58

papers

64

all docs

147566

3,886 31
citations h-index
64 64
docs citations times ranked

168136
53

g-index

4247

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Etpl confers arsenite resistance by affecting <i>ACR3<[i> expression. FEMS Yeast Research, 2022, , .

Identification of novel arsenic resistance genes in yeast. MicrobiologyOpen, 2022, 11, . 1.2 1

Genome-wide imaging screen uncovers molecular determinants of arsenite-induced protein
aggregation and toxicity. Journal of Cell Science, 2021, 134, .

Nuclear envelope budding is a response to cellular stress. Proceedings of the National Academy of

Sciences of the United States of America, 2021, 118, . 33 28

Sequence-specific dynamics of DNA response elements and their flanking sites regulate the
recognition by AP-1 transcription factors. Nucleic Acids Research, 2021, 49, 9280-9293.

Effects of the Toxic Metals Arsenite and Cadmium on I+-Synuclein Aggregation In Vitro and in Cells.

International Journal of Molecular Sciences, 2021, 22, 11455. 1.8 13

Physical, genetic and functional interactions between the eisosome protein Pill and the MBOAT
O-acyltransferase Gupl. FEMS Yeast Research, 2021, 21, .

The ancillary N-terminal region of the yeast AP-1 transcription factor Yap8 contributes to its DNA 6.5 .
binding specificity. Nucleic Acids Research, 2020, 48, 5426-5441. :

Misfolding and aggregation of nascent proteins: a novel mode of toxic cadmium action in vivo.
Current Genetics, 2018, 64, 177-181.

Editorial: Molecular Mechanisms of Metalloid Transport, Toxicity and Tolerance. Frontiers in Cell

and Developmental Biology, 2018, 6, 99. 1.8 13

Cadmium Causes Misfolding and Aggregation of Cytosolic Proteins in Yeast. Molecular and Cellular
Biology, 2017, 37, .

Disentangling genetic and epigenetic determinants of ultrafast adaptation. Molecular Systems

Biology, 2016, 12, 892. 3.2 9

Cellular and molecular mechanisms of antimony transport, toxicity and resistance. Environmental
Chemistry, 2016, 13, 955.

The mitogena€activated protein kinase Slt2 modulates arsenite transport through the aquaglyceroporin

Fps1. FEBS Letters, 2016, 590, 3649-3659. 1.3 21

Distinct stress conditions result in aggregation of proteins with similar properties. Scientific
Reports, 2016, 6, 24554.

Arsenic Directly Binds to and Activates the Yeast AP-1-Like Transcription Factor Yap8. Molecular and 11 42
Cellular Biology, 2016, 36, 913-922. )

HwHog1 Rinase activity is crucial for survival of Hortaea werneckii in extremely hyperosmolar

environments. Fungal Genetics and Biology, 2015, 74, 45-58.

Heavy Metals and Metalloids As a Cause for Protein Misfolding and Aggregation. Biomolecules, 2014, 4,

252-267. 1.8 316



20

22

24

26

28

30

32

34

36

MARKUS ] TAMAS

ARTICLE IF CITATIONS
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