
Brian Halligan

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/2744640/publications.pdf

Version: 2024-02-01

10

papers

503

citations

8

h-index

1163117

10

g-index

1372567

10

all docs

10

docs citations

10

times ranked

1016

citing authors



Brian Halligan

2

# Article IF Citations

1 Comparative proteomic analysis of PAIâ€•1 and TNFâ€•alphaâ€•derived endothelial microparticles. Proteomics,
2008, 8, 2430-2446. 2.2 124

2
Secreted Proteome Profiling in Human RPE Cell Cultures Derived from Donors with Age Related
Macular Degeneration and Age Matched Healthy Donors. Journal of Proteome Research, 2006, 5,
2599-2610.

3.7 121

3 Genome-wide association study of serum liver enzymes implicates diverse metabolic and liver
pathology. Nature Communications, 2021, 12, 816. 12.8 64

4 The H-Invitational Database (H-InvDB), a comprehensive annotation resource for human genes and
transcripts. Nucleic Acids Research, 2007, 36, D793-D799. 14.5 57

5 Quantifying raft proteins in neonatal mouse brain by 'tube-gel' protein digestion label-free shotgun
proteomics. Proteome Science, 2007, 5, 17. 1.7 54

6 Insights from Genome-Wide Association Analyses of Nonalcoholic Fatty Liver Disease. Seminars in
Liver Disease, 2015, 35, 375-391. 3.6 42

7 PROTEIN COMPOSITION OF PLASMINOGEN ACTIVATOR INHIBITOR TYPE 1-DERIVED ENDOTHELIAL
MICROPARTICLES. Shock, 2008, 29, 504-511. 2.1 24

8 Identification of proteins interacting with GTP cyclohydrolase I. Biochemical and Biophysical
Research Communications, 2009, 385, 143-147. 2.1 11

9
Secreted Proteome Profiling in Human RPE Cell Cultures Derived from Donors with Age Related
Macular Degeneration and Age Matched Healthy DonorsJ. Proteome Res.2006,5, 2599âˆ’2610.. Journal of
Proteome Research, 2007, 6, 1615-1615.

3.7 3

10 Sequential abundant ion fragmentation analysis (SAIFA): An alternative approach for phosphopeptide
identification using an ion trap mass spectrometer. Analytical Biochemistry, 2011, 418, 197-203. 2.4 3


