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Mitochondrial variant enrichment from high-throughput single-cell RNA sequencing resolves clonal
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Dendritic Cell Neoplasm. Frontiers in Immunology, 2022, 13, 809414. 2.2 6

Plasticity and immune evasion in childhood ALL. Blood, 2022, 139, 2096-2097.

A cellular hierarchy framework for understanding heterogeneity and predicting drug response in

acute myeloid leuremia. Nature Medicine, 2022, 28, 1212-1223. 15.2 104

WAT3R: recovery of T-cell receptor variable regions from 34€2 single-cell RNA-sequencing.
Bioinformatics, 2022, 38, 3645-3647.

Clonal barcoding with gPCR detection enables live cell functional analyses for cancer research.

Nature Communications, 2022, 13, . 58 1
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Vascular Biology, 2021, 41, 1012-1018.

Extended-representation bisulfite sequencing of gene regulatory elements in multiplexed samples and o4 28
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Single-cell lineage analysis reveals genetic and epigenetic interplay in glioblastoma drug resistance.
Genome Biology, 2020, 21, 174.

Decoding the Noncoding Cancer Genome. Cancer Discovery, 2020, 10, 646-647. 7.7 2

Chromatin accessibility promotes hematopoietic and leukemia stem cell activity. Nature
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A novel method for detecting the cellular stemness state in normal and leukemic human

hematopoietic cells can predict disease outcome and drug sensitivity. Leukemia, 2019, 33, 2061-2077. 3.3 13

A stemness screen reveals C3orf54/INKA1 as a promoter of human leukemia stem cell latency. Blood,
2019, 133,2198-2211.

Single-Cell RNA-Seq Reveals AML Hierarchies Relevant to Disease Progression and Immunity. Cell, 2019, 135 642
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Developmental and oncogenic programs in H3K27M gliomas dissected by single-cell RNA-seq. Science,

2018, 360, 331-335.

Dual Targeting of Oncogenic Activation and Inflammatory Signaling Increases Therapeutic Efficacy in

Myeloproliferative Neoplasms. Cancer Cell, 2018, 33, 29-43.e7. 77 186
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A Multiplexed System for Quantitative Comparisons of Chromatin Landscapes. Molecular Cell, 2016, 61,
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Stem cell gene expression programs influence clinical outcome in human leukemia. Nature Medicine,
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