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k Paper IF Citations

88 XYZeqmMSpatiallyMresolvedMsingleZcellMRNtMsequencingMrevealsMexpressionMheterogeneityMinMtheM
tumorMmicroenvironmentaMSciencenAdvancesYM2021YMjYM 14.3 8

87 xzzTtRTmMtMtoolMtoMvisualizeMtheMdynamicsMof´ biophysicalMtransportMunderMtheMinhomogeneousM
lZTtSxPaMBiophysicalnJournalYM2021YMdecYMdfclZdfdf 2.9 1

86 LikelihoodZbasedMdeconvolutionMofMbulkMgeneMexpressionMdataMusingMsingleZcellMreferencesaMGenomen
ResearchYM2021YMfdYMdjlgZdkci 9.7 1

85 LongitudinalMsingleZcellMepitopeMandMRNtZsequencingMrevealsMtheMimmunologicalMimpactMofMtypeMdM
interferonMautoantibodiesMinMcriticalMvOVIwZdlM2021YM 9

84 SvITOZseqmMsingleZcellMcombinatorialMindexedMcytometryMsequencingaMNaturenMethodsYM2021YMdkYMlcfZldd 21.6 7

83 TypeMIMinterferonMautoantibodiesMareMassociatedMwithMsystemicMimmuneMalterationsMinMpatientsMwithM
vOVIwZdlaMSciencenTranslationalnMedicineYM2021YMdfYMeabheieg 17.5 34

82 TheMdistributionMofMwaitingMdistancesMinMancestralMrecombinationMgraphsaMTheoreticalnPopulationn
BiologyYM2021YMdgdYMfgZgf 1.2 0

81 TheMKeyMParametersMthatMzovernMTranslationMxfficiencyaMCellnSystemsYM2020YMdcYMdkfZdleaei 10.6 20

80 TransporterMgenesMinMbiosyntheticMgeneMclustersMpredictMmetaboliteMcharacteristicsMandMsiderophoreM
activityaMGenomenResearchYM2020YM 9.7 5

79 TheMyeastMexoribonucleaseMXrndMandMassociatedMfactorsMmodulateMRNtMpolymeraseMIIMprocessivityMinM
hTMandMfTMgeneMregionsaMJournalnofnBiologicalnChemistryYM2020YMelhYMddgfhZddghg 5.4 9

78 tccurateMassemblyMofMtheMoliveMbaboonMUPapioManubisVMgenomeMusingMlongZreadMandM iZvMdataaM
GigaScienceYM2020YMlYM 7.6 8

77 xfficientlyMinferringMtheMdemographicMhistoryMofMmanyMpopulationsMwithMalleleMcountMdataaMJournalnofn
thenAmericannStatisticalnAssociationYM2020YMddhYMdgjeZdgkj 2.8 33

76 InferenceMandManalysisMofMpopulationZspecificMfineZscaleMrecombinationMmapsMacrossMeiMdiverseM
humanMpopulationsaMSciencenAdvancesYM2019YMhYMeaawleci 14.3 29

75 wifferencesMinMtheMpathMtoMexitMtheMribosomeMacrossMtheMthreeMdomainsMofMlifeaMNucleicnAcidsnResearch
YM2019YMgjYMgdlkZgedc 20.1 38

74
InferenceMofMcomplexMpopulationMhistoriesMusingMwholeZgenomeMsequencesMfromMmultipleM
populationsaMProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2019YM
ddiYMdjddhZdjdec

11.5 21

73 T RxxZWtYMvLUSTxRINzMOyMMULTIZTISSUxMMULTIZINwIVIwUtLMzxNxMxXPRxSSIONMwtTtMUSINzM
SxMIZNONNxztTIVxMTxNSORMwxvOMPOSITIONaMAnnalsnofnAppliednStatisticsYM2019YMdfYMddcfZddej 2.1 10

72 WorldwideMgeneticMvariationMofMtheMIz VMandMTRuVMimmuneMreceptorMgeneMfamiliesMinMhumansaMLifen
SciencenAllianceYM2019YMeYM 5.8 20
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71 NecrotizingMenterocolitisMisMprecededMbyMincreasedMgutMbacterialMreplicationYMYMandMfimbriaeZencodingM
bacteriaaMSciencenAdvancesYM2019YMhYMeaaxhjej 14.3 53

70 ModelZbasedMdetectionMandManalysisMofMintrogressedMNeanderthalMancestryMinMmodernMhumansaM
MolecularnEcologyYM2018YMejYMfkjfZfkkk 5.7 41

69 TheoreticalManalysisMofMtheMdistributionMofMisolatedMparticlesMinMtotallyMasymmetricMexclusionM
processesmMtpplicationMtoMmRNtMtranslationMrateMestimationaMPhysicalnReviewnEYM2018YMljYMcdedci 2.4 15

68 TerminalMPleistoceneMtlaskanMgenomeMrevealsMfirstMfoundingMpopulationMofMNativeMtmericansaM
NatureYM2018YMhhfYMecfZecj 50.4 178

67 InferenceMofMpopulationMhistoryMusingMcoalescentM MMsmMreviewMandMoutlookaMCurrentnOpinionninn
GeneticsnandnDevelopmentYM2018YMhfYMjcZji 4.9 24

66  ighZthroughputMinferenceMofMpairwiseMcoalescenceMtimesMidentifiesMsignalsMofMselectionMandM
enrichedMdiseaseMheritabilityaMNaturenGeneticsYM2018YMhcYMdfddZdfdj 36.3 32

65 zeometryMofMtheMSampleMyrequencyMSpectrumMandMtheMPerilsMofMwemographicMInferenceaMGeneticsYM
2018YMedcYMiihZike 4 15

64 TheMimpactMofMribosomalMinterferenceYMcodonMusageYMandMexitMtunnelMinteractionsMonMtranslationM
elongationMrateMvariationaMPLoSnGeneticsYM2018YMdgYMedccjdii 6 43

63 tMLikelihoodZyreeMInferenceMyrameworkMforMPopulationMzeneticMwataMusingMxxchangeableMNeuralM
NetworksaMAdvancesninnNeuralnInformationnProcessingnSystemsYM2018YMfdYMkhlgZkich 2.2 7

62 xarlyMhumanMdispersalsMwithinMtheMtmericasaMScienceYM2018YMfieYM 33.3 118

61 xfficientMcomputationMofMtheMjointMsampleMfrequencyMspectraMforMmultipleMpopulationsaMJournalnofn
ComputationalnandnGraphicalnStatisticsYM2017YMeiYMdkeZdlg 1.4 40

60 TimeZResolvedMProteomicsMxxtendsMRibosomeMProfilingZuasedMMeasurementsMofMProteinMSynthesisM
wynamicsaMCellnSystemsYM2017YMgYMifiZiggael 10.6 39

59 OPxRtTORMNORMMINxQUtLITIxSMuxTWxxNMTxNSORMUNyOLwINzSMONMT xMPtRTITIONMLtTTIvxaM
LinearnAlgebranandnItsnApplicationsYM2017YMhecYMggZii 0.9 10

58 RobustMandMscalableMinferenceMofMpopulationMhistoryMfromMhundredsMofMunphasedMwholeMgenomesaM
NaturenGeneticsYM2017YMglYMfcfZfcl 36.3 286

57 LociMassociatedMwithMskinMpigmentationMidentifiedMinMtfricanMpopulationsaMScienceYM2017YMfhkYM 33.3 179

56 NaMLiMandMMatthewMStephensMonMModelingMLinkageMwisequilibriumaMGeneticsYM2016YMecfYMdcchZi 4 2

55 TheMSimonsMzenomeMwiversityMProjectmMfccMgenomesMfromMdgeMdiverseMpopulationsaMNatureYM2016YM
hfkYMecdZeci 50.4 759

54 PredictionMofMribosomeMfootprintMprofileMshapesMfromMtranscriptMsequencesaMBioinformaticsYM2016YM
feYMidkfZidld 7.2 14

(2016-2019)

3



53 TwoZLocusMLikelihoodsMUnderMVariableMPopulationMSizeMandMyineZScaleMRecombinationMRateM
xstimationaMGeneticsYM2016YMecfYMdfkdZll 4 28

52 SpectralTwymMtransitionMdensitiesMofMdiffusionMprocessesMwithMtimeZvaryingMselectionMparametersYM
mutationMratesMandMeffectiveMpopulationMsizesaMBioinformaticsYM2016YMfeYMjlhZj 7.2 5

51 weepMLearningMforMPopulationMzeneticMInferenceaMPLoSnComputationalnBiologyYM2016YMdeYMedccgkgh 5 137

50 xstimatingMvopyMNumberMandMtllelicMVariationMatMtheMImmunoglobulinM eavyMvhainMLocusMUsingM
ShortMReadsaMPLoSnComputationalnBiologyYM2016YMdeYMedcchddj 5 18

49 TheMxffectsMofMPopulationMSizeM istoriesMonMxstimatesMofMSelectionMvoefficientsMfromMTimeZSeriesM
zeneticMwataaMMolecularnBiologynandnEvolutionYM2016YMffYMfcceZfcej 8.3 12

48 TheMSiteMyrequencyMSpectrumMforMzeneralMvoalescentsaMGeneticsYM2016YMeceYMdhglZid 4 18

47 RichesMofMphenotypeMcomputationallyMextractedMfromMmicrobialMcoloniesaMProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2016YMddfYMxekeeZfd 11.5 5

46 TransitionMwensitiesMandMSampleMyrequencyMSpectraMofMwiffusionMProcessesMwithMSelectionMandM
VariableMPopulationMSizeaMGeneticsYM2015YMeccYMicdZdj 4 25

45 MultiZlocusManalysisMofMgenomicMtimeMseriesMdataMfromMexperimentalMevolutionaMPLoSnGeneticsYM2015YM
ddYMedcchcil 6 33

44 POPULtTIONMzxNxTIvSaMzenomicMevidenceMforMtheMPleistoceneMandMrecentMpopulationMhistoryMofM
NativeMtmericansaMScienceYM2015YMfglYMaabfkkg 33.3 317

43 zeneticMandMsocioeconomicMstudyMofMmateMchoiceMinMLatinosMrevealsMnovelMassortmentMpatternsaM
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2015YMddeYMdfiedZi 11.5 26

42 TRtvTtuLxMwIyyUSIONMtNwMvOtLxSvxNTMPROvxSSxSMyORMWxtKLYMvORRxLtTxwMLOvIaM
ElectronicnJournalnofnProbabilityYM2015YMecYM 1.1 3

41
yundamentalMlimitsMonMtheMaccuracyMofMdemographicMinferenceMbasedMonMtheMsampleMfrequencyM
spectrumaMProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2015YM
ddeYMjijjZke

11.5 51

40 xfficientMinferenceMofMpopulationMsizeMhistoriesMandMlocusZspecificMmutationMratesMfromMlargeZsampleM
genomicMvariationMdataaMGenomenResearchYM2015YMehYMeikZjl 9.7 50

39 SMaS mMaMbenchmarkingMtoolkitMforMhumanMgenomeMvariantMcallingaMBioinformaticsYM2014YMfcYMejkjZlh 7.2 32

38 zeneralMtriallelicMfrequencyMspectrumMunderMdemographicMmodelsMwithMvariableMpopulationMsizeaM
GeneticsYM2014YMdliYMelhZfdd 4 21

37 tMNOVxLMSPxvTRtLMMxT OwMyORMINyxRRINzMzxNxRtLMwIPLOIwMSxLxvTIONMyROMMTIMxMSxRIxSM
zxNxTIvMwtTtaMAnnalsnofnAppliednStatisticsYM2014YMkYMeecfZeeee 2.1 40

36 wxSvtRTxSTMRULxMOyMSIzNSMtNwMT xMIwxNTIyItuILITYMOyMPOPULtTIONMwxMOzRtP IvMMOwxLSM
yROMMzxNOMIvMVtRItTIONMwtTtaMAnnalsnofnStatisticsYM2014YMgeYMegilZeglf 3.2 44
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35 wistortionMofMgenealogicalMpropertiesMwhenMtheMsampleMisMveryMlargeaMProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2014YMdddYMefkhZlc 11.5 43

34 divalZIuwmMdemographyZawareMinferenceMofMidentityZbyZdescentMtractsMinMunrelatedMindividualsaM
BioinformaticsYM2014YMfcYMfgfcZd 7.2 17

33 wecodingMcoalescentMhiddenMMarkovMmodelsMinMlinearMtimeaMLecturenNotesninnComputernScienceYM2014YM
kflgYMdccZddg 0.9 6

32 tMsequentiallyMMarkovMconditionalMsamplingMdistributionMforMstructuredMpopulationsMwithMmigrationM
andMrecombinationaMTheoreticalnPopulationnBiologyYM2013YMkjYMhdZid 1.2 33

31 xstimatingMvariableMeffectiveMpopulationMsizesMfromMmultipleMgenomesmMaMsequentiallyMmarkovM
conditionalMsamplingMdistributionMapproachaMGeneticsYM2013YMdlgYMigjZie 4 138

30 zenomeZwideMfineZscaleMrecombinationMrateMvariationMinMwrosophilaMmelanogasteraMPLoSnGeneticsYM
2012YMkYMedccfclc 6 155

29 ulockwiseM MMMcomputationMforMlargeZscaleMpopulationMgenomicMinferenceaMBioinformaticsYM2012YM
ekYMecckZdh 7.2 15

28 tMsimpleMmethodMforMfindingMexplicitManalyticMtransitionMdensitiesMofMdiffusionMprocessesMwithM
generalMdiploidMselectionaMGeneticsYM2012YMdlcYMdddjZel 4 55

27 Ptwˆ�MtPPROXIMtNTSMtNwMxXtvTMTWOZLOvUSMStMPLINzMwISTRIuUTIONSaMAnnalsnofnAppliedn
ProbabilityYM2012YMeeYMhjiZicj 2 12

26 vLOSxwZyORMMtSYMPTOTIvMStMPLINzMwISTRIuUTIONSMUNwxRMT xMvOtLxSvxNTMWIT M
RxvOMuINtTIONMyORMtNMtRuITRtRYMNUMuxRMOyMLOvIaMAdvancesninnAppliednProbabilityYM2012YMggYMfldZgcj0.7 9

25 vlosedZyormMtsymptoticMSamplingMwistributionsMunderMtheMvoalescentMwithMRecombinationMforManM
trbitraryMNumberMofMLociaMAdvancesninnAppliednProbabilityYM2012YMggYMfldZgcj 0.7 5

24 tnMaccurateMsequentiallyMMarkovMconditionalMsamplingMdistributionMforMtheMcoalescentMwithM
recombinationaMGeneticsYM2011YMdkjYMdddhZek 4 42

23 zeneralMepistaticMmodelsMofMtheMriskMofMcomplexMdiseasesaMGeneticsYM2010YMdkiYMdgijZjf 4 12

22 tMprincipledMapproachMtoMderivingMapproximateMconditionalMsamplingMdistributionsMinMpopulationM
geneticsMmodelsMwithMrecombinationaMGeneticsYM2010YMdkiYMfedZfk 4 24

21 tNMtSYMPTOTIvMStMPLINzMyORMULtMyORMT xMvOtLxSvxNTMWIT MRxvOMuINtTIONaMAnnalsnofn
AppliednProbabilityYM2010YMecYMdcchZdcek 2 16

20 vlosedZformMtwoZlocusMsamplingMdistributionsmMaccuracyMandMuniversalityaMGeneticsYM2009YMdkfYMdckjZdcf 4 15

19 ÉointMestimationMofMgeneMconversionMratesMandMmeanMconversionMtractMlengthsMfromMpopulationMSNPM
dataaMBioinformaticsYM2009YMehYMiefdZl 7.2 15

18 tverageMprobabilityMthatMaMOcoldMhitOMinMaMwNtMdatabaseMsearchMresultsMinManMerroneousMattributionaM
JournalnofnForensicnSciencesYM2009YMhgYMeeZj 1.8 13

(2009-2014)
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17 ImportanceMsamplingMandMtheMtwoZlocusMmodelMwithMsubdividedMpopulationMstructureaMAdvancesninn
AppliednProbabilityYM2008YMgcYMgjfZhcc 0.7 12

16 IMPORTtNvxMStMPLINzMtNwMT xMTWOZLOvUSMMOwxLMWIT MSUuwIVIwxwMPOPULtTIONM
STRUvTURxaMAdvancesninnAppliednProbabilityYM2008YMgcYMgjfZhcc 0.7 25

15 tnalyticMcomputationMofMtheMexpectationMofMtheMlinkageMdisequilibriumMcoefficientMreaMTheoreticaln
PopulationnBiologyYM2007YMjdYMglZic 1.2 27

14 tMgraphicalMapproachMtoMmultiZlocusMmatchMprobabilityMcomputationmMrevisitingMtheMproductMruleaM
TheoreticalnPopulationnBiologyYM2007YMjeYMliZddc 1.2 6

13 tlgorithmsMtoMdistinguishMtheMroleMofMgeneZconversionMfromMsingleZcrossoverMrecombinationMinMtheM
derivationMofMSNPMsequencesMinMpopulationsaMJournalnofnComputationalnBiologyYM2007YMdgYMdejfZki 1.7 12

12 PropertiesMofMSubtreeZPruneZandZRegraftMOperationsMonMTotallyZOrderedMPhylogeneticMTreesaM
AnnalsnofnCombinatoricsYM2006YMdcYMdgjZdif 0.7 9

11 tMconciseMnecessaryMandMsufficientMconditionMforMtheMexistenceMofMaMgalledZtreeaMIEEE/ACMn
TransactionsnonnComputationalnBiologynandnBioinformaticsYM2006YMfYMdkiZld 3 7

10 vountingMallMpossibleMancestralMconfigurationsMofMsampleMsequencesMinMpopulationMgeneticsaM
IEEE/ACMnTransactionsnonnComputationalnBiologynandnBioinformaticsYM2006YMfYMeflZhd 3 12

9 xfficientMcomputationMofMcloseMlowerMandMupperMboundsMonMtheMminimumMnumberMofMrecombinationsM
inMbiologicalMsequenceMevolutionaMBioinformaticsYM2005YMedMSupplMdYMigdfZee 7.2 39

8 MinimumMRecombinationM istoriesMbyMuranchMandMuoundaMLecturenNotesninnComputernScienceYM2005YMeflZehc0.9 33

7 ParsimoniousMReconstructionMofMSequenceMxvolutionMandM aplotypeMulocksaMLecturenNotesninn
ComputernScienceYM2003YMekjZfce 0.9 27

6 TheMkeyMparametersMthatMgovernMtranslationMefficiency 1

5 InferenceMofMcomplexMpopulationMhistoriesMusingMwholeZgenomeMsequencesMfromMmultipleMpopulations 19

4 tMLikelihoodZyreeMInferenceMyrameworkMforMPopulationMzeneticMwataMusingMxxchangeableMNeuralMNetworks 23

3 xfficientlyMinferringMtheMdemographicMhistoryMofMmanyMpopulationsMwithMalleleMcountMdata 14

2 InferenceMandManalysisMofMpopulationZspecificMfineZscaleMrecombinationMmapsMacrossMeiMdiverseM
humanMpopulations 5

1 RobustMandMannotationZfreeManalysisMofMalternativeMsplicingMacrossMdiverseMcellMtypesMinMmice 1
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