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High-Density Amplicon Sequencing Identifies Community Spread and Ongoing Evolution of SARS-CoV-2
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Extracellular vesicles from Kaposi Sarcoma-associated herpesvirus lymphoma induce long-term
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Human and rat gut microbiome composition is maintained following sleep restriction. Proceedings of
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Association Between Breast Milk Bacterial Communities and Establishment and Development of the

Infant Gut Microbiome. JAMA Pediatrics, 2017, 171, 647. 62 749

Associations of the vaginal microbiota with HIV infection, bacterial vaginosis, and demographic
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A role for bacterial urease in gut dysbiosis and Crohn&€™s disease. Science Translational Medicine, 2017,
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Peptidoglycan from the gut microbiota governs the lifespan of circulating phagocytes at
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Comparison of placenta samples with contamination controls does not provide evidence for a
distinct placenta microbiota. Microbiome, 2016, 4, 29.
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Inflammation, Antibiotics, and Diet as Environmental Stressors of the Gut Microbiome in Pediatric
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Increased Microbial Diversity Found in Successful Versus Unsuccessful Recipients of a
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Virus-helminth coinfection reveals a microbiota-independent mechanism of immunomodulation.
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