32

papers

32

all docs

623734

1,338 14
citations h-index
32 32
docs citations times ranked

477307
29

g-index

1232

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS

Structure of the bacterial flagellar protofilament and implications for a switch for supercoiling.

Nature, 2001, 410, 331-337.

Structure of the bacterial flagellar hook and implication for the molecular universal joint 97.8 176
mechanism. Nature, 2004, 431, 1062-1068. :

Structure of Geobacter pili reveals secretory rather than nanowire behaviour. Nature, 2021, 597,
430-434.

Transmembrane T+-Helix Interactions are Required for the Functional Assembly of theEscherichia

coliTol Complex. Journal of Molecular Biology, 1995, 246, 1-7. 42 o8

Switch interactions control energy frustration and multiple flagellar filament structures.
Proceedings of the National Academy of Sciences of the United States of America, 2006, 103, 4894-4899.

A partial atomic structure for the flagellar hook of Salmonella typhimurium. Proceedings of the 71 50
National Academy of Sciences of the United States of America, 2005, 102, 1023-1028. :

Complete structure of the bacterial flagellar hook reveals extensive set of stabilizing interactions.
Nature Communications, 2016, 7, 13425.

Bacterial Flagellin-Specific Chaperone FIiS Interacts with Anti-Sigma Factor FIgM. Journal of 99 .
Bacteriology, 2014, 196, 1215-1221. :

FliO Regulation of FliP in the Formation of the Salmonella enterica Flagellum. PLoS Genetics, 2010, 6,
€1001143.

Crystallization of the F41 Fragment of Flagellin and Data Collection from Extremely Thin Crystals. 0.8 34
Journal of Structural Biology, 2000, 132, 106-111. ’
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