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101 βnrichmentMandManalysisMofMglycatedMproteinsdMReviewshinhAnalyticalhChemistrybM2022bMjgbMnicom 2.3 1

100 βstablishmentMofMfunctionalMepithelialMorganoidsMfromMhumanMlacrimalMglandsdMStemhCellhResearchh
andhTherapybM2021bMghbMhjm 8.3 3

99 ProteomicsMinMForensicMwnalysispMwpplicationsMforMHumanMSamplesdMAppliedhScienceshsSwitzerlandtbM
2021bMggbMiioi 2.6 3

98 MulticOmicMwnalysesMRevealMHabitatMwdaptationMofMMarineMyyanobacteriumMspdMPyyMmiindMFrontiersh
inhMicrobiologybM2021bMghbMllmjkf 5.7 2

97 ProteomicMwnalysisMofMtheMVitreousMxodyMinMProliferativeMandMNoncProliferativeMziabeticM
RetinopathydMCurrenthProteomicsbM2021bMgnbMgjicgkh 0.7 3

96
PhotosyntheticMpigmentMproductionMandMmetabolicMandMlipidomicMalterationsMinMtheMmarineM
cyanobacteriaMSynechocystisMspdMPyyMmiinMunderMvariousMsalinityMconditionsdMJournalhofhAppliedh
PhycologybM2021bMiibMgomchfo

3.2 6

95 PhotosyntheticMproductionMofMbiodieselMinMSynechocystisMspdMPyylnfiMtransformedMwithMinsectMorM
plantMfattyMacidMmethyltransferasedMBioprocesshandhBiosystemshEngineeringbM2021bMjjbMgjiicgjio 3.7 1

94 wMQuantitativeMProteomicMwnalysisMtoMRevealMβffectsMofMNcacetylcysteineMonMHhOhcinducedM
yytotoxicitydMCurrenthProteomicsbM2021bMgnbMjficjgj 0.7 1

93 ProteomicMandMMetabolomicMwnalysesMofMMaggotsMinMPorcineMyorpsesMforMPostcMortemMIntervalM
βstimationdMAppliedhScienceshsSwitzerlandtbM2021bMggbMmnnk 2.6

92 zifferentMRegulatoryMModesMofMspdMPyyMlnfiMinMResponseMtoMPhotosynthesisMInhibitoryMyonditionsdM
MSystemsbM2021bMeffojihg 7.6 0

91 yurrentMStatusMandMFutureMStrategiesMtoMIncreaseMSecondaryMMetaboliteMProductionMfromM
yyanobacteriadMMicroorganismsbM2020bMnbM 4.9 9

90 yomparativeMProteomicMProfilingMofMMarineMandMFreshwaterMSynechocystisMStrainsMUsingMLiquidM
yhromatographycTandemMMassMSpectrometrydMJournalhofhMarinehSciencehandhEngineeringbM2020bMnbMmof 2.4 2

89
yomparativeMPrimaryMMetabolicMandMLipidomicMProfilingMofMFreshwaterMandMMarineMSynechocystisM
StrainsMUsingMbyMGycMSMandMNanoβSIcMSMwnalysesdMBiotechnologyhandhBioprocesshEngineeringbM2020bM
hkbMifncigo

3.1 6

88
LiquidMyhromatographyeβlectrosprayMIonizationMTandemMMassMSpectrometrycbasedMStructuralM
wnalysisMofMzeacylatedMLipooligosaccharidesMFromMβscherichiaMcolidMBulletinhofhthehKoreanhChemicalh
SocietybM2020bMjgbMjkjcjko

1.2 1

87 zietaryMwalnutMasMfoodMfactorMtoMrescueMfromMNSwIzcinducedMgastrointestinalMmucosalMdamagesdM
ArchiveshofhBiochemistryhandhBiophysicsbM2020bMlnobMgfnjll 4.1 2

86 ProteomicMProfilingMofMUsingMaMThreeczimensionalMSeparationMMethodMyombinedMwithMTandemMMassM
SpectrometrydMMoleculesbM2020bMhkbM 4.8 3

85 ReviewMofMThreeczimensionalMLiquidMyhromatographyMPlatformsMforMxottomcUpMProteomicsdM
InternationalhJournalhofhMolecularhSciencesbM2020bMhgbM 6.3 31
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84 ziscoveryMofMplasmaMbiomarkersMforMpredictingMtheMseverityMofMcoronaryMarteryMatherosclerosisMbyM
quantitativeMproteomicsdMBMJhOpenhDiabeteshResearchhandhCarebM2020bMnbM 4.5 7

83
UxwhMactivatesMWnte˛†ccateninMsignalingMpathwayMduringMprotectionMofMRhnMretinalMprecursorMcellsM
fromMhypoxiaMbyMextracellularMvesiclesMderivedMfromMplacentalMmesenchymalMstemMcellsdMStemhCellh
ResearchhandhTherapybM2020bMggbMjhn

8.3 6

82 zeMnovoMtranscriptomeMprofileMofMcoccolithophoridMalgaMβmilianiaMhuxleyiMyyMPimgMatMdifferentM
calciumMconcentrationsMwithMproteomeManalysisdMPLoShONEbM2019bMgjbMefhhgoin 3.7 7

81 ProteogenomicMyharacterizationMofMHumanMβarlycOnsetMGastricMyancerdMCancerhCellbM2019bMikbMgggcghjdegf24.3 95

80 NeuralMGangliaMTranscriptomeMandMPeptidomeMwssociatedMwithMSexualMMaturationMinMFemaleMPacificM
wbaloneMUVdMGenesbM2019bMgfbM 4.2 11

79 RegulationMofMILchjMinMhumanMoralMkeratinocytesMstimulatedMwithMTannerellaMforsythiadMMolecularh
OralhMicrobiologybM2019bMijbMhfochgn 4.6 0

78 wnMautomatedMhighcthroughputMsampleMpreparationMmethodMusingMdoublecfiltrationMforMserumM
metaboliteMLycMSManalysisdMAnalyticalhMethodsbM2019bMggbMjflfcjflk 3.2 6

77 LabelcfreeMquantitativeMproteomicManalysisMofMhumanMperiodontalMligamentMstemMcellsMbyM
highcresolutionMmassMspectrometrydMJournalhofhPeriodontalhResearchbM2019bMkjbMkiclh 4.3 5

76
PhycobiliproteinsMProductionMβnhancementMandMLipidomicMwlterationMbyMTitaniumMzioxideM
NanoparticlesMinMSynechocystisMspdMPyyMlnfiMyulturedMJournalhofhAgriculturalhandhFoodhChemistrybM
2018bMllbMnkhhcnkho

5.7 6

75 βffectsMofMFGFhgcsecretingMadiposecderivedMstemMcellsMinMthioacetamidecinducedMhepaticMfibrosisdM
JournalhofhCellularhandhMolecularhMedicinebM2018bMhhbMkglkckglo 5.6 11

74
zevelopmentMofManMautomatedMhighcthroughputMsampleMpreparationMprotocolMforMLycMSeMSM
analysisMofMglycatedMpeptidesdMJournalhofhChromatographyhB:hAnalyticalhTechnologieshinhtheh
BiomedicalhandhLifehSciencesbM2018bMgfohbMnncoj

3.2 8

73 βnhancedMProductionMofMFattyMwcidsMviaMRedirectionMofMyarbonMFluxMinMMarineMMicroalgaMspdMJournalh
ofhMicrobiologyhandhBiotechnologybM2018bMhnbMhlmchmj 3.3 5

72
TheMefficacyMofMhumanMplacentacderivedMmesenchymalMstemMcellsMonMradiationMenteropathyMalongM
withMproteomicMbiomarkersMpredictingMaMfavorableMresponsedMStemhCellhResearchhandhTherapybM2017bM
nbMgfk

8.3 8

71 βnhancementMofMtheMwntitumorMβffectMofMMethotrexateMonMyolorectalMyancerMyellsMviaMLactateM
yalciumMSaltMTargetingMMethionineMMetabolismdMNutritionhandhCancerbM2017bMlobMlliclmi 2.8 6

70
βnhancedMproductionMofMfattyMacidsMinMthreeMstrainsMofMmicroalgaeMusingMaMcombinationMofMnitrogenM
starvationMandMchemicalMinhibitorsMofMcarbohydrateMsynthesisdMBiotechnologyhandhBioprocessh
EngineeringbM2017bMhhbMlfclm

3.1 10

69
TβMPOcwssistedMFreeMRadicalcInitiatedMPeptideMSequencingMMassMSpectrometryMUFRIPSMMSVMinMQcTOFM
andMOrbitrapMMassMSpectrometerspMSinglecStepMPeptideMxackboneMzissociationsMinMPositiveMIonM
ModedMJournalhofhthehAmericanhSocietyhforhMasshSpectrometrybM2017bMhnbMgkjcgli

3.5 7

68 GenomecwideMtranscriptomeManalysisMrevealedMorganelleMspecificMresponsesMtoMtemperatureM
variationsMinMalgaedMScientifichReportsbM2016bMlbMimmmf 4.9 28

67 PreventiveMeffectMofMRhusMjavanicaMextractMonMUVxcinducedMskinMinflammationMandMphotoagingdM
JournalhofhFunctionalhFoodsbM2016bMhmbMknockoo 5.1 12
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66 βffectsMofMtheMtimingMofMaMcultureMtemperatureMreductionMonMtheMcomprehensiveMmetaboliteMprofilesM
ofMyhlorellaMvulgarisdMJournalhofhAppliedhPhycologybM2016bMhnbMhljgchlkf 3.2 4

65 βfficientMproteinMdigestionMusingMhighlycstableMandMreproducibleMtrypsinMcoatingsMonMmagneticM
nanofibersdMChemicalhEngineeringhJournalbM2016bMhnnbMmmfcmmm 14.7 14

64 βffectsMofMHeatMShockMTreatmentMonMβnzymaticMProteolysisMforMLycMSeMSMQuantitativeMProteomeM
wnalysisdMMasshSpectrometryhLettersbM2016bMmbMgcgg 1

63 wnMwutomatedMHighcThroughputMSampleMPreparationMProtocolMforMLycMSeMSMwnalysisMofM
GlycopeptidesdMCurrenthProteomicsbM2016bMgibMkkclf 0.7 2

62 UseMofMFiltercwidedMyaptureMandMβlutionMProtocolMforMyoncurrentMPreparationMofMNcglycanMandM
OcglycopeptidesMforMLycMSeMSMwnalysisdMCurrenthProteomicsbM2016bMgibMjnckj 0.7 1

61 βffectMofMβthephonMasManMβthylenecReleasingMyompoundMonMtheMMetabolicMProfileMofMyhlorellaM
vulgarisdMJournalhofhAgriculturalhandhFoodhChemistrybM2016bMljbMjnfmcgl 5.7 27

60 βlucidationMofMtheMgrowthMdelimitationMofMzunaliellaMtertiolectaMunderMnitrogenMstressMbyMintegratingM
transcriptomeMandMpeptidomeManalysisdMBioresourcehTechnologybM2015bMgojbMkmcll 11 32

59 IntegratedManalysisMofMglobalMproteomebMphosphoproteomebMandMglycoproteomeMenablesM
complementaryMinterpretationMofMdiseasecrelatedMproteinMnetworksdMScientifichReportsbM2015bMkbMgngno 4.9 23

58 zevelopmentMofManMwutomatedbMHighcthroughputMSampleMPreparationMProtocolMforMProteomicsM
wnalysisdMBulletinhofhthehKoreanhChemicalhSocietybM2015bMilbMgmogcgmon 1.2 10

57 ProteomicManalysisMofMserumMfromMpatientsMwithMmajorMdepressiveMdisorderMtoMcompareMtheirM
depressiveMandMremissionMstatusesdMPsychiatryhInvestigationbM2015bMghbMhjocko 3.1 33

56
yomparativeMlipidomicMprofilingMofMtwoMzunaliellaMtertiolectaMstrainsMwithMdifferentMgrowthM
temperaturesMunderMnitratecdeficientMconditionsdMJournalhofhAgriculturalhandhFoodhChemistrybM2015bM
libMnnfcm

5.7 6

55
zihydrolipoylMdehydrogenaseMasMaMpotentialMUVxMtargetMinMskinMepidermisqMusingManMintegratedM
approachMofMlabelcfreeMquantitativeMproteomicsMandMtargetedMmetaboliteManalysisdMJournalhofh
ProteomicsbM2015bMggmbMmfcnk

3.9 15

54 FattyMacidsMandMglobalMmetabolitesMprofilingMofMzunaliellaMtertiolectaMbyMshiftingMcultureMconditionsM
toMnitrateMdeficiencyMandMhighMlightMatMdifferentMgrowthMphasesdMProcesshBiochemistrybM2014bMjobMoolcgffj 4.8 33

53 ProteomicManalysisMofMSynechocystisMspdMPyylnfiMresponsesMtoMlowctemperatureMandMhighMlightM
conditionsdMBiotechnologyhandhBioprocesshEngineeringbM2014bMgobMlhocljf 3.1 2

52 ProteomeMwnalysisMofMMouseMwdiposeMTissueMandMyolonMTissueMusingMaMNovelMIntegratedMzataM
ProcessingMPipelinedMMasshSpectrometryhLettersbM2014bMkbMglchi

51 LabelcfreeMquantificationMforMdiscoveringMnovelMbiomarkersMinMtheMdiagnosisMandMassessmentMofM
diseaseMactivityMinMinflammatoryMbowelMdiseasedMJournalhofhDigestivehDiseasesbM2013bMgjbMgllcmj 3.3 29

50 yombinedMphosphocMandMglycoproteomeMenrichmentMinMnephrocalcinosisMtissuesMofMphytatecfedMratsdM
RapidhCommunicationshinhMasshSpectrometrybM2013bMhmbMhmlmcml 2.2 2

49 βffectsMofMlightMintensityMandMnitrogenMstarvationMonMglycerolipidbMglycerophospholipidbMandM
carotenoidMcompositionMinMzunaliellaMtertiolectaMculturedMPLoShONEbM2013bMnbMemhjgk 3.7 44
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48 wnMwutomatedMHighMThroughputMProteolysisMandMzesaltingMPlatformMforMQuantitativeMProteomicM
wnalysisdMMasshSpectrometryhLettersbM2013bMjbMhkcho 5

47 QuantitativeMproteomicMapproachesMinMbiomarkerMdiscoveryMofMinflammatoryMbowelMdiseasedMJournalh
ofhDigestivehDiseasesbM2012bMgibMjomckfi 3.3 10

46 UltrasmallMgoldMnanoparticlesMforMhighlyMspecificMisolationeenrichmentMofMNclinkedMglycosylatedM
peptidesdMAnalystwhThebM2012bMgimbMoogcn 5 28

45 ProteinMexpressionMchangesMinMovarianMcancerMduringMtheMtransitionMfromMbenignMtoMmalignantdM
JournalhofhProteomehResearchbM2012bMggbMhnmlcno 5.6 36

44
wtorvastatinMandMsimvastatinbMbutMnotMpravastatinbMupcregulateMLPScinducedMMMPcoMexpressionMinM
macrophagesMbyMregulatingMphosphorylationMofMβRKMandMyRβxdMCellularhPhysiologyhandhBiochemistrybM
2012bMifbMjoockgg

3.9 27

43
wMsmallMmoleculeMthatMbindsMtoManMwTPaseMdomainMofMHscmfMpromotesMmembraneMtraffickingMofM
mutantMcysticMfibrosisMtransmembraneMconductanceMregulatordMJournalhofhthehAmericanhChemicalh
SocietybM2011bMgiibMhfhlmcml

16.4 81

42
TheMeffectMandMpotentialMofMusingMaMtemperatureMcontrolledMseparationMcolumnMwithMultrachighM
pressureMmicrocapillaryMliquidMchromatographyetandemMmassMspectrometryMonMproteomicManalysisdM
AnalystwhThebM2011bMgilbMhgffck

5 12

41 IdxeanpMaMJavaMGUIMapplicationMforMconversionMofMbiologicalMidentifiersdMBMBhReportsbM2011bMjjbMgfmcgh 5.5 1

40
IntegratedMpostcexperimentMmonoisotopicMmassMrefinementpManMintegratedMapproachMtoMaccuratelyM
assignMmonoisotopicMprecursorMmassesMtoMtandemMmassMspectrometricMdatadMAnalyticalhChemistrybM
2010bMnhbMnkgfcn

7.8 16

39 yombiningMselectedMreactionMmonitoringMwithMdiscoveryMproteomicsMinMlimitedMbiologicalMsamplesdM
ProteomicsbM2009bMobMjnijcl 4.8 13

38 ProteomeManalysisMofMLegionellaMvacuolesMpurifiedMbyMmagneticMimmunoseparationMrevealsMsecretoryM
andMendosomalMGTPasesdMTrafficbM2009bMgfbMmlcnm 5.7 129

37 TheMstandardMproteinMmixMdatabasepMaMdiverseMdataMsetMtoMassistMinMtheMproductionMofMimprovedM
PeptideMandMproteinMidentificationMsoftwareMtoolsdMJournalhofhProteomehResearchbM2008bMmbMolcgfi 5.6 134

36 QuantitativeMproteomicManalysisMofMproteinMcomplexespMconcurrentMidentificationMofMinteractorsMandM
theirMstateMofMphosphorylationdMMolecularhandhCellularhProteomicsbM2008bMmbMihlcjl 7.6 95

35 MScxIzpMaMJavaMpackageMforMlabelcfreeMLycMScbasedMcomparativeMproteomicManalysisdMBioinformaticsbM
2008bMhjbMhljgch 7.2 9

34 yomputationalMpredictionMofMproteotypicMpeptidesMforMquantitativeMproteomicsdMNatureh
BiotechnologybM2007bMhkbMghkcig 44.5 582

33 wMhighcqualityMcatalogMofMtheMzrosophilaMmelanogasterMproteomedMNaturehBiotechnologybM2007bMhkbMkmlcni44.5 230

32 wdvancesMinMproteomicMworkflowsMforMsystemsMbiologydMCurrenthOpinionhinhBiotechnologybM2007bMgnbMimncnj11.4 86

31 wssessingMbiasMinMexperimentMdesignMforMlargeMscaleMmassMspectrometrycbasedMquantitativeM
proteomicsdMMolecularhandhCellularhProteomicsbM2007bMlbMgmjgcn 7.6 44

(2007-2013)

5



30 TheMtoposomebMessentialMforMseaMurchinMcellMadhesionMandMdevelopmentbMisMaMmodifiedMironclessM
calciumcbindingMtransferrindMDevelopmentalhBiologybM2007bMigfbMkjcmf 3.1 35

29 SignalMmapsMforMmassMspectrometrycbasedMcomparativeMproteomicsdMMolecularhandhCellularh
ProteomicsbM2006bMkbMjhicih 7.6 96

28 ProteomeManalysisMofMHalobacteriumMspdMNRycgMfacilitatedMbyMtheMbiomoduleManalysisMtoolMxMSorterdM
MolecularhandhCellularhProteomicsbM2006bMkbMonmcom 7.6 13

27 QuantitativeMproteomicManalysisMofMmyccinducedMapoptosispMaMdirectMroleMforMMycMinductionMofMtheM
mitochondrialMchlorideMionMchannelbMmtyLIyeyLIyjdMJournalhofhBiologicalhChemistrybM2006bMhngbMhmkfcl 5.4 63

26 wnalysisMofMtheMSaccharomycesMcerevisiaeMproteomeMwithMPeptidewtlasdMGenomehBiologybM2006bMmbMRgfl 18.3 51

25 UniPepccaMdatabaseMforMhumanMNclinkedMglycositespMaMresourceMforMbiomarkerMdiscoverydMGenomeh
BiologybM2006bMmbMRmi 18.3 94

24 OptimizedMpeptideMseparationMandMidentificationMforMmassMspectrometryMbasedMproteomicsMviaM
freecflowMelectrophoresisdMJournalhofhProteomehResearchbM2006bMkbMhhjgco 5.6 78

23 QuantitativeMproteomicManalysisMofMtheMbuddingMyeastMcellMcycleMusingMacidccleavableMisotopeccodedM
affinityMtagMreagentsdMProteomicsbM2006bMlbMlgjlckm 4.8 33

22 ProteomicMidentificationMofMpotentialMsusceptibilityMfactorsMinMdrugcinducedMliverMdiseasedMChemicalh
ResearchhinhToxicologybM2005bMgnbMohjcii 4 67

21 IntegrationMwithMtheMhumanMgenomeMofMpeptideMsequencesMobtainedMbyMhighcthroughputMmassM
spectrometrydMGenomehBiologybM2005bMlbMRo 18.3 233

20 IncreasedMquantitativeMproteomeMcoverageMwithMUgiVyeUghVycbasedbMacidccleavableMisotopeccodedM
affinityMtagMreagentMandMmodifiedMdataMacquisitionMschemedMProteomicsbM2005bMkbMinfcm 4.8 105

19 HumanMPlasmaMPeptidewtlasdMProteomicsbM2005bMkbMijomckff 4.8 121

18 QuantitativeMproteomicManalysisMofMmetabolicMregulationMbyMcopperMionsMinMMethylococcusM
capsulatusMUxathVdMJournalhofhBiologicalhChemistrybM2004bMhmobMkgkkjclf 5.4 71

17 wMdatasetMofMhumanMliverMproteinsMidentifiedMbyMproteinMprofilingMviaMisotopeccodedMaffinityMtagM
UIywTVMandMtandemMmassMspectrometrydMMolecularhandhCellularhProteomicsbM2004bMibMgfiocjg 7.6 49

16 GeneMexpressionManalyzedMbyMhighcresolutionMstateMarrayManalysisMandMquantitativeMproteomicspM
responseMofMyeastMtoMmatingMpheromonedMMolecularhandhCellularhProteomicsbM2004bMibMjmncno 7.6 158

15 OptimizationMofMreversedcphaseMmicrocapillaryMliquidMchromatographyMforMquantitativeMproteomicsdM
JournalhofhChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifehSciencesbM2004bMnfibMgfgcgf3.2 27

14 wMtoolMtoMvisualizeMandMevaluateMdataMobtainedMbyMliquidMchromatographycelectrosprayM
ionizationcmassMspectrometrydMAnalyticalhChemistrybM2004bMmlbMinklclf 7.8 83

13 SystemcbasedMproteomicManalysisMofMtheMinterferonMresponseMinMhumanMliverMcellsdMGenomehBiologybM
2004bMkbMRkj 18.3 55
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12
wMmicrocapillaryMtrapMcartridgecmicrocapillaryMhighcperformanceMliquidMchromatographyM
electrosprayMionizationMemitterMdeviceMcapableMofMpeptideMtandemMmassMspectrometryMatMtheM
attomoleMlevelMonManMionMtrapMmassMspectrometerMwithMautomatedMroutineMoperationdMRapidh
CommunicationshinhMasshSpectrometrybM2003bMgmbMhfoicn

2.2 96

11 wbundanceMratiocdependentMproteomicManalysisMbyMmassMspectrometrydMAnalyticalhChemistrybM2003bM
mkbMnlmcmj 7.8 55

10 wnalysisMofMwholeMbacterialMcellsMbyMflowMfieldcflowMfractionationMandMmatrixcassistedMlaserM
desorptioneionizationMtimecofcflightMmassMspectrometrydMAnalyticalhChemistrybM2003bMmkbMhmjlckh 7.8 70

9 wpproachingMcompleteMperoxisomeMcharacterizationMbyMgascphaseMfractionationdMElectrophoresisbM
2002bMhibMihfkcgl 3.6 173

8 zevelopmentMofMaMmultiplexedMmicrocapillaryMliquidMchromatographyMsystemMforMhighcthroughputM
proteomeManalysisdMAnalyticalhChemistrybM2002bMmjbMjikiclf 7.8 54

7
TowardMaMhighcthroughputMapproachMtoMquantitativeMproteomicManalysispMexpressioncdependentM
proteinMidentificationMbyMmassMspectrometrydMJournalhofhthehAmericanhSocietyhforhMasshSpectrometrybM
2001bMghbMghincjl

3.5 80

6 zeterminingMtheMParticleMSizeMzistributionsMofMTitaniumMzioxideMUsingMSedimentationMFieldcFlowM
FractionationMandMPhotonMyorrelationMSpectroscopydMACShSymposiumhSeriesbM2001bMhnkchon 0.4 3

5 wnalysisMofMselfcassembledMcationicMlipidczNwMgeneMcarrierMcomplexesMusingMflowMfieldcflowM
fractionationMandMlightMscatteringdMAnalyticalhChemistrybM2001bMmibMnimcji 7.8 66

4 βvaluationMofMzifferentMFieldcFlowMFractionationMTechniquesMforMSeparatingMxacteriadMSeparationh
SciencehandhTechnologybM2000bMikbMgmlgcgmmk 2.5 30

3 SizeMcharacterizationMofMmagneticMcellMsortingMmicrobeadsMusingMflowMfieldcflowMfractionationMandM
photonMcorrelationMspectroscopydMJournalhofhMagnetismhandhMagnetichMaterialsbM1999bMgojbMhjnchki 2.8 14

2 ParticleMsizeManalysisMofMdiluteMenvironmentalMcolloidsMbyMflowMfieldcflowMfractionationMusingManM
opposedMflowMsampleMconcentrationMtechniquedMAnalyticalhChemistrybM1998bMmfbMhjokckfi 7.8 26

1 HumanMPlasmaMPeptidewtlasigmcihh
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