
Rebekah Penrice-Randal

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx27y7535xrebekahupenriceurandalupublicationsubyuyearvpdf

Version:g2y24uy4uy9g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

16
papers

395
citations

8
h-index

19
g-index

20
ext. papers

689
ext. citations

9
avg, IF

3.98
L-index



j Paper IF Citations

16 MutationsTthatTadaptTSARSkCoVkpTtoTminkTorTferretTdoTnotTincreaseTfitnessTinTtheThumanTairwayllT
Cell ReportsjT2022jToonqrr 10.6 10

15
AnalysisTofTSARSkCoVkpTinTNasopharyngealTSamplesTfromTPatientsTwithTCOVIDkowTIllustratesT
PopulationTVariationTandTDiverseTPhenotypesjTPlacingTtheTGrowthTPropertiesTofTVariantsTofT
ConcernTinTContextTwithTOtherTLineagesllTMSpherejT2022jTennwoqpo

5 0

14 TissueTProteomicTAnalysisTIdentifiesTMechanismsTandTStagesTofTImmunopathologyTinTFatalT
COVIDkowlTAmerican Journal of Respiratory Cell and Molecular BiologyjT2021jT 5.7 5

13 InflammatoryTprofilesTacrossTtheTspectrumTofTdiseaseTrevealTaTdistinctTroleTforTGMkCSFTinTsevereT
COVIDkowlTScience ImmunologyjT2021jTtjT 28 82

12 SARSkCoVkpToneTyearTonxTevidenceTforTongoingTviralTadaptationlTJournal of General VirologyjT2021jT
onpjT 4.9 63

11 TissuekSpecificTImmunopathologyTinTFatalTCOVIDkowlTAmerican Journal of Respiratory and Critical 
Care MedicinejT2021jTpnqjTowpkpno 10.2 116

10 AmpliconTandTMetagenomicTAnalysisTofTMiddleTEastTRespiratoryTSyndromeTfMERSgTCoronavirusTandT
theTMicrobiomeTinTPatientsTwithTSevereTMERSlTMSpherejT2021jTtjTennpowpo 5 4

9
AmpliconkBasedTDetectionTandTSequencingTofTSARSkCoVkpTinTNasopharyngealTSwabsTfromTPatientsT
WithTCOVIDkowTandTIdentificationTofTDeletionsTinTtheTViralTGenomeTThatTEncodeTProteinsTInvolvedT
inTInterferonTAntagonismlTVirusesjT2020jTopjT

6.2 23

8 SARSkCoVkpTOmicronkBlololspwTVariantTleadsTtoTlessTsevereTdiseaseTthanTPangoTBTandTDeltaTvariantsT
strainsTinTaTmouseTmodelTofTsevereTCOVIDkow 31

7 AmpliconTbasedTMinIONTsequencingTofTSARSkCoVkpTandTmetagenomicTcharacterisationTofT
nasopharyngealTswabsTfromTpatientsTwithTCOVIDkow 24

6 TissuekspecificTtoleranceTinTfatalTCovidkow 22

5 SequentialTinfectionTwithTinfluenzaTATvirusTfollowedTbyTsevereTacuteTrespiratoryTsyndromeT
coronavirusTpTfSARSkCoVkpgTleadsTtoTmoreTsevereTdiseaseTandTencephalitisTinTaTmouseTmodelTofTCOVIDkow 7

4
IdentificationTandTquantificationTofTSARSkCoVkpTleaderTsubgenomicTmRNATgeneTjunctionsTinT
nasopharyngealTsamplesTshowsTphasicTtranscriptionTinTanimalTmodelsTofTCOVIDkowTandT
dysregulationTatTlaterTtimeTpointsTthatTcanTalsoTbeTidentifiedTinThumans

1

3
SequenceTanalysisTofTSARSkCoVkpTinTnasopharyngealTsamplesTfromTpatientsTwithTCOVIDkowT
illustratesTpopulationTvariationTandTdiverseTphenotypesjTplacingTtheTinTvitroTgrowthTpropertiesTofT
BlololuTandTBlolqsoTlineageTvirusesTinTcontext

2

2 MutationsTthatTadaptTSARSkCoVkpTtoTmustelidThostsTdoTnotTincreaseTfitnessTinTtheThumanTairway 2

1 RapidTselectionTofTPqpqLTinTtheTSARSkCoVkpTpolymeraseTfNSPopgTinThumansTandTnonkhumanTprimateT
modelsTandTconfersTaTlargeTplaqueTphenotype 2

Rebekah Penrice-Randal

2


