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j Paper IF Citations

84 SinglebcellOeQTLOanalysisOofOactivatedOTOcellOsubsetsOrevealsOactivationOandOcellOtypebdependentO
effectsOofOdiseasebriskOvariantsccOSciencemImmunologyaO2022aOmaOeabmgken 28 2

83 –P–NbfncOOncogenicOhzOgenomeOconformationsOidentifyOnovelOtherapeuticOtargetsOinOependymomacO
Neuro-OncologyaO2022aOgiaOiigbiig 1

82 TW–wKOfunctionsOwithOTNβOandOILbfmOonOkeratinocytesOandOisOaOpotentialOtargetOforOpsoriasisO
therapycOSciencemImmunologyaO2021aOlaOeabinngh 28 6

81 yOVIzbfoOgeneticOriskOvariantsOareOassociatedOwithOexpressionOofOmultipleOgenesOinOdiverseOimmuneO
cellOtypescONaturemCommunicationsaO2021aOfgaOlmle 17.4 7

80 TheOtumorOsuppressorOkinaseOzwPKhOdrivesOtumorbintrinsicOimmunityOthroughOtheOSTINδbIβNb˛†O
pathwaycONaturemImmunologyaO2021aOggaOinkbiol 19.1 5

79 MultibcellOtypeOgeneOcoexpressionOnetworkOanalysisOrevealsOcoordinatedOinterferonOresponseOandO
crossbcellOtypeOcorrelationsOinOsystemicOlupusOerythematosuscOGenomemResearchaO2021aOhfaOlkoblml 9.7 5

78 ThirdbgenerationOsequencingOrevisesOtheOmolecularOkaryotypeOforOandOidentifiesOemergingOcopyO
numberOvariantsOinOsexualOrecombinantscOGenomemResearchaO2021aOhfaOnhibnkf 9.7 8

77 –xTraMapperpO–xonbOandOTranscriptblevelOmappingsOforOorthologousOgeneOpairscOBioinformaticsaO2021
aO 7.2 1

76 IntratumoralOfollicularOregulatoryOTOcellsOcurtailOantibPzbfOtreatmentOefficacycONaturemImmunologyaO
2021aOggaOfekgbfelh 19.1 11

75 PromoterbinteractingOexpressionOquantitativeOtraitOlociOareOenrichedOforOfunctionalOgeneticOvariantscO
NaturemGeneticsaO2021aOkhaOffebffo 36.3 16

74 SoxgbOlncRNwbmediatedOmechanismsOofOchromosomeOtopologicalOcontrolOinOdevelopingOforebraincO
DevelopmentmvCambridgexaO2021aOfinaO 6.6 1

73 yhromatinOlncRNwOPlatrfeOcontrolsOstemOcellOpluripotencyObyOcoordinatingOanOintrachromosomalO
regulatoryOnetworkcOGenomemBiologyaO2021aOggaOghh 18.3 2

72 SeverelyOillOyOVIzbfoOpatientsOdisplayOimpairedOexhaustionOfeaturesOinOSwRSbyoVbgbreactiveOyznOTO
cellscOSciencemImmunologyaO2021aOlaO 28 77

71 IdentifyingOstatisticallyOsignificantOchromatinOcontactsOfromOHibyOdataOwithOβitHiygcONaturemProtocols
aO2020aOfkaOoofbfefg 18.8 41

70 SinglebyellOTranscriptomicOwnalysisOofOSwRSbyoVbgOReactiveOyziOTOyellscOSSRNmElectronicmJournalaO
2020aOhlifoho 1 25

69 –P–NbeicOONyOδ–NIyOhzOTUMOROδ–NOM–OORδwNIZwTIONOIz–NTIβI–SON–WOTH–RwP–UTIyO
TwRδ–TSOINO–P–NzYMOMwcONeuro-OncologyaO2020aOggaOiiihenbiiihen 1 78

68 SeverelyOillOyOVIzbfoOpatientsOdisplayOaugmentedOfunctionalOpropertiesOinOSwRSbyoVbgbreactiveOyznO
TOcellsO2020aO 6
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67 yOVIzbfoOgeneticOriskOvariantsOareOassociatedOwithOexpressionOofOmultipleOgenesOinOdiverseOimmuneO
cellOtypesO2020aO 2

66 MustachepOmultibscaleOdetectionOofOchromatinOloopsOfromOHibyOandOMicrobyOmapsOusingOscalebspaceO
representationcOGenomemBiologyaO2020aOgfaOgkl 18.3 25

65 ImbalanceOofORegulatoryOandOyytotoxicOSwRSbyoVbgbReactiveOyziOTOyellsOinOyOVIzbfocOCellaO2020aO
fnhaOfhiebfhkhcefl 56.2 205

64 IdentificationOofOsignificantOchromatinOcontactsOfromOHiyhIPOdataObyOβitHiyhIPcONaturem
CommunicationsaO2019aOfeaOiggf 17.4 54

63 yomparativeOhzOgenomeOorganizationOinOapicomplexanOparasitescOProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaO2019aOfflaOhfnhbhfog 11.5 36

62 SinglebcellOtranscriptomicOanalysisOofOtissuebresidentOmemoryOTOcellsOinOhumanOlungOcancercOJournalm
ofmExperimentalmMedicineaO2019aOgflaOgfgnbgfio 16.6 87

61 HumanO–osinophilsO–xpressOaOzistinctOδeneO–xpressionOProgramOinOResponseOtoOILbhOyomparedOwithO
yommonO˛†byhainOyytokinesOILbkOandOδMbySβcOJournalmofmImmunologyaO2019aOgehaOhgobhhm 5.3 6

60 –nhancerOyhromatinOandOhzOδenomeOwrchitectureOyhangesOfromONaiveOtoOPrimedOHumanO
–mbryonicOStemOyellOStatescOStemmCellmReportsaO2019aOfgaOffgobffii 8 22

59 T–TOenzymesOaugmentOactivationbinducedOdeaminaseOWwIzXOexpressionOviaOkbhydroxymethylcytosineO
modificationsOatOtheOsuperenhancercOSciencemImmunologyaO2019aOiaO 28 40

58 MeasuringOtheOreproducibilityOandOqualityOofOHibyOdatacOGenomemBiologyaO2019aOgeaOkm 18.3 62

57 TheOroleOofOhzOgenomeOorganizationOinOdiseasepOβromOcompartmentsOtoOsingleOnucleotidescOSeminarsm
inmCellmandmDevelopmentalmBiologyaO2019aOoeaOfeibffh 7.5 15

56 ReplicationOtimingOnetworksOrevealOaOlinkObetweenOtranscriptionOregulatoryOcircuitsOandOreplicationO
timingOcontrolcOGenomemResearchaO2019aOgoaOfifkbfign 9.7 7

55 ProfilingOtheOlongOnoncodingORNwOinteractionOnetworkOinOtheOregulatoryOelementsOofOtargetOgenesO
byOchromatinOinOsituOreverseOtranscriptionOsequencingcOGenomemResearchaO2019aOgoaOfkgfbfkhg 9.7 17

54 SelfishpOdiscoveryOofOdifferentialOchromatinOinteractionsOviaOaOselfbsimilarityOmeasurecOBioinformaticsaO
2019aOhkaOifikbifkh 7.2 18

53 ReducedOexpressionOofOphosphataseOPTPNgOpromotesOpathogenicOconversionOofOTregsOinO
autoimmunitycOJournalmofmClinicalmInvestigationaO2019aOfgoaOffohbfgfe 15.9 32

52 δenerativeOmodelingOofOmultibmappingOreadsOwithOmHibyOadvancesOanalysisOofOHibyOstudiescOELifeaO
2019aOnaO 8.9 14

51 δ–N–bfkcOTwRδ–TINδOOβO–P–NzYMOMwOwSOINβORM–zOxYOONyOδ–NIyOhzOδ–NOM–O
ORδwNIZwTIONcONeuro-OncologyaO2019aOgfaOvifeebvifee 1 78

50 NSzgOoverexpressionOdrivesOclusteredOchromatinOandOtranscriptionalOchangesOinOaOsubsetOofO
insulatedOdomainscONaturemCommunicationsaO2019aOfeaOinih 17.4 28

(2019-2020)
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49 IdentifyingOcisO–lementsOforOSpatiotemporalOyontrolOofOMammalianOzNwOReplicationcOCellaO2019aO
fmlaOnflbnhecefn 56.2 90

48 UsingOzNaseOHibyOtechniquesOtoOmapOglobalOandOlocalOthreebdimensionalOgenomeOarchitectureOatO
highOresolutioncOMethodsaO2018aOfigaOkobmh 4.6 16

47 PacxioOassemblyOofOaOPlasmodiumOknowlesiOgenomeOsequenceOwithOHibyOcorrectionOandOmanualO
annotationOofOtheOSIywvarOgeneOfamilycOParasitologyaO2018aOfikaOmfbni 2.7 23

46 IdentificationOofOcopyOnumberOvariationsOandOtranslocationsOinOcancerOcellsOfromOHibyOdatacO
BioinformaticsaO2018aOhiaOhhnbhik 7.2 43

45 TheO–vfgOUltraconservedO–nhancerOlncRNwOβunctionallyOandOSpatiallyOOrganizesOMegabaseOzistantO
δenesOinOtheOzevelopingOβorebraincOMolecularmCellaO2018aOmfaOoklbomgceo 17.6 34

44 yombinedORNwbseqOandORwTbseqOmappingOofOlongOnoncodingORNwsOinOpluripotentOreprogrammingcO
ScientificmDataaO2018aOkaOfnegkk 8.2 11

43 PlasmodiumOknowlesipOaOsuperbOinOvivoOnonhumanOprimateOmodelOofOantigenicOvariationOinOmalariacO
ParasitologyaO2018aOfikaOnkbfee 2.7 20

42 IntegrativeOdetectionOandOanalysisOofOstructuralOvariationOinOcancerOgenomescONaturemGeneticsaO2018aO
keaOfhnnbfhon 36.3 147

41 yhangesOinOgenomeOorganizationOofOparasitebspecificOgeneOfamiliesOduringOtheOPlasmodiumO
transmissionOstagescONaturemCommunicationsaO2018aOoaOfofe 17.4 48

40 βormOandOfunctionOofOtopologicallyOassociatingOgenomicOdomainsOinObuddingOyeastcOProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaO2017aOffiaO–helfb–heme 11.5 47

39 fmqgfOasthmabriskOvariantsOswitchOyTyβObindingOandOregulateOILbgOproductionObyOTOcellscONaturem
CommunicationsaO2016aOmaOfhigl 17.4 62

38 NeocentromeresOProvideOyhromosomeOSegregationOwccuracyOandOyentromereOylusteringOtoO
MultipleOLociOalongOaOyandidaOalbicansOyhromosomecOPLoSmGeneticsaO2016aOfgaOefeelhfm 6 26

37 wOmultibtaskOgraphbclusteringOapproachOforOchromosomeOconformationOcaptureOdataOsetsOidentifiesO
conservedOmodulesOofOchromosomalOinteractionscOGenomemBiologyaO2016aOfmaOffi 18.3 21

36 JointOannotationOofOchromatinOstateOandOchromatinOconformationOrevealsOrelationshipsOamongO
domainOtypesOandOidentifiesOdomainsOofOcellbtypebspecificOexpressioncOGenomemResearchaO2015aOgkaOkiibkm9.7 50

35 wccurateOidentificationOofOcentromereOlocationsOinOyeastOgenomesOusingOHibycONucleicmAcidsmResearchaO
2015aOihaOkhhfbo 20.1 38

34 yomprehensiveOidentificationOandOanalysisOofOhumanOacceleratedOregulatoryOzNwcOGenomemResearch
aO2015aOgkaOfgikbkk 9.7 56

33 IdentifyingOmultiblocusOchromatinOcontactsOinOhumanOcellsOusingOtetheredOmultipleOhycOBMCm
GenomicsaO2015aOflaOfgf 4.5 37

32 wnalysisOmethodsOforOstudyingOtheOhzOarchitectureOofOtheOgenomecOGenomemBiologyaO2015aOflaOfnh 18.3 109
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31 βinebscaleOchromatinOinteractionOmapsOrevealOtheOcisbregulatoryOlandscapeOofOhumanOlincRNwOgenescO
NaturemMethodsaO2015aOfgaOmfbn 21.6 147

30 xipartiteOstructureOofOtheOinactiveOmouseOXOchromosomecOGenomemBiologyaO2015aOflaOfkg 18.3 161

29 TopologicallyOassociatingOdomainsOandOtheirOlongbrangeOcontactsOareOestablishedOduringOearlyOδfO
coincidentOwithOtheOestablishmentOofOtheOreplicationbtimingOprogramcOGenomemResearchaO2015aOgkaOffeibfh9.7 121

28 wOpredictiveOmodelingOapproachOforOcellOlinebspecificOlongbrangeOregulatoryOinteractionscONucleicm
AcidsmResearchaO2015aOihaOnloibmfg 20.1 68

27
MultipleOdimensionsOofOepigeneticOgeneOregulationOinOtheOmalariaOparasiteOPlasmodiumOfalciparumpO
geneOregulationOviaOhistoneOmodificationsaOnucleosomeOpositioningOandOnuclearOarchitectureOinOPcO
falciparumcOBioEssaysaO2015aOhmaOfngboi

4.1 45

26 StatisticalOconfidenceOestimationOforOHibyOdataOrevealsOregulatoryOchromatinOcontactscOGenomem
ResearchaO2014aOgiaOooobfeff 9.7 291

25 wOstatisticalOapproachOforOinferringOtheOhzOstructureOofOtheOgenomecOBioinformaticsaO2014aOheaOiglbhh 7.2 149

24 ThreebdimensionalOmodelingOofOtheOPcOfalciparumOgenomeOduringOtheOerythrocyticOcycleOrevealsOaO
strongOconnectionObetweenOgenomeOarchitectureOandOgeneOexpressioncOGenomemResearchaO2014aOgiaOomibnn9.7 147

23 ImplicationsOofOyOMTOlongbrangeOinteractionsOonOtheOphenotypicOvariabilityOofOggqffcgOdeletionO
syndromecONucleusaO2013aOiaOinmboh 3.9 15

22 δenomicOinteractionOprofilesOinObreastOcancerOrevealOalteredOchromatinOarchitecturecOPLoSmONEaO
2013aOnaOemhomi 3.7 30

21 MetabolicOnetworkOalignmentOinOlargeOscaleObyOnetworkOcompressioncOBMCmBioinformaticsaO2012aOfhO
SupplOhaOSg 3.6 8

20 PredictiveOregulatoryOmodelsOinOzrosophilaOmelanogasterObyOintegrativeOinferenceOofO
transcriptionalOnetworkscOGenomemResearchaO2012aOggaOfhhibio 9.7 79

19 MiningOxiologicalONetworksOforOSimilarOPatternscOIntelligentmSystemsmReferencemLibraryaO2012aOlhboo 0.8

18 SubMwPpOaligningOmetabolicOpathwaysOwithOsubnetworkOmappingscOJournalmofmComputationalm
BiologyaO2011aOfnaOgfobhk 1.7 51

17 IdentificationOofOfunctionalOelementsOandOregulatoryOcircuitsObyOzrosophilaOmod–NyOz–cOScienceaO
2010aOhheaOfmnmbom 33.3 892

16 βunctionalOsimilaritiesOofOreactionOsetsOinOmetabolicOpathwaysO2010aO 3

15 SubMwPpOwligningOMetabolicOPathwaysOwithOSubnetworkOMappingscOLecturemNotesminmComputerm
ScienceaO2010aOfkbhe 0.9 6

14 ScalableOsteadyOstateOanalysisOofOxooleanObiologicalOregulatoryOnetworkscOPLoSmONEaO2009aOiaOemoog 3.7 43

(2009-2015)
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13 wOfastOandOaccurateOalgorithmOforOcomparativeOanalysisOofOmetabolicOpathwayscOJournalmofm
BioinformaticsmandmComputationalmBiologyaO2009aOmaOhnobign 1 15

12 yONSIST–NTOwLIδNM–NTOOβOM–TwxOLIyOPwTHWwYSOWITHOUTOwxSTRwyTIONO2008aO 5

11 yonsistentOalignmentOofOmetabolicOpathwaysOwithoutOabstractioncOComputationalmSystemsm
Bioinformaticsm/mLifemSciencesmSocietymComputationalmSystemsmBioinformaticsmConferenceaO2008aOmaOghmbin 3

10 IdentificationOofOcisO–lementsOforOSpatiobtemporalOyontrolOofOzNwOReplicationcOSSRNmElectronicm
Journala 1 1

9 wnOIntegrativeOβrameworkOforOzetectingOStructuralOVariationsOinOyancerOδenomes 11

8 UsingOzNaseOHibyOtechniquesOtoOmapOglobalOandOlocalOthreebdimensionalOgenomeOarchitectureOatO
highOresolution 2

7 MeasuringOtheOreproducibilityOandOqualityOofOHibyOdata 6

6 MustachepOMultibscaleOzetectionOofOyhromatinOLoopsOfromOHibyOandOMicrobyOMapsOusingOScalebSpaceORepresentation3

5 ThirdOgenerationOsequencingOrevisesOtheOmolecularOkaryotypeOforOToxoplasmaOgondiiOandOidentifiesO
emergingOcopyOnumberOvariantsOinOsexualOrecombinants 2

4 IntegrativeOtranscriptomicOanalysisOofOSL–OrevealsOIβNbdrivenOcrossbtalkObetweenOimmuneOcells 1

3 βitHiyhIPpOIdentificationOofOsignificantOchromatinOcontactsOfromOHiyhIPOdata 3

2 IdentificationOofOcopyOnumberOvariationsOandOtranslocationsOinOcancerOcellsOfromOHibyOdata 4

1 ImmunomodulatoryOeffectsOofOPIhK˛·OinhibitionOinOsolidOtumorsOâ��OevaluationOinOaOrandomizedOphaseOIIOtrial 2
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