzyme_linkedLimmunosorbentLassayLforLdetectingLspecificLantibodiesLinL
chickenLseraL_LaLkeyLtoolLinLSpottyLLiverLwiseaseLscreeningLandLvaccineLdevelopmentaLAviane
PathologyZL2020ZLglZLihk_iih

2.4 1

6 SurveyLandLSequenceLvharacterizationLofLuovineLMastitis_tssociatedLinLwairyL–erdsaLFrontierseine
VeterinaryeScienceZL2020ZLjZLhkeelj 3.1 1

5 StableLRecombinant_zeneLxxpressionLfromLaLLiveLuacterialLVectorLviaLvhromosomalLβntegrationaL
AppliedeandeEnvironmentaleMicrobiologyZL2021ZLkjZL 4.8 1

4 SystematicLreviewLandLmeta_analysisLofLprobioticLuseLonLinflammatoryLbiomarkersLandLdiseaseL
preventionLinLcattleaLPreventiveeVeterinaryeMedicineZL2021ZLdlgZLdchgff 3.1 0

3 TranscriptionalLorganizationLofLtheLTraeLregionLcontrollingLconjugationalLtransferLofLtheLnarrowL
hostLrangeLPseudomonasLaeruginosaLplasmidLRld_haLGeneticaleResearchZL1985ZLghZLddl_eh 1.1

2 zenomicsLofLtheLPathogenicLvlostridialgc_lhf

1 wevelopmentLofLaLLuminexLxTtzLtssayLforLtheLRapidLwetectionLofLyiveLtminoglycosideLResistanceL
zenesLuothLinLStaphylococciLandLxnterococciaLMicrobialeDrugeResistanceZL2019ZLehZLkjg_kjl 2.9
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