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k Paper IF Citations

79
†etectionNbyNmultiplexNrealdtimeNpolymeraseNchainNreactionNassaysNandNisolationNofNShigaN
toxindproducingNEscherichiaNcoliNserogroupsNOimcNOklcNOhgjcNOhhhcNOhihcNandNOhklNinNgroundN
beefeNFoodbornefPathogensfandfDiseasecN2011cNocNmghdn

3.8 114

78 xNgeneNexpressionNsignatureNforNoxidantNstressfreactiveNmetabolitesNinNratNlivereNBiochemicalf
PharmacologycN2004cNmocNiikpdmh 6 81

77 xdvancesNinNMolecularNSerotypingNandNSubtypingNofNEscherichiaNcolieNFrontiersfinfMicrobiologycN2016cN
ncNmkk 5.7 67

76 zomparisonNofNOdxntigenNGeneNzlustersNofNxllNOdSerogroupsNofNEscherichiaNcoliNandNProposalNforN
xdoptingNaNNewNNomenclatureNforNOdTypingeNPLoSfONEcN2016cNhhcNeghknkjk 3.7 58

75
RetailNsurveyNofNyrazilianNmilkNandNMinasNfrescalNcheeseNandNaNcontaminatedNdairyNplantNtoNestablishN
prevalencecNrelatednesscNandNsourcesNofNListeriaNmonocytogenesNisolateseNAppliedfandfEnvironmentalf
MicrobiologycN2008cNnkcNkplkdmh

4.8 55

74
†evelopmentNofNPzRNassaysNtargetingNgenesNinNOdantigenNgeneNclustersNforNdetectionNandN
identificationNofNEscherichiaNcoliNOklNandNOllNserogroupseNAppliedfandfEnvironmentalfMicrobiologycN
2005cNnhcNkphpdik

4.8 55

73 MolecularNcloningNandNcharacterizationNofNaNtobaccoNMxPNkinaseNkinaseNthatNinteractsNwithNSIPKeN
MolecularfPlantuMicrobefInteractionscN2000cNhjcNhhodik 3.6 49

72 GeneNexpressionNprofilingNofNListeriaNmonocytogenesNstrainNFijmlNduringNgrowthNinN
ultrahighdtemperaturedprocessedNskimNmilkeNAppliedfandfEnvironmentalfMicrobiologycN2008cNnkcNmolpdmm 4.8 48

71
PzRNdetectionNofNenterohemorrhagicNEscherichiaNcoliNOhklNinNfoodNbyNtargetingNgenesNinNtheNEeNcoliN
OhklNOdantigenNgeneNclusterNandNtheNshigaNtoxinNhNandNshigaNtoxinNiNgeneseNFoodbornefPathogensf
andfDiseasecN2009cNmcNmgldhh

3.8 47

70 GrowthNkineticsNofNListeriaNmonocytogenesNandNspoilageNmicroorganismsNinNfreshdcutNcantaloupeeN
FoodfMicrobiologycN2013cNjkcNhnkdoh 6 46

69 xssessmentNofNtheNxntimicrobialNxctivityNofNOliveNLeafNExtractNxgainstNFoodborneNyacterialN
PathogenseNFrontiersfinfMicrobiologycN2017cNocNhhj 5.7 44

68 PrevalenceNandNantimicrobialNsusceptibilityNofNVibrioNparahaemolyticusNisolatedNfromNretailNshellfishN
inNShanghaieNFoodfControlcN2016cNmgcNimjdimo 6.2 43

67 HowNdoesNListeriaNmonocytogenesNcombatNacidNconditionsveNCanadianfJournalfoffMicrobiologycN2013cN
lpcNhkhdli 3.2 37

66 InactivationNofNListeriaNinnocuacNSalmonellaNTyphimuriumcNandNEscherichiaNcoliNOhlnqHnNonNsurfaceN
andNstemNscarNareasNofNtomatoesNusingNindpackageNozonationeNJournalfoffFoodfProtectioncN2012cNnlcNhmhhdo2.5 37

65 †evelopmentNofNaNrealdtimeNloopdmediatedNisothermalNamplificationNWLxMPXNassayNandNvisualNLxMPN
assayNforNdetectionNofNxfricanNswineNfeverNvirusNWxSFVXeNJournalfoffVirologicalfMethodscN2020cNinmcNhhjnnl2.6 35

64 TheNexpressionNofNsuperoxideNdismutaseNWSO†XNandNaNputativeNxyzNtransporterNpermeaseNisN
inverselyNcorrelatedNduringNbiofilmNformationNinNListeriaNmonocytogenesNkbNGeNPLoSfONEcN2012cNncNekokmn3.7 29

63 EscherichiaNcoliNONantigenNtypingNusingN†NxNmicroarrayseNMolecularfandfCellularfProbescN2006cNigcNijpdkk3.3 26
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62 EscherichiaNcoliNserogroupNOiNandNOioacNOdantigenNgeneNclusterNsequencesNandNdetectionNofN
pathogenicNEeNcoliNOiNandNOioacNbyNPzReNCanadianfJournalfoffMicrobiologycN2010cNlmcNjgodhm 3.2 23

61 xntimicrobialNactivityNandNinactivationNmechanismNofNlactonicNandNfreeNacidNsophorolipidsNagainstN
EscherichiaNcoliNOhlnqHneNBiocatalysisfandfAgriculturalfBiotechnologycN2017cNhhcNhnmdhoi 4.2 22

60 xNzomparisonNofNIndHouseNRealdTimeNLxMPNxssaysNwithNaNzommercialNxssayNforNtheN†etectionNofN
PathogenicNyacteriaeNMoleculescN2015cNigcNpkondpl 4.8 17

59 zloningcNcharacterizationcNandNheterologousNexpressionNofNaNnovelNglucosyltransferaseNgeneNfromN
sophorolipiddproducingNzandidaNbombicolaeNGenecN2014cNlkgcNkmdlj 3.8 16

58
†evelopmentNandNevaluationNofNrapidNdetectionNofNclassicalNswineNfeverNvirusNbyNreverseN
transcriptionNloopdmediatedNisothermalNamplificationNWRTdLxMPXeNJournalfoffBiotechnologycN2010cN
hkmcNhkndlg

3.7 15

57 xN†sNinsertionNaltersNtheNnuclearNlocalizationNofNtheNmaizeNtranscriptionalNactivatorNReNProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericacN1996cNpjcNnohmdig 11.5 15

56 GeneNexpressionNprofilingNofNaNpressuredtolerantNListeriaNmonocytogenesNScottNxNctsRNdeletionN
mutanteNJournalfoffIndustrialfMicrobiologyfandfBiotechnologycN2011cNjocNhlijdjj 4.2 13

55 zomparativeNtranscriptomeNRNxdSeqNanalysisNofNListeriaNmonocytogenesNwithNsodiumNlactateN
adaptationeNFoodfControlcN2018cNphcNhpjdigh 6.2 12

54 xNsystemsNbiologyNapproachNtoNinvestigateNtheNantimicrobialNactivityNofNoleuropeineNJournalfoff
IndustrialfMicrobiologyfandfBiotechnologycN2016cNkjcNhngldhnhn 4.2 12

53
SequencingNandNanalysisNofNtheNEscherichiaNcoliNserogroupNOhhncNOhimcNandNOhkmNOdantigenNgeneN
clustersNandNdevelopmentNofNPzRNassaysNtargetingNserogroupNOhhndcNOhimdcNandNOhkmdspecificN†NxN
sequenceseNMolecularfandfCellularfProbescN2007cNihcNipldjgi

3.3 12

52 TranscriptionalNSequencingNUncoversNSurvivalNMechanismsNofNSalmonellaNentericaNSerovarN
EnteritidisNinNxntibacterialNEggNWhiteeNMSpherecN2019cNkcN 5 12

51 TheNInhibitoryNEffectNofNPlantNExtractsNonNGrowthNofNtheNFoodborneNPathogenceNAntibioticscN2020cNpcN 4.9 11

50 SynergisticNEffectNofNzhlorogenicNxcidNandNzaffeicNxcidNwithNFosfomycinNonNGrowthNInhibitionNofNaN
ResistantNStraineNACSfOmegacN2020cNlcNnljndnlkk 3.9 11

49 ImpactNofNSodNonNtheNexpressionNofNstressdrelatedNgenesNinNListeriaNmonocytogenesNkbNGN
withfwithoutNparaquatNtreatmenteNJournalfoffFoodfSciencecN2014cNnpcNMhnkldp 3.4 11

48
TheN†NxNSequenceNofNtheNEscherichiaNcoliNOiiNOdxntigenNGeneNzlusterNandN†etectionNofN
PathogenicNStrainsNyelongingNtoNEeNcoliNSerogroupsNOiiNandNOphNbyNMultiplexNPzRNxssaysNTargetingN
VirulenceNGenesNandNGenesNinNtheNRespectiveNOdxntigenNGeneNzlusterseNFoodfAnalyticalfMethodscN
2009cNicNhmpdhnp

3.4 11

47 PurificationcNcharacterizationNandNdecolorizationNofNbilirubinNoxidaseNfromNMyrotheciumNverrucariaN
jeihpgeNFungalfBiologycN2012cNhhmcNomjdnh 2.8 9

46
zodexistenceNofNmphxcNoqxxyNandNblazTXdMdmlNonNtheNIncHIiNPlasmidNinNhighlyNdrugdresistantN
SalmonellaNentericaNserovarNIndianaNSThnNisolatedNfromNretailNfoodsNandNhumansNinNzhinaeNFoodf
ControlcN2020cNhhocNhgnimp

6.2 8

45
EscherichiaNcoliNOdxntigenNGeneNzlustersNofNSerogroupsNOmicNOmocNOhjhcNOhkgcNOhkicNandNOhmjqN
†NxNSequencesNandNSimilarityNbetweenNOmiNandNOmocNandNPzRdyasedNSerogroupingeNBiosensorscN
2015cNlcNlhdmo

5.9 8
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44 †etectionNofNzassavaNzomponentNinNSweetNPotatoNNoodlesNbyNRealdTimeNLoopdmediatedNIsothermalN
xmplificationNWRealdtimeNLxMPXNMethodeNMoleculescN2019cNikcN 4.8 7

43 NaturalNflagelladtemplatedNxuNnanowiresNasNaNnovelNadjuvantNagainstNListeriaNmonocytogeneseN
NanoscalecN2020cNhicNlmindlmjl 7.7 7

42 EncodingNforNaNFructoseNSpecificNPTSNPermeaseNIIxNMayNyeNRequiredNforNVirulenceNinNStrainNFijmleN
FrontiersfinfMicrobiologycN2017cNocNhmhh 5.7 7

41
†NxNsequencingNandNidentificationNofNserogroupdspecificNgenesNinNtheNEscherichiaNcoliNOhhoNON
antigenNgeneNclusterNandNdemonstrationNofNantigenicNdiversityNbutNonlyNminorNvariationNinN†NxN
sequenceNofNtheNONantigenNclustersNofNEeNcoliNOhhoNandNOhlheNFoodbornefPathogensfandfDiseasecN
2008cNlcNkkpdln

3.8 7

40
†evelopmentNofNLingzhiNorNReishiNmedicinalNmushroomcNGanodermaNlucidumNWHigherN
yasidiomycetesXNpolysaccharidesNinjectionNformulationeNInternationalfJournalfoffMedicinalf
MushroomscN2014cNhmcNkhhdp

1.3 7

39
zonstructionNofNListeriaNmonocytogenesNMutantsNwithNIndFrameN†eletionsNinNPutativeNxTPdyindingN
zassetteNWxyzXNTransportersNandNxnalysisNofNTheirNGrowthNunderNStressNzonditionseNJournalfoff
MicrobialfnfBiochemicalfTechnologycN2012cNgkcN

7

38 LadderdshapeNmeltingNtemperatureNisothermalNamplificationNofNnucleicNacidseNBioTechniquescN2021cN
nhcNjlodjmp 2.5 7

37
zonstructionNofNListeriaNmonocytogenesNmutantsNwithNindframeNdeletionsNinNtheN
phosphotransferaseNtransportNsystemNWPTSXNandNanalysisNofNtheirNgrowthNunderNstressNconditionseN
JournalfoffFoodfSciencecN2013cNnocNMhjpido

3.4 6

36 EffectNofNenvironmentalNstressesNonNtheNsurvivalNandNcytotoxicityNofNShigaNtoxindproducingN
EscherichiaNcoliâ� eNFoodfQualityfandfSafetycN2017cNhcNhjpdhkm 3.8 5

35
†evelopmentNofNPrimerNSetsNforNLoopdMediatedNIsothermalNxmplificationNthatNEnablesNRapidNandN
SpecificN†etectionNofNStreptococcusNdysgalactiaecNStreptococcusNuberisNandNStreptococcusN
agalactiaeeNInternationalfJournalfoffEnvironmentalfResearchfandfPublicfHealthcN2015cNhicNlnjldki

4.6 5

34 GeneNexpressionNprofilingNofNaNnisindsensitiveNListeriaNmonocytogenesNScottNxNctsRNdeletionNmutanteN
JournalfoffIndustrialfMicrobiologyfandfBiotechnologycN2013cNkgcNkpldlgl 4.2 5

33 WholedgenomeNsequenceNofNStaphylococcusNaureusNstrainNLzTdSxhhieNJournalfoffBacteriologycN2012cN
hpkcNkhik 3.5 5

32
TheNstructuralNcharacterizationNofNtheNOdpolysaccharideNantigenNofNtheNlipopolysaccharideNofN
EscherichiacoliNserotypeNOhhoNandNitsNrelationNtoNtheNOdantigensNofNEscherichiacoliNOhlhNandN
SalmonellaentericaNOkneNCarbohydratefResearchcN2010cNjklcNimmkdp

2.9 5

31 RoleNofNGeneNRegulatedNbyNzpxRNinNtheNSurvivalNofNSerovarNEnteritidisNinNxntibacterialNEggNWhiteeN
MSpherecN2020cNlcN 5 5

30
InactivationNofNextraintestinalNpathogenicNEeNcoliNsuspendedNinNgroundNchickenNmeatNbyNhighN
pressureNprocessingNandNidentificationNofNvirulenceNfactorsNwhichNmayNaffectNresistanceNtoNhighN
pressureeNFoodfControlcN2020cNhhhcNhgngng

6.2 5

29 GrowthNcharacteristicsNofNShigaNtoxindproducingNEscherichiaNcoliNWSTEzXNstressedNbyNchlorinecNsodiumN
chloridecNacidcNandNstarvationNonNlettuceNandNcantaloupeeNFoodfControlcN2015cNllcNpndhgi 6.2 4

28 SporulationNandNgerminationNgeneNexpressionNanalysisNofNyacillusNanthracisNSterneNsporesNinNskimN
milkNunderNheatNandNdifferentNinterventionNtechniqueseNJournalfoffFoodfSciencecN2009cNnkcNMhigdk 3.4 4

27 †evelopmentNandNEvaluationNofNaNzommercialNSequencedyasedNStrainNTypingNServiceNforNListeriaN
monocytogeneseNJournalfoffMicrobialfnfBiochemicalfTechnologycN2015cNgncN 4
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26 zharacterizationNofNtheNroleNofNybgzNinNlysozymeNresistanceNofNSalmonellaNEnteritidiseNFoodfControlcN
2020cNhgpcNhgmnji 6.2 3

25 RapidNidentificationNofNadulteratedNhoneyNaccordingNtoNtheNtargetedNanalysisNofNphenolicN
compoundsNusingNchemometricseNEuropeanfFoodfResearchfandfTechnologycN2021cNikncNhpnldhpol 3.4 3

24 †raftNWholedGenomeNSequencesNofNSevenNListeriaNmonocytogenesNStrainsNwithNVariationsNinN
VirulenceNandNStressNResponseseNMicrobiologyfResourcefAnnouncementscN2018cNncN 1.3 3

23 xntimicrobialNxctivitiesNofNOliveNLeafNExtractNandNItsNPotentialNUseNinNFoodNIndustryeNACSfSymposiumf
SeriescN2018cNhhpdhji 0.4 3

22
IntegrationNofNtranscriptomicNandNproteomicNapproachesNunveilsNtheNmolecularNmechanismNofN
membraneNdisintegrationNinNEscherichiaNcoliNOhlnqHnNwithNultrasonicNtreatmenteNSciencefoffthefTotalf
EnvironmentcN2021cNnphcNhkojmm

10.2 3

21 SensitivityNofNpathogenicNandNattenuatedNEeNcoliNOhlnqHnNstrainsNtoNultravioletdzNlightNasNassessedNbyN
conventionalNplatingNmethodsNandNethidiumNmonoazidedPzReNJournalfoffFoodfSafetycN2017cNjncNehijkm 2 2

20 EffectNofNcombinationNofNOxyraseNandNsodiumNthioglycolateNonNgrowthNofNzlostridiumNperfringensN
fromNsporesNunderNaerobicNincubationeNFoodfMicrobiologycN2020cNopcNhgjkhj 6 2

19 GalactodoligosaccharideNhydrolysisNbyNgeneticallydengineeredNalphadgalactosidasedproducingN
PseudomonasNchlororaphisNstrainseNBiocatalysisfandfAgriculturalfBiotechnologycN2018cNhjcNihjdiho 4.2 2

18
OptimizationNofNLiquidNFermentationNzonditionsNandNProteinNNutritionNEvaluationNofNMyceliumNfromN
theNzaterpillarNMedicinalNMushroomcNzordycepsNmilitarisNWxscomycetesXeNInternationalfJournalfoff
MedicinalfMushroomscN2016cNhocNnkldnli

1.3 2

17 MolecularNzharacterizationNofNzephalosporindResistantNEnteritidisNSThhNIsolatesNzarryingNfromN
zhildrenNwithN†iarrheaeNFoodbornefPathogensfandfDiseasecN2021cNhocNngidnhh 3.8 2

16 xNmultipathogenNselectiveNenrichmentNbrothNforNsimultaneousNgrowthNofNSalmonellaNenteriacN
EscherichiaNcoliNOhlnqHncNandNShigellaNflexnerieNJournalfoffFoodfSafetycN2018cNjocNehijoo 2 1

15 NonlabeledNquantitativeNproteomicNcomparisonNidentifiesNdifferencesNinNacidNresistanceNbetweenN
EscherichiaNcoliNOhlnqHnNcurliNproductionNvariantseNFoodbornefPathogensfandfDiseasecN2014cNhhcNjgdn 3.8 1

14 pHNfractionationNandNidentificationNofNproteinsqNcomparingNcolumnNchromatofocusingNversusNliquidN
isoelectricNfocusingNtechniqueseNJournalfoffSeparationfSciencecN2012cNjlcNhjppdkgl 3.4 1

13 SSELcNaNselectiveNenrichmentNbrothNforNsimultaneousNgrowthNofNSalmonellaNentericacNStaphylococcusN
aureuscNEscherichiaNcoliNOhlnqNHncNandNListeriaNmonocytogeneseNJournalfoffFoodfSafetycN2020cNkgcNehiojn 2 1

12 TwoNhomologousNSalmonellaNserogroupNzhdspecificNgenesNareNrequiredNforNflagellarNmotilityNandNcellN
invasioneNBMCfGenomicscN2021cNiicNlgn 4.5 1

11 GenomicNcharacterizationNofNanNextensivelyNdrugdresistantNchickendborneNSalmonellaNIndianaNisolateN
carryingNanNIncHIidIncHIixNplasmideNFoodfControlcN2021cNhilcNhgnnmh 6.2 1

10 †raftNGenomeNSequencesNofNSevenNStrainsNofNShigaNToxindProducingNEscherichiaNcoliNOhhhNwithN
VariationNinNTheirNSensitivityNtoNNovobiocineNMicrobiologyfResourcefAnnouncementscN2018cNncN 1.3 1

9 xNTargetedNSequencingNxssayNforNSerotypingNUsingNxgriSeqNTechnologyeNFrontiersfinfMicrobiologycN
2020cNhhcNminppn 5.7 1

(2020-2020)
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8 †evelopmentNofNaNrealdtimeNLxMPNassayNforNmonofloralNhoneyNauthenticationNusingNrapeNhoneyeN
CYTAfufJournalfoffFoodcN2020cNhocNjgpdjhk 2.3 0

7 †isseminationNofNIncFIINplasmidsNcarryingNfosxjNandNblaNinNclinicalNisolatesNofNSalmonellaNenteritidiseN
ZoonosesfandfPublicfHealthcN2021cNmocNnmgdnmo 2.9 0

6 xntidlisterialNactivityNofNthermophilinNhhgNandNpediocinNinNfermentedNmilkNandNwheyeNFoodfControlcN
2021cNhilcNhgnpkh 6.2 0

5 NucleicNxciddyasedN†iagnosticNMethodseNACSfSymposiumfSeriescN2006cNiodkg 0.4

4 LogisticNmodelingNtoNpredictNtheNminimumNinhibitoryNconcentrationNWMIzXNofNoliveNleafNextractNWOLEXN
againstNListeriaNmonocytogeneseeNPLoSfONEcN2022cNhncNegimjjlp 3.7

3 ListeriaNenvironmentalNsamplingNtestsNareNcompatibleNwithNpolymorphicNlocusNsequenceNtypingeN
JournalfoffFoodfSciencecN2021cNomcNjhoodjhpk 3.4

2 TranscriptomicsNofNTreatedNWithNOliveNLeafNExtracteeNFrontiersfinfMicrobiologycN2021cNhicNnoihhm 5.7

1 InvolvementNofNaNputativeNxTPdyindingNzassetteNWxyzXNInvolvedNinNmanganeseNtransportNinN
virulenceNofNListeriaNmonocytogeneseNPLoSfONEcN2022cNhncNegimopik 3.7

Yanhong Liu

6


