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52 IntegrativeNwnalysisNofNGeneNExpressionNandNmiRNwsNRevealNxiologicalNPathwaysNwssociatedNwithN
xudNParadormancyNandNEndodormancyNinNGrapevinecNPlantsaN2021aNfeaN 4.5 2

51 RNwNdegradomesNrevealNsubstratesNandNimportanceNforNdarkNandNnitrogenNstressNresponsesNofN
wrabidopsisNXRNicNNucleicoAcidsoResearchaN2019aNimaNogflboghe 20.1 16

50 wnalysisNofNxrachypodiumNmiRNwNtargetspNevidenceNforNdiverseNcontrolNduringNstressNandN
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49 TheNRNwNWorldpNIdentifyingNmiRNwbTargetNRNwNPairsNasNPossibleNMissingNLinksNinNMultibNetworkN
ModelsN2018aNggobgig

48 MurineNOviductosomesNWOVSXNmicroRNwNprofilingNduringNtheNestrousNcyclepNzeliveryNofNOVSbborneN
microRNwsNtoNspermNwhereNmiRbhicbkpNlocalizesNatNtheNcentrosomecNScientificoReportsaN2018aNnaNfleoi 4.9 26

47 wnNmiRNwNExpressionNSignatureNforNtheNHumanNyolonicNStemNyellNNicheNzistinguishesNMalignantN
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46 TheNgenomeNofNtheNseagrassNZosteraNmarinaNrevealsNangiospermNadaptationNtoNtheNseacNNatureaN
2016aNkheaNhhfbk 50.4 276

45 OpsinNRepertoireNandNExpressionNPatternsNinNHorseshoeNyrabspNEvidenceNfromNtheNGenomeNofN
LimulusNpolyphemusNWwrthropodapNyhelicerataXcNGenomeoBiologyoandoEvolutionaN2016aNnaNfkmfbno 3.9 33

44 IdentificationNofNSMGlNcleavageNsitesNandNaNpreferredNRNwNcleavageNmotifNbyNglobalNanalysisNofN
endogenousNNMzNtargetsNinNhumanNcellscNNucleicoAcidsoResearchaN2015aNihaNheobgh 20.1 71
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zifferentialNexpressionNofNmiRNwsNandNtheirNtargetNgenesNinNsenescingNleavesNandNsiliquespNinsightsN
fromNdeepNsequencingNofNsmallNRNwsNandNcleavedNtargetNRNwscNPlant,oCelloandoEnvironmentaN2015aN
hnaNfnnbgee

8.4 42

42 HeatbinducedNribosomeNpausingNtriggersNmRNwNcobtranslationalNdecayNinNwrabidopsisNthalianacN
NucleicoAcidsoResearchaN2015aNihaNifgfbhg 20.1 57

41
wtyyRiaNandNwtyyRibNareNInvolvedNinNzeterminingNtheNPolyWwXNLengthNofNGranulebboundNstarchN
synthaseNfNTranscriptNandNModulatingNSucroseNandNStarchNMetabolismNinNwrabidopsisNthalianacNPlanto
andoCelloPhysiologyaN2015aNklaNnlhbmi

4.9 25

40 SampleNsequencingNofNvascularNplantsNdemonstratesNwidespreadNconservationNandNdivergenceNofN
microRNwscNNatureoCommunicationsaN2014aNkaNhmgg 17.4 138

39 TheNroleNofNriceNmicroRNwsNinNabioticNstressNresponsesN2013aNklaNfnmbfom 78

38 XRNNkVbthVNexoribonucleasespNstructureaNmechanismsNandNfunctionscNBiochimicaoEtoBiophysicaoActao-o
GeneoRegulatoryoMechanismsaN2013aNfngoaNkoebleh 6 210

37 yomprehensiveNinvestigationNofNmicroRNwsNenhancedNbyNanalysisNofNsequenceNvariantsaNexpressionN
patternsaNwRGONwUTENloadingaNandNtargetNcleavagecNPlantoPhysiologyaN2013aNflgaNfggkbik 6.6 54

36 ParallelNanalysisNofNRNwNendsNenhancesNglobalNinvestigationNofNmicroRNwsNandNtargetNRNwsNofN
xrachypodiumNdistachyoncNGenomeoBiologyaN2013aNfiaNRfik 18.3 56
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35 MwJORNzEVELOPMENTwLNREGULwTORSNwNzNTHEIRNEXPRESSIONNINNTWONyLOSELYNRELwTEzN
SPEyIESNOFNPORPHYRwNWRHOzOPHYTwXWfXcNJournaloofoPhycologyaN2012aNinaNnnhbol 3 16

34 MethodsNforNvalidationNofNmiRNwNsequenceNvariantsNandNtheNcleavageNofNtheirNtargetscNMethodsaN
2012aNknaNfhkbih 4.6 19

33 RolesNofNzyLiNandNzyLhbNinNriceNphasedNsmallNRNwNbiogenesiscNPlantoJournalaN2012aNloaNilgbmi 6.9 224

32 wnalysisNofNSmallNRNwsNwssociatedNwithNPlantNSenescencecNFASEBoJournalaN2012aNglaNokgcm 0.9

31 MicroRNwsNasNmasterNregulatorsNofNtheNplantNNxbLRRNdefenseNgeneNfamilyNviaNtheNproductionNofN
phasedaNtransbactingNsiRNwscNGenesoandoDevelopmentaN2011aNgkaNgkiebkh 12.6 510

30 EvidenceNthatNXRNiaNanNwrabidopsisNhomologNofNexoribonucleaseNXRNfaNpreferentiallyNimpactsN
transcriptsNwithNcertainNsequencesNorNinNparticularNfunctionalNcategoriescNRnaaN2011aNfmaNkefbff 5.8 60

29 MassiveNanalysisNofNriceNsmallNRNwspNmechanisticNimplicationsNofNregulatedNmicroRNwsNandNvariantsN
forNdifferentialNtargetNRNwNcleavagecNPlantoCellaN2011aNghaNifnkbgem 11.6 274

28
NitratebresponsiveNmiRhohdwFxhNregulatoryNmoduleNcontrolsNrootNsystemNarchitectureNinN
wrabidopsisNthalianacNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofo
AmericaaN2010aNfemaNiimmbng

11.5 446

27
UridylationNofNmatureNmiRNwsNandNsiRNwsNbyNtheNMUTlnNnucleotidyltransferaseNpromotesNtheirN
degradationNinNyhlamydomonascNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericaaN2010aNfemaNhoelbff

11.5 111

26 MethodsNforNisolationNofNtotalNRNwNtoNrecoverNmiRNwsNandNotherNsmallNRNwsNfromNdiverseNspeciescN
MethodsoinoMolecularoBiologyaN2010aNkogaNhfbke 1.4 35

25 MicroRNwsNwssociatedNwithNEnvironmentalNStressNinNwrabidopsiscNFASEBoJournalaN2010aNgiaNkeecf 0.9

24 zistinctNextremelyNabundantNsiRNwsNassociatedNwithNcosuppressionNinNpetuniacNRnaaN2009aNfkaNfolkbme 5.8 75

23 FilteringNofNdeepNsequencingNdataNrevealsNtheNexistenceNofNabundantNzicerbdependentNsmallNRNwsN
derivedNfromNtRNwscNRnaaN2009aNfkaNgfimble 5.8 433

22 MicroRNwsNofNGallidNandNMeleagridNherpesvirusesNshowNgenerallyNconservedNgenomicNlocationsNandN
areNvirusbspecificcNVirologyaN2009aNhnnaNfgnbhl 3.6 50

21 mRNwNzegradationNMachineryNinNPlantsN2009aNkgaNffibfgi 50

20 yonstructionNofNParallelNwnalysisNofNRNwNEndsNWPwREXNlibrariesNforNtheNstudyNofNcleavedNmiRNwN
targetsNandNtheNRNwNdegradomecNNatureoProtocolsaN2009aNiaNhklblg 18.8 250

19 GlobalNidentificationNofNmicroRNwbtargetNRNwNpairsNbyNparallelNanalysisNofNRNwNendscNNatureo
BiotechnologyaN2008aNglaNoifbl 44.5 668

18 ziamondsNinNtheNroughpNmRNwblikeNnonbcodingNRNwscNTrendsoinoPlantoScienceaN2008aNfhaNhgobhi 13.1 73
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17 yriteriaNforNannotationNofNplantNMicroRNwscNPlantoCellaN2008aNgeaNhfnlboe 11.6 992

16 SequenceNconservationNandNdifferentialNexpressionNofNMarekVsNdiseaseNvirusNmicroRNwscNJournaloofo
VirologyaN2008aNngaNfggfhbge 6.6 100

15
zistinctNsizeNdistributionNofNendogeneousNsiRNwsNinNmaizepNEvidenceNfromNdeepNsequencingNinNtheN
mopfbfNmutantcNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaN
2008aNfekaNfioknblh

11.5 165

14
GenomebwideNanalysisNforNdiscoveryNofNriceNmicroRNwsNrevealsNnaturalNantisenseNmicroRNwsN
WnatbmiRNwsXcNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaN2008aN
fekaNiokfbl

11.5 190

13 tRNwNcleavageNisNaNconservedNresponseNtoNoxidativeNstressNinNeukaryotescNRnaaN2008aNfiaNgeokbfeh 5.8 393

12 yonstructionNofNsmallNRNwNczNwNlibrariesNforNdeepNsequencingcNMethodsaN2007aNihaNffebm 4.6 194

11 MicroRNwsNandNotherNsmallNRNwsNenrichedNinNtheNwrabidopsisNRNwbdependentNRNwNpolymerasebgN
mutantcNGenomeoResearchaN2006aNflaNfgmlbnn 9.7 281

10 MarekVsNdiseaseNvirusNencodesNMicroRNwsNthatNmapNtoNmeqNandNtheNlatencybassociatedNtranscriptcN
JournaloofoVirologyaN2006aNneaNnmmnbnl 6.6 179

9 zissectingNwrabidopsisNthalianaNzIyERNfunctionNinNsmallNRNwNprocessingaNgeneNsilencingNandNzNwN
methylationNpatterningcNNatureoGeneticsaN2006aNhnaNmgfbk 36.3 470

8 SweatingNtheNsmallNstuffpNmicroRNwNdiscoveryNinNplantscNCurrentoOpinionoinoBiotechnologyaN2006aNfmaNfhobil11.4 60

7 ElucidationNofNtheNsmallNRNwNcomponentNofNtheNtranscriptomecNScienceaN2005aNheoaNfklmbo 33.3 544

6 yircadianNcontrolNofNmessengerNRNwNstabilitycNwssociationNwithNaNsequencebspecificNmessengerNRNwN
decayNpathwaycNPlantoPhysiologyaN2005aNfhnaNghmibnk 6.6 89

5 wtPwRNNisNanNessentialNpolyWwXNribonucleaseNinNwrabidopsiscNGeneaN2004aNhgnaNokbfeg 3.8 58

4 wtXRNiNdegradesNmRNwNinNwrabidopsisNandNitsNsubstratesNincludeNselectedNmiRNwNtargetscN
MolecularoCellaN2004aNfkaNfmhbnh 17.6 295

3
IdentificationNofNunstableNtranscriptsNinNwrabidopsisNbyNczNwNmicroarrayNanalysispNrapidNdecayNisN
associatedNwithNaNgroupNofNtouchbNandNspecificNclockbcontrolledNgenescNProceedingsoofotheoNationalo
AcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaN2002aNooaNffkfhbn

11.5 174

2 wnalysisNofNXRNNorthologsNbyNcomplementationNofNyeastNmutantsNandNlocalizationNofNXRNbGFPN
fusionNproteinscNMethodsoinoEnzymologyaN2001aNhigaNglobng 1.7 10

1 TheNRNwNWorldpNIdentifyingNmiRNwbTargetNRNwNPairsNasNPossibleNMissingNLinksNinNMultibNetworkNModelsggobgig
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