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235 ürospectiveJgenomicJcharacterizationJofJtheJvermanJenterohemorrhagicJtscherichiaJcoliJä_ZciwcJ
outbreakJbyJrapidJnextJgenerationJsequencingJtechnologyXJPLoSTONEVJ2011VJeVJeaafd_ 3.7 570

234 rharacterisationJofJtheJtscherichiaJcoliJstrainJassociatedJwithJanJoutbreakJofJhaemolyticJuraemicJ
syndromeJinJvermanyVJaZ__iJaJmicrobiologicalJstudyXJLancetTInfectiousTDiseaseshTTheVJ2011VJ__VJef_We 25.5 556

233 MulticenterJevaluationJofJaJsequenceWbasedJprotocolJforJsubtypingJκhigaJtoxinsJandJstandardizingJ
κtxJnomenclatureXJJournalTofTClinicalTMicrobiologyVJ2012VJdZVJahd_Web 9.7 534

232
tvaluationJofJmatrixWassistedJlaserJdesorptionJionizationWtimeWofWflightJmassJspectrometryJinJ
comparisonJtoJ_eκJrβ®pJgeneJsequencingJforJspeciesJidentificationJofJnonfermentingJbacteriaXJ
JournalTofTClinicalTMicrobiologyVJ2008VJceVJ_hceWdc

9.7 300

231 UpdatingJbenchtopJsequencingJperformanceJcomparisonXJNatureTBiotechnologyVJ2013VJb_VJahcWe 44.5 255

230 pnalysisJofJcollectionJofJhemolyticJuremicJsyndromeWassociatedJenterohemorrhagicJtscherichiaJ
coliXJEmergingTInfectiousTDiseasesVJ2008VJ_cVJ_agfWhZ 10.2 207

229 sefiningJandJtvaluatingJaJroreJvenomeJMultilocusJκequenceJTypingJκchemeJforJWholeWvenomeJ
κequenceWqasedJTypingJofJ–isteriaJmonocytogenesXJJournalTofTClinicalTMicrobiologyVJ2015VJdbVJagehWfe 9.7 182

228 roreJvenomeJMultilocusJκequenceJTypingJκchemeJforJwighWJβesolutionJTypingJofJtnterococcusJ
faeciumXJJournalTofTClinicalTMicrobiologyVJ2015VJdbVJbfggWhf 9.7 173

227 –ivestockWassociatedJmethicillinWresistantJκtaphylococcusJaureusJRMβκpSJasJcausesJofJhumanJ
infectionJandJcolonizationJinJvermanyXJPLoSTONEVJ2013VJgVJeddZcZ 3.7 172

226 qasedJUponJβepeatJüatternJRqUβüSiJanJalgorithmJtoJcharacterizeJtheJlongWtermJevolutionJofJ
κtaphylococcusJaureusJpopulationsJbasedJonJspaJpolymorphismsXJBMCTMicrobiologyVJ2007VJfVJhg 4.5 172

225
qacterialJwholeWgenomeJsequencingJrevisitediJportableVJscalableVJandJstandardizedJanalysisJforJ
typingJandJdetectionJofJvirulenceJandJantibioticJresistanceJgenesXJJournalTofTClinicalTMicrobiologyVJ
2014VJdaVJabedWfZ

9.7 168

224 wighJinterlaboratoryJreproducibilityJofJs®pJsequenceWbasedJtypingJofJbacteriaJinJaJmulticenterJ
studyXJJournalTofTClinicalTMicrobiologyVJ2006VJccVJe_hWa_ 9.7 165

223 κhigaJtoxinJgeneJlossJandJtransferJinJvitroJandJinJvivoJduringJenterohemorrhagicJtscherichiaJcoliJ
äaeJinfectionJinJhumansXJAppliedTandTEnvironmentalTMicrobiologyVJ2007VJfbVJb_ccWdZ 4.8 159

222
sevelopmentJandJevaluationJofJaJqualityWcontrolledJribosomalJsequenceJdatabaseJforJ_eκJ
ribosomalJs®pWbasedJidentificationJofJκtaphylococcusJspeciesXJJournalTofTClinicalTMicrobiologyVJ
2004VJcaVJchggWhd

9.7 154

221
wighJinterlaboratoryJreproducibilityJofJmatrixWassistedJlaserJdesorptionJionizationWtimeJofJflightJ
massJspectrometryWbasedJspeciesJidentificationJofJnonfermentingJbacteriaXJJournalTofTClinicalT
MicrobiologyVJ2009VJcfVJbfbaWc

9.7 150

220 tffectsJofJantibioticsJonJκhigaJtoxinJaJproductionJandJbacteriophageJinductionJbyJepidemicJ
tscherichiaJcoliJä_ZciwcJstrainXJAntimicrobialTAgentsTandTChemotherapyVJ2012VJdeVJbaffWga 5.9 135

219 κequencingJandJstaphylococciJidentificationXJEmergingTInfectiousTDiseasesVJ2006VJ_aVJbbbWe 10.2 134
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218 putomatedJs®pJsequenceWbasedJearlyJwarningJsystemJforJtheJdetectionJofJmethicillinWresistantJ
κtaphylococcusJaureusJoutbreaksXJPLoSTMedicineVJ2006VJbVJebb 11.6 132

217 rarbapenemWresistantJtnterobacteriaceaeJinJwildlifeVJfoodWproducingVJandJcompanionJanimalsiJaJ
systematicJreviewXJClinicalTMicrobiologyTandTInfectionVJ2018VJacVJ_ac_W_adZ 9.5 125

216 βealWTimeJvenomeJκequencingJofJβesistantJqacteriaJürovidesJürecisionJxnfectionJrontrolJinJanJ
xnstitutionalJκettingXJJournalTofTClinicalTMicrobiologyVJ2016VJdcVJagfcWagg_ 9.7 123

215 κhigaJtoxinWmediatedJhemolyticJuremicJsyndromeiJtimeJtoJchangeJtheJdiagnosticJparadigmnXJPLoST
ONEVJ2007VJaVJe_Zac 3.7 116

214 ülasmidWtncodedJTransferableJmecqWMediatedJMethicillinJβesistanceJinJκtaphylococcusJaureusXJ
EmergingTInfectiousTDiseasesVJ2018VJacVJacaWacg 10.2 112

213 üointJmutationsJinJuimwJadhesinJofJrrohnQsJdiseaseWassociatedJadherentWinvasiveJtscherichiaJcoliJ
enhanceJintestinalJinflammatoryJresponseXJPLoSTPathogensVJ2013VJhVJe_ZZb_c_ 7.6 108

212 tnterohemorrhagicJtscherichiaJcoliJhemolysinJemploysJouterJmembraneJvesiclesJtoJtargetJ
mitochondriaJandJcauseJendothelialJandJepithelialJapoptosisXJPLoSTPathogensVJ2013VJhVJe_ZZbfhf 7.6 108

211
pJpreciseJreconstructionJofJtheJemergenceJandJconstrainedJradiationsJofJtscherichiaJcoliJä_dfJ
portrayedJbyJbackboneJconcatenomicJanalysisXJProceedingsTofTtheTNationalTAcademyTofTSciencesTofT
theTUnitedTStatesTofTAmericaVJ2009VJ_ZeVJgf_bWg

11.5 102

210 tnterohemorrhagicJtscherichiaJcoliJinJhumanJinfectioniJinJvivoJevolutionJofJaJbacterialJpathogenXJ
ClinicalTInfectiousTDiseasesVJ2005VJc_VJfgdWha 11.6 102

209 ürevalenceVJvirulenceJprofilesVJandJclinicalJsignificanceJofJκhigaJtoxinWnegativeJvariantsJofJ
enterohemorrhagicJtscherichiaJcoliJä_dfJinfectionJinJhumansXJClinicalTInfectiousTDiseasesVJ2007VJcdVJbhWcd11.6 100

208 tnterohemorrhagicJtscherichiaJcoliJäaeiw__YwWiJaJnewJvirulentJcloneJemergesJinJturopeXJClinicalT
InfectiousTDiseasesVJ2013VJdeVJ_bfbWg_ 11.6 99

207
wostJcellJinteractionsJofJouterJmembraneJvesicleWassociatedJvirulenceJfactorsJofJ
enterohemorrhagicJtscherichiaJcoliJä_dfiJxntracellularJdeliveryVJtraffickingJandJmechanismsJofJcellJ
injuryXJPLoSTPathogensVJ2017VJ_bVJe_ZZe_dh

7.6 99

206 äccurrenceJofJtκq–WüroducingJtscherichiaJcoliJinJ–ivestockJandJuarmJWorkersJinJ
MecklenburgWWesternJüomeraniaVJvermanyXJPLoSTONEVJ2015VJ_ZVJeZ_cbbae 3.7 95

205 üopulationJdynamicsJamongJmethicillinWresistantJκtaphylococcusJaureusJisolatesJinJvermanyJduringJ
aJeWyearJperiodXJJournalTofTClinicalTMicrobiologyVJ2012VJdZVJb_geWha 9.7 93

204 VirulenceJfromJvesiclesiJ®ovelJmechanismsJofJhostJcellJinjuryJbyJtscherichiaJcoliJä_ZciwcJoutbreakJ
strainXJScientificTReportsVJ2015VJdVJ_bada 4.9 92

203 rharacterizationJofJtscherichiaJcoliJisolatesJfromJhospitalJinpatientsJorJoutpatientsJwithJurinaryJ
tractJinfectionXJJournalTofTClinicalTMicrobiologyVJ2014VJdaVJcZfW_g 9.7 89

202 WholeJgenomeJsequencingJasJaJtoolJtoJinvestigateJaJclusterJofJsevenJcasesJofJlisteriosisJinJpustriaJ
andJvermanyVJaZ__WaZ_bXJClinicalTMicrobiologyTandTInfectionVJ2014VJaZVJcb_We 9.5 88

201
κhigaJtoxinJaeWproducingJtscherichiaJcoliJisolatesJfromJhumansJandJpigsJdifferJinJtheirJvirulenceJ
profilesJandJinteractionsJwithJintestinalJepithelialJcellsXJAppliedTandTEnvironmentalTMicrobiologyVJ
2005VJf_VJggddWeb

4.8 88
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200
κhigaJtoxinWnegativeJattachingJandJeffacingJtscherichiaJcoliiJdistinctJclinicalJassociationsJwithJ
bacterialJphylogenyJandJvirulenceJtraitsJandJinferredJinWhostJpathogenJevolutionXJClinicalTInfectiousT
DiseasesVJ2008VJcfVJaZgW_f

11.6 86

199
VariationJofJtheJpolymorphicJregionJXJofJtheJproteinJpJgeneJduringJpersistentJairwayJinfectionJofJ
cysticJfibrosisJpatientsJreflectsJtwoJindependentJmechanismsJofJgeneticJchangeJinJκtaphylococcusJ
aureusXJJournalTofTClinicalTMicrobiologyVJ2005VJcbVJdZaWd

9.7 83

198 äriginVJevolutionVJandJglobalJtransmissionJofJcommunityWacquiredJκTgXJProceedingsTofTtheTNationalT
AcademyTofTSciencesTofTtheTUnitedTStatesTofTAmericaVJ2017VJ__cVJt_ZdheWt_ZeZc 11.5 80

197
rharacterizationJofJclonalJrelatednessJamongJtheJnaturalJpopulationJofJκtaphylococcusJaureusJ
strainsJbyJusingJspaJsequenceJtypingJandJtheJqUβüJRbasedJuponJrepeatJpatternsSJalgorithmXJJournalT
ofTClinicalTMicrobiologyVJ2008VJceVJagZdWg

9.7 80

196 VirulenceJfactorsJandJgenotypesJofJκtaphylococcusJaureusJfromJinfectionJandJcarriageJinJvabonXJ
ClinicalTMicrobiologyTandTInfectionVJ2011VJ_fVJ_dZfW_b 9.5 76

195 uirstJβeportedJ®osocomialJäutbreakJofJκevereJpcuteJβespiratoryJκyndromeJroronavirusJaJinJaJ
üediatricJsialysisJUnitXJClinicalTInfectiousTDiseasesVJ2021VJfaVJaedWafZ 11.6 76

194 rrossWborderJcomparisonJofJtheJadmissionJprevalenceJandJclonalJstructureJofJmeticillinWresistantJ
κtaphylococcusJaureusXJJournalTofTHospitalTInfectionVJ2009VJf_VJbaZWe 6.9 68

193 pJüandemicJinJTimesJofJvlobalJTourismiJκuperspreadingJandJtxportationJofJräVxsW_hJrasesJfromJaJ
κkiJpreaJinJpustriaXJJournalTofTClinicalTMicrobiologyVJ2020VJdgVJ 9.7 64

192 wighJxnterlaboratoryJβeproducibilityJandJpccuracyJofJ®extWvenerationWκequencingWqasedJqacterialJ
venotypingJinJaJβingJTrialXJJournalTofTClinicalTMicrobiologyVJ2017VJddVJhZgWh_b 9.7 59

191 preJcasesJofJMethicillinWresistantJκtaphylococcusJaureusJclonalJcomplexJRrrSJbhgJamongJhumansJ
stillJlivestockWassociatednXJInternationalTJournalTofTMedicalTMicrobiologyVJ2015VJbZdVJ__ZWb 3.7 55

190
ühylogenyVJclinicalJassociationsVJandJdiagnosticJutilityJofJtheJpilinJsubunitJgeneJRsfppSJofJ
sorbitolWfermentingVJenterohemorrhagicJtscherichiaJcoliJä_dfiwWXJJournalTofTClinicalTMicrobiologyVJ
2004VJcaVJcehfWfZ_

9.7 55

189
κynergisticJadaptiveJmutationsJinJtheJhemagglutininJandJpolymeraseJacidicJproteinJleadJtoJ
increasedJvirulenceJofJpandemicJaZZhJw_®_JinfluenzaJpJvirusJinJmiceXJJournalTofTInfectiousTDiseasesVJ
2012VJaZdVJaeaWf_

7 53

188 βecyclingJofJκhigaJtoxinJaJgenesJinJsorbitolWfermentingJenterohemorrhagicJtscherichiaJcoliJ
ä_dfi®MXJAppliedTandTEnvironmentalTMicrobiologyVJ2008VJfcVJefWfa 4.8 53

187 rhromosomalJdynamismJinJprogenyJofJoutbreakWrelatedJsorbitolWfermentingJenterohemorrhagicJ
tscherichiaJcoliJä_dfi®MXJAppliedTandTEnvironmentalTMicrobiologyVJ2006VJfaVJ_hZZWh 4.8 52

186 xnactivationJofJthypJinJκtaphylococcusJaureusJattenuatesJvirulenceJandJhasJaJstrongJimpactJonJ
metabolismJandJvirulenceJgeneJexpressionXJMBioVJ2014VJdVJeZ_ccfW_c 7.8 51

185 wighJburdenJofJextendedWspectrumJ˛†WlactamaseWproducingJtnterobacteriaceaeJinJvabonXJJournalTofT
AntimicrobialTChemotherapyVJ2013VJegVJa_cZWb 5.1 49

184
romparisonJofJasymptomaticJbacteriuriaJtscherichiaJcoliJisolatesJfromJhealthyJindividualsJversusJ
thoseJfromJhospitalJpatientsJshowsJthatJlongWtermJbladderJcolonizationJselectsJforJattenuatedJ
virulenceJphenotypesXJInfectionTandTImmunityVJ2012VJgZVJeegWfg

3.7 49

183 κubtypesJofJtheJplasmidWencodedJserineJproteaseJtspüJinJκhigaJtoxinWproducingJtscherichiaJcoliiJ
distributionVJsecretionVJandJproteolyticJactivityXJAppliedTandTEnvironmentalTMicrobiologyVJ2007VJfbVJebd_Wh4.8 49
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182 TheJepidemiologyJofJmethicillinWresistantJκtaphylococcusJaureusJRMβκpSJinJvermanyXJDeutschesT
AbampyWxmpmvyrzteblattTInternationalVJ2011VJ_ZgVJfe_Wf 2.5 48

181 κtructuralJandJfunctionalJdifferencesJbetweenJdiseaseWassociatedJgenesJofJenterohaemorrhagicJ
tscherichiaJcoliJä___XJInternationalTJournalTofTMedicalTMicrobiologyVJ2007VJahfVJ_fWae 3.7 48

180 κtaphylococcusJaureusJcomplexJfromJanimalsJandJhumansJinJthreeJremoteJpfricanJregionsXJClinicalT
MicrobiologyTandTInfectionVJ2015VJa_VJbcdXe_Wg 9.5 47

179 κhigaJtoxinVJcytolethalJdistendingJtoxinVJandJhemolysinJrepertoiresJinJclinicalJtscherichiaJcoliJäh_J
isolatesXJJournalTofTClinicalTMicrobiologyVJ2009VJcfVJaZe_We 9.7 46

178 tvidenceJforJcostJreductionJbasedJonJpreWadmissionJMβκpJscreeningJinJgeneralJsurgeryXJ
InternationalTJournalTofTHygieneTandTEnvironmentalTHealthVJ2008VJa__VJaZdW_a 6.9 44

177 wighlyJdivergentJκtaphylococcusJaureusJisolatesJfromJpfricanJnonWhumanJprimatesXJEnvironmentalT
MicrobiologyTReportsVJ2012VJcVJ_c_We 3.7 43

176 ühylogenyJandJdiseaseJassociationJofJκhigaJtoxinWproducingJtscherichiaJcoliJäh_XJEmergingT
InfectiousTDiseasesVJ2009VJ_dVJ_cfcWf 10.2 42

175 κimultaneousJoccurrenceJofJMβκpJandJtκq–WproducingJtnterobacteriaceaeJonJpigJfarmsJandJinJ
nasalJandJstoolJsamplesJfromJfarmersXJVeterinaryTMicrobiologyVJ2017VJaZZVJ_ZfW__b 3.3 40

174 vutJrolonizationJofJwealthyJrhildrenJandJTheirJMothersJWithJüathogenicJriprofloxacinWβesistantJ
tscherichiaJcoliXJJournalTofTInfectiousTDiseasesVJ2015VJa_aVJ_geaWg 7 39

173 weteropathogenicJvirulenceJandJphylogenyJrevealJphasedJpathogenicJmetamorphosisJinJ
tscherichiaJcoliJäaiweXJEMBOTMolecularTMedicineVJ2014VJeVJbcfWdf 12 39

172
xsJκhigaJToxinW®egativeJtscherichiaJcoliJä_dfiwfJtnteropathogenicJorJtnterohemorrhagicJ
tscherichiaJcolinJromprehensiveJMolecularJpnalysisJUsingJWholeWvenomeJκequencingXJJournalTofT
ClinicalTMicrobiologyVJ2015VJdbVJbdbZWg

9.7 38

171 tvaluationJofJβxsäMVJMicroκeqVJandJvenbankJservicesJinJtheJmolecularJidentificationJofJ®ocardiaJ
speciesXJInternationalTJournalTofTMedicalTMicrobiologyVJ2003VJahbVJbdhWfZ 3.7 38

170 pcinetobacterJsepticusJspXJnovXJassociationJwithJaJnosocomialJoutbreakJofJbacteremiaJinJaJneonatalJ
intensiveJcareJunitXJJournalTofTClinicalTMicrobiologyVJ2008VJceVJhZaWg 9.7 37

169 xnJtheJcentreJofJanJepidemiciJuifteenJyearsJofJ–pWMβκpJrrbhgJatJtheJUniversityJwospitalJMˆ…nsterXJ
VeterinaryTMicrobiologyVJ2017VJaZZVJ_hWac 3.3 36

168 sefiningJandJtvaluatingJaJroreJvenomeJMultilocusJκequenceJTypingJκchemeJforJvenomeWWideJ
TypingJofJrlostridiumJdifficileXJJournalTofTClinicalTMicrobiologyVJ2018VJdeVJ 9.7 36

167
κtaphylococcusJpettenkoferiJspXJnovXVJaJnovelJcoagulaseWnegativeJstaphylococcalJspeciesJisolatedJ
fromJhumanJclinicalJspecimensXJInternationalTJournalTofTSystematicTandTEvolutionaryTMicrobiologyVJ
2007VJdfVJ_dcbW_dcg

2.2 36

166
tUβtvxäJMβκpWnetJTwenteYMˆ…nsterlandWWaJsutchWvermanJcrossWborderJnetworkJforJtheJ
preventionJandJcontrolJofJinfectionsJcausedJbyJmethicillinWresistantJκtaphylococcusJaureusXJ
EurosurveillanceVJ2008VJ_bVJ

19.8 36

165
wemolyticJuremicJsyndromeJinJaJedWYearWoldJmaleJlinkedJtoJaJveryJunusualJtypeJofJstxaeWJandJ
eaeWharboringJäd_iwchJshigaJtoxinWproducingJtscherichiaJcoliXJJournalTofTClinicalTMicrobiologyVJ2014
VJdaVJ_bZ_Wb

9.7 35

(2014-2011)
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164
wighlyJVirulentJ®onWä_dfJtnterohemorrhagicJtscherichiaJcoliJRtwtrSJκerotypesJβeflectJκimilarJ
ühylogeneticJ–ineagesVJürovidingJ®ewJxnsightsJintoJtheJtvolutionJofJtwtrXJAppliedTandT
EnvironmentalTMicrobiologyVJ2015VJg_VJfZc_Wf

4.8 33

163 setectingJκtaphylococcusJaureusJVirulenceJandJβesistanceJvenesiJaJromparisonJofJWholeWvenomeJ
κequencingJandJs®pJMicroarrayJTechnologyXJJournalTofTClinicalTMicrobiologyVJ2016VJdcVJ_ZZgW_e 9.7 33

162 ühylogeneticJandJmolecularJanalysisJofJfoodWborneJshigaJtoxinWproducingJtscherichiaJcoliXJAppliedT
andTEnvironmentalTMicrobiologyVJ2013VJfhVJafb_WcZ 4.8 33

161 βapidJhighJresolutionJgenotypingJofJurancisellaJtularensisJbyJwholeJgenomeJsequenceJcomparisonJ
ofJannotatedJgenesJRLM–κTULSXJPLoSTONEVJ2015VJ_ZVJeZ_abahg 3.7 33

160 xntrahostJgenomeJalterationsJinJenterohemorrhagicJtscherichiaJcoliXJGastroenterologyVJ2009VJ_beVJ_hadWbg13.3 33

159 pJnosocomialJclusterJofJvancomycinJresistantJenterococciJamongJräVxsW_hJpatientsJinJanJintensiveJ
careJunitXJAntimicrobialTResistanceTandTInfectionTControlVJ2020VJhVJ_dc 6.2 31

158 –abelWfreeJimagingJandJspectroscopicJanalysisJofJintracellularJbacterialJinfectionsXJAnalyticalT
ChemistryVJ2015VJgfVJa_bfWca 7.8 30

157 pntibioticWMediatedJModulationsJofJäuterJMembraneJVesiclesJinJtnterohemorrhagicJtscherichiaJ
coliJä_ZciwcJandJä_dfiwfXJAntimicrobialTAgentsTandTChemotherapyVJ2017VJe_VJ 5.9 29

156 setectionJofJmecpWJandJmecrWüositiveJMethicillinWβesistantJκtaphylococcusJaureusJRMβκpSJxsolatesJ
byJtheJ®ewJXpertJMβκpJvenJbJürβJpssayXJJournalTofTClinicalTMicrobiologyVJ2016VJdcVJ_gZWc 9.7 29

155 κequenceWbasedJtypingJofJflaqJisJaJmoreJstableJscreeningJtoolJthanJtypingJofJflapJforJmonitoringJofJ
rampylobacterJpopulationsXJJournalTofTClinicalTMicrobiologyVJ2004VJcaVJcgcZWa 9.7 28

154 tnterohemorrhagicJtscherichiaJcoliJäaeiw__WpssociatedJwemolyticJUremicJκyndromeiJqacteriologyJ
andJrlinicalJüresentationXJSeminarsTinTThrombosisTandTHemostasisVJ2010VJbeVJdgeWhb 5.3 27

153 TowardsJbsJmodellingJandJimagingJofJinfectionJscenariosJatJtheJsingleJcellJlevelJusingJholographicJ
opticalJtweezersJandJdigitalJholographicJmicroscopyXJJournalTofTBiophotonicsVJ2013VJeVJaeZWe 3.1 26

152 κemiWselectiveJbrothJimprovesJscreeningJforJmethicillinWresistantJκtaphylococcusJaureusXJJournalTofT
AntimicrobialTChemotherapyVJ2010VJedVJf_fWaZ 5.1 26

151 synamicJinJvivoJmutationsJwithinJtheJicaJoperonJduringJpersistenceJofJκtaphylococcusJaureusJinJtheJ
airwaysJofJcysticJfibrosisJpatientsXJPLoSTPathogensVJ2016VJ_aVJe_ZZeZac 7.6 26

150
tnterohemorrhagicJtscherichiaJcoliJä_dfJouterJmembraneJvesiclesJinduceJinterleukinJgJproductionJ
inJhumanJintestinalJepithelialJcellsJbyJsignalingJviaJTollWlikeJreceptorsJT–βcJandJT–βdJandJactivationJ
ofJtheJnuclearJfactorJ®uW˛”qXJInternationalTJournalTofTMedicalTMicrobiologyVJ2018VJbZgVJggaWggh

3.7 26

149 WholeWvenomeJκequencingJtlucidatesJtpidemiologyJofJ®osocomialJrlustersJofJpcinetobacterJ
baumanniiXJJournalTofTClinicalTMicrobiologyVJ2016VJdcVJabh_Wc 9.7 25

148 –abilityJofJtheJpppJVirulenceJülasmidJinJtscherichiaJcoliJä_ZciwciJxmplicationsJforJVirulenceJinJ
wumansXJPLoSTONEVJ2013VJgVJeeef_f 3.7 25

147 rhromosomalJinstabilityJinJenterohaemorrhagicJtscherichiaJcoliJä_dfiwfiJimpactJonJadherenceVJ
telluriteJresistanceJandJcolonyJphenotypeXJMolecularTMicrobiologyVJ2011VJfhVJ_ZacWcc 4.1 25
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146 sistributionJofJcapsularJandJsurfaceJpolysaccharideJserotypesJofJκtaphylococcusJaureusXJDiagnosticT
MicrobiologyTandTInfectiousTDiseaseVJ2007VJdgVJahfWbZa 2.9 25

145
κtateWwideJsurveillanceJofJantibioticJresistanceJpatternsJandJspaJtypesJofJmethicillinWresistantJ
κtaphylococcusJaureusJfromJbloodJculturesJinJ®orthJβhineWWestphaliaVJaZ__WaZ_bXJClinicalT
MicrobiologyTandTInfectionVJ2015VJa_VJfdZWf

9.5 24

144 κocialJstructureJandJtscherichiaJcoliJsharingJinJaJgroupWlivingJwildJprimateVJVerreauxQsJsifakaXJBMCT
EcologyVJ2016VJ_eVJe 2.7 24

143 pcquisitionJandJcolonizationJdynamicsJofJantimicrobialWresistantJbacteriaJduringJinternationalJ
traveliJaJprospectiveJcohortJstudyXJClinicalTMicrobiologyTandTInfectionVJ2019VJadVJ_agfXe_W_agfXef 9.5 24

142 setectionJandJcharacterizationJofJtheJfimbrialJsfpJclusterJinJenterohemorrhagicJtscherichiaJcoliJ
ä_ediwadY®MJisolatesJfromJhumansJandJcattleXJAppliedTandTEnvironmentalTMicrobiologyVJ2009VJfdVJecWf_4.8 24

141
κtaphylococcalJchromosomalJcassetteJmecJtypeJxVJspaJtypeVJandJexpressionJofJülsJareJdeterminantsJ
ofJreducedJcellularJinvasivenessJofJmethicillinWresistantJκtaphylococcusJaureusJisolatesXJJournalTofT
InfectiousTDiseasesVJ2007VJ_hdVJ_efgWgd

7 24

140 ühosphorylationJofJinfluenzaJpJvirusJ®κ_JproteinJatJthreonineJchJsuppressesJitsJinterferonJ
antagonisticJactivityXJCellularTMicrobiologyVJ2016VJ_gVJfgcWh_ 3.9 23

139
sevelopmentJandJevaluationJofJaJnovelJuniversalJ˛†WlactamaseJgeneJsubtypingJassayJforJblaκwVVJ
blaTtMJandJblarTXWMJusingJclinicalJandJlivestockWassociatedJtscherichiaJcoliXJJournalTofT
AntimicrobialTChemotherapyVJ2015VJfZVJf_ZWd

5.1 23

138
xntrahostJmilieuJmodulatesJproductionJofJouterJmembraneJvesiclesVJvesicleWassociatedJκhigaJtoxinJ
aaJandJcytotoxicityJinJtscherichiaJcoliJä_dfiwfJandJä_ZciwcXJEnvironmentalTMicrobiologyTReportsVJ
2017VJhVJeaeWebc

3.7 22

137 TheJriskJtoJimportJtκq–WproducingJtnterobacteriaceaeJandJκtaphylococcusJaureusJthroughJchickenJ
meatJtradeJinJvabonXJBMCTMicrobiologyVJ2014VJ_cVJage 4.5 22

136 tvolutionJofJenterohemorrhagicJescherichiaJcoliJäaeJbasedJonJsingleWnucleotideJpolymorphismsXJ
GenomeTBiologyTandTEvolutionVJ2013VJdVJ_gZfW_e 3.9 22

135
WeeklyJscreeningJsupportsJterminatingJnosocomialJtransmissionsJofJvancomycinWresistantJ
enterococciJonJanJoncologicJwardJWJaJretrospectiveJanalysisXJAntimicrobialTResistanceTandTInfectionT
ControlVJ2017VJeVJcg

6.2 21

134 MicrobiologicJcontaminationJandJtimeJefficiencyJofJuseJofJautomaticJMsrTJinjectorsJwithJprefilledJ
syringesiJβesultsJofJaJclinicalJinvestigationXJAmericanTJournalTofTRoentgenologyVJ2010VJ_hcVJahhWbZb 5.4 21

133 tnterohaemorrhagicJtscherichiaJcoliJäaeiw__YwWiJaJhumanJpathogenJinJemergenceXJBerlinerTUndT
MunchenerTTierarztlicheTWochenschriftVJ2007VJ_aZVJafhWgf 21

132 rommunityWpssociatedJκtaphylococcusJaureusJfromJκubWκaharanJpfricaJandJvermanyiJpJ
rrossWκectionalJveographicJrorrelationJκtudyXJScientificTReportsVJ2017VJfVJ_dc 4.9 20

131
rontrolJofJMultidrugWβesistantJüseudomonasJaeruginosaJinJpllogeneicJwematopoieticJκtemJrellJ
TransplantJβecipientsJbyJaJ®ovelJqundleJxncludingJβemodelingJofJκanitaryJandJWaterJκupplyJ
κystemsXJClinicalTInfectiousTDiseasesVJ2017VJedVJhbdWhca

11.6 20

130 tnsuringJbackwardsJcompatibilityiJtraditionalJgenotypingJeffortsJinJtheJeraJofJwholeJgenomeJ
sequencingXJClinicalTMicrobiologyTandTInfectionVJ2015VJa_VJbcfXe_Wc 9.5 20

129 pJgeospatialJanalysisJofJfliesJandJtheJspreadJofJantimicrobialJresistantJbacteriaXJInternationalT
JournalTofTMedicalTMicrobiologyVJ2016VJbZeVJdeeWdf_ 3.7 20

(2016-2007)
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128
MolecularJTypingJofJtnterobacteriaceaeJfromJüigJwoldingsJinJ®orthWWesternJvermanyJβevealsJ
txtendedWJκpectrumJandJpmprJ˛†W–actamasesJüroducingJbutJnoJrarbapenemJβesistantJänesXJPLoST
ONEVJ2015VJ_ZVJeZ_bcdbb

3.7 19

127 tvolutionaryJanalysisJandJdistributionJofJtypeJxxxJeffectorJgenesJinJpathogenicJtscherichiaJcoliJfromJ
humanVJanimalJandJfoodJsourcesXJEnvironmentalTMicrobiologyVJ2011VJ_bVJcbhWda 5.2 19

126
UnveilingJtheJmolecularJbasisJofJantimicrobialJresistanceJinJκtaphylococcusJaureusJfromJtheJ
semocraticJβepublicJofJtheJrongoJusingJwholeJgenomeJsequencingXJClinicalTMicrobiologyTandT
InfectionVJ2016VJaaVJeccXe_Wd

9.5 19

125
roWdetectionJofJüantonWValentineJleukocidinJencodingJgenesJandJcotrimoxazoleJresistanceJinJ
κtaphylococcusJaureusJinJvaboniJimplicationsJforJwxVWpatientsQJcareXJFrontiersTinTMicrobiologyVJ2015VJ
eVJeZ

5.7 18

124 pJ®osocomialJuoodborneJäutbreakJofJaJVxMJrarbapenemaseWtxpressingJritrobacterJfreundiiXJ
ClinicalTInfectiousTDiseasesVJ2018VJefVJdgWec 11.6 18

123
setectionJofJaJphylogeneticallyJdistinctJxMüWtypeJmetalloW˛†WlactamaseVJxMüWbdVJinJaJrrabdJ
üseudomonasJaeruginosaJfromJtheJsutchWvermanJborderJregionJRturegioSXJJournalTofTAntimicrobialT
ChemotherapyVJ2013VJegVJ_af_We

5.1 18

122 ühylogeneticJanalysisJofJenterohemorrhagicJtscherichiaJcoliJä_dfVJvermanyVJ_hgfWaZZgXJEmergingT
InfectiousTDiseasesVJ2010VJ_eVJe_ZWe 10.2 18

121 βealWtimeJmultiplexJürβJforJdetectingJκhigaJtoxinJaWproducingJtscherichiaJcoliJä_ZciwcJinJhumanJ
stoolsXJJournalTofTClinicalTMicrobiologyVJ2012VJdZVJ_fdaWc 9.7 18

120 äutbreakJofJcomplexJinfectionsJassociatedJwithJcontaminatedJoctenidineJmouthwashJsolutionVJ
vermanyVJpugustJtoJκeptemberJaZ_gXJEurosurveillanceVJ2018VJabVJ 19.8 18

119 κusceptibilityJofJMsβJüseudomonasJaeruginosaJtoJceftolozaneYtazobactamJandJcomparisonJofJ
differentJsusceptibilityJtestingJmethodsXJJournalTofTAntimicrobialTChemotherapyVJ2017VJfaVJbZfhWbZgc 5.1 17

118 TranscriptionalJadaptationsJduringJlongWtermJpersistenceJofJκtaphylococcusJaureusJinJtheJairwaysJ
ofJaJcysticJfibrosisJpatientXJInternationalTJournalTofTMedicalTMicrobiologyVJ2015VJbZdVJbgWce 3.7 17

117 sistributionJandJphylogenyJofJimmunoglobulinWbindingJproteinJvJinJκhigaJtoxinWproducingJ
tscherichiaJcoliJandJitsJassociationJwithJadherenceJphenotypesXJInfectionTandTImmunityVJ2010VJfgVJbeadWbe3.7 17

116 MicrobiologicJcontaminationJofJautomaticJinjectorsJatJMsrTiJexperimentalJandJclinicalJ
investigationsXJAmericanTJournalTofTRoentgenologyVJ2008VJ_h_VJWagbWf 5.4 17

115 rarriageJofJκhigaJtoxinJphageJprofoundlyJaffectsJtscherichiaJcoliJgeneJexpressionJandJcarbonJ
sourceJutilizationXJBMCTGenomicsVJ2019VJaZVJdZc 4.5 16

114 wighJ®ucleaseJpctivityJofJ–ongJüersistingJxsolatesJWithinJtheJpirwaysJofJrysticJuibrosisJüatientsJ
ürotectsJpgainstJ®tTWMediatedJzillingXJFrontiersTinTImmunologyVJ2019VJ_ZVJadda 8.4 16

113 romparativeJκecretomeJpnalysesJofJwumanJandJZoonoticJxsolatesJrrgVJrraaVJandJrrbhgXJMolecularT
andTCellularTProteomicsVJ2018VJ_fVJac_aWacbb 7.6 16

112 romparisonJofJmethodsJtoJanalyseJsusceptibilityJofJvermanJMsβYXsβJüseudomonasJaeruginosaJtoJ
ceftazidimeYavibactamXJInternationalTJournalTofTAntimicrobialTAgentsVJ2019VJdcVJaddWaeZ 14.3 15

111 κtaphylococcusJaureusJspaJtypeJtcbfiJidentificationJofJtheJmostJdominantJcommunityWassociatedJ
cloneJfromJpsiaJacrossJturopeXJClinicalTMicrobiologyTandTInfectionVJ2015VJa_VJ_ebXe_Wg 9.5 15
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110 –WselectinJsheddingJaffectsJbacterialJclearanceJinJtheJlungiJaJnewJregulatoryJpathwayJforJintegrinJ
outsideWinJsignalingXJBloodVJ2019VJ_bcVJ_ccdW_cdf 2.2 15

109 äriginJandJtvolutionJofJwybridJκhigaJToxinWüroducingJandJUropathogenicJtscherichiaJcoliJκtrainsJofJ
κequenceJTypeJ_c_XJJournalTofTClinicalTMicrobiologyVJ2019VJdgVJ 9.7 14

108 romplexJinJtheJκtrawWroloredJuruitJqatJRSJinJ®igeriaXJFrontiersTinTMicrobiologyVJ2018VJhVJ_ea 5.7 14

107 putomaticJMsrTJinjectorsiJhygieneJandJefficiencyJofJdisposableVJprefilledVJandJmultidosingJrollerJ
pumpJsystemsJinJclinicalJroutineXJAmericanTJournalTofTRoentgenologyVJ2011VJ_hfVJWaaeWba 5.4 14

106 UreaseJgenesJinJnonWä_dfJκhigaJtoxinWproducingJtscherichiaJcoliiJmostlyJsilentJbutJvaluableJ
markersJforJpathogenicityXJClinicalTMicrobiologyTandTInfectionVJ2006VJ_aVJcgbWe 9.5 14

105 tpidemiologyJandJpathogenesisJofJenterohaemorrhagicJtscherichiaJcoilXJBerlinerTUndTMunchenerT
TierarztlicheTWochenschriftVJ2009VJ_aaVJc_fWac 14

104 wospitalJoutbreakJdueJtoJrlostridiumJdifficileJribotypeJZ_gJRβTZ_gSJinJκouthernJvermanyXJ
InternationalTJournalTofTMedicalTMicrobiologyVJ2019VJbZhVJ_ghW_hb 3.7 13

103 TransmissionJofJVancomycinWβesistantJtnterococciJinJtheJwospitalJκettingiJUncoveringJtheJ
üatientWtnvironmentJxnterplayXJMicroorganismsVJ2020VJgVJ 4.9 13

102 TheJaZ__JvermanJtnterohemorrhagicJtscherichiaJroliJä_ZciwcJäutbreakWTheJsangerJxsJκtillJäutJ
ThereXJCurrentTTopicsTinTMicrobiologyTandTImmunologyVJ2018VJc_eVJ__fW_cg 3.3 13

101
romparisonJofJtraditionalJphenotypicJidentificationJmethodsJwithJpartialJdQJ_eκJrβ®pJgeneJ
sequencingJforJspeciesWlevelJidentificationJofJnonfermentingJvramWnegativeJbacilliXJJournalTofT
ClinicalTMicrobiologyVJ2010VJcgVJ_ccaWc

9.7 13

100
rharacterizationJofJtscherichiaJcoliJstrainsJisolatedJfromJpatientsJwithJdiarrheaJinJκaoJüauloVJqraziliJ
identificationJofJintermediateJvirulenceJfactorJprofilesJbyJmultiplexJürβXJJournalTofTClinicalT
MicrobiologyVJ2011VJchVJaafcWg

9.7 13

99 ühylogeneticJrelationshipsJamongJκtaphylococcusJaureusJisolatedJfromJclinicalJsamplesJinJ
MashhadVJxranXJJournalTofTInfectionTandTPublicTHealthVJ2016VJhVJebhWcc 7.4 13

98
wighJproportionJofJcarbapenemaseWproducingJtscherichiaJcoliJandJzlebsiellaJpneumoniaeJamongJ
extendedWspectrumJ˛†WlactamaseWproducersJinJ®igerianJhospitalsXJJournalTofTGlobalTAntimicrobialT
ResistanceVJ2020VJa_VJgW_a

3.4 13

97 wospitalJacquiredJvancomycinJresistantJenterococciJinJsurgicalJintensiveJcareJpatientsJWJaJ
prospectiveJlongitudinalJstudyXJAntimicrobialTResistanceTandTInfectionTControlVJ2018VJfVJ_Zb 6.2 13

96
rombiningJMassJκpectrometryVJκurfaceJpcousticJWaveJxnteractionJpnalysisVJandJrellJViabilityJ
pssaysJforJrharacterizationJofJκhigaJToxinJκubtypesJofJüathogenicJtscherichiaJcoliJqacteriaXJ
AnalyticalTChemistryVJ2018VJhZVJghghWghhf

7.8 13

95 TheJxmpactJofJtheJVirulomeJonJxnfectionJinJaJsevelopingJrountryiJpJrohortJκtudyXJFrontiersTinT
MicrobiologyVJ2017VJgVJ_eea 5.7 12

94
ängoingJhaemolyticJuraemicJsyndromeJRwUκSJoutbreakJcausedJbyJsorbitolWfermentingJRκuSJκhigaJ
toxinWproducingJtscherichiaJcoliJRκTtrSJä_dfVJvermanyVJsecemberJaZ_eJtoJMayJaZ_fXJ
EurosurveillanceVJ2017VJaaVJ

19.8 12

93 MolecularJcharacterizationJofJκhigellaJsppXJfromJpatientsJinJvabonJaZ__WaZ_bXJTransactionsTofTtheT
RoyalTSocietyTofTTropicalTMedicineTandTHygieneVJ2015VJ_ZhVJafdWh 2 11

(2015-2019)
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92
pdaptationJofJκtaphylococcusJaureusJtoJpirwayJtnvironmentsJinJüatientsJWithJrysticJuibrosisJbyJ
UpregulationJofJκuperoxideJsismutaseJMJandJxronWκcavengingJüroteinsXJJournalTofTInfectiousT
DiseasesVJ2018VJa_fVJ_cdbW_ce_

7 11

91
romparisonJofJmultilocusJvariableWnumberJtandemWrepeatJanalysisJandJmultilocusJsequenceJtypingJ
forJdifferentiationJofJhemolyticWuremicJsyndromeWassociatedJtscherichiaJcoliJRwUκtrSJcollectionJ
strainsXJJournalTofTClinicalTMicrobiologyVJ2011VJchVJbeccWe

9.7 11

90 wealthcareWpssociatedJκpβκWroVWaJTransmissionWtxperiencesJfromJaJvermanJUniversityJwospitalXJ
MicroorganismsVJ2020VJgVJ 4.9 11

89
xnJvivoJcompetitionJandJhorizontalJgeneJtransferJamongJdistinctJκtaphylococcusJaureusJlineagesJasJ
majorJdriversJforJadaptationalJchangesJduringJlongWtermJpersistenceJinJhumansXJBMCTMicrobiologyVJ
2018VJ_gVJ_da

4.5 11

88 TheJprimaryJtranscriptomeJofJtheJtscherichiaJcoliJä_ZciwcJpppJplasmidJandJnovelJinsightsJintoJitsJ
virulenceJgeneJexpressionJandJregulationXJScientificTReportsVJ2016VJeVJbdbZf 4.9 10

87 ühenotypicJandJgenotypicJtraitsJofJκhigaJtoxinWnegativeJtXJcoliJä_dfiwfYwRWSJbovineJandJporcineJ
strainsXJFoodborneTPathogensTandTDiseaseVJ2009VJeVJabdWcb 3.8 10

86 βidomJTracetditiJaJs®pJtraceJeditorJandJviewerXJBioinformaticsVJ2006VJaaVJchbWc 7.2 10

85 κtaphylococcusJaureusJrequiresJlessJvirulenceJtoJestablishJanJinfectionJinJdiabeticJhostsXJ
InternationalTJournalTofTMedicalTMicrobiologyVJ2018VJbZgVJfe_Wfeh 3.7 10

84 üectinWderivedJneoglycolipidsiJToolsJforJdifferentiationJofJκhigaJtoxinJsubtypesJandJinhibitorsJofJ
κhigaJtoxinWmediatedJcellularJinjuryXJCarbohydrateTPolymersVJ2019VJa_aVJbabWbbb 10.3 9

83 sisseminationJofJtheJblarTXWMW_dJgeneJamongJtnterobacteriaceaeJviaJouterJmembraneJvesiclesXJ
JournalTofTAntimicrobialTChemotherapyVJ2020VJfdVJaccaWacd_ 5.1 9

82 MβκpJeradicationJinJdermatologicJoutpatientsJWJtheoryJandJpracticeXJJDDGTiTJournalTofTtheTGermanT
SocietyTofTDermatologyVJ2012VJ_ZVJ_geWhe 1.2 9

81 pmbulanteJMβκpWκanierungJinJderJsermatologieJâ��JqehandlungsbedarfJundJVersorgungsrealitˆ⁄tXJ
JDDGTiTJournalTofTtheTGermanTSocietyTofTDermatologyVJ2012VJ_ZVJ_geW_hc 1.2 9

80 tvaluationJofJmultipleWlocusJvariableJnumberJofJtandemJrepeatsJanalysisJforJtypingJ
livestockWassociatedJmethicillinWresistantJκtaphylococcusJaureusXJPLoSTONEVJ2013VJgVJedccad 3.7 9

79 UseJofJMp–sxWTäuJmassJspectrometryJtoJdetectJnosocomialJoutbreaksJofJκerratiaJmarcescensJandJ
ritrobacterJfreundiiXJEuropeanTJournalTofTClinicalTMicrobiologyTandTInfectiousTDiseasesVJ2019VJbgVJdg_Wdh_ 5.3 8

78 MembraneJassemblyJofJκhigaJtoxinJglycosphingolipidJreceptorsJandJtoxinJrefractivenessJofJMsrzJxxJ
epithelialJcellsXJJournalTofTLipidTResearchVJ2018VJdhVJ_bgbW_cZ_ 6.3 8

77 TrendsJinJantimicrobialJnonWsusceptibilityJinJmethicillinWresistantJκtaphylococcusJaureusJfromJ
vermanyJRaZZcWaZ__SXJClinicalTMicrobiologyTandTInfectionVJ2014VJaZVJäddcWf 9.5 8

76 ®osocomialJcrossJtransmissionJasJaJprimaryJcauseJofJvancomycinWresistantJenterococciJinJpustriaXJ
JournalTofTHospitalTInfectionVJ2000VJccVJag_Wf 6.9 8

75 xdentificationJofJintermediateJinJevolutionaryJmodelJofJenterohemorrhagicJtscherichiaJcoliJä_dfXJ
EmergingTInfectiousTDiseasesVJ2012VJ_gVJdgaWg 10.2 8
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74 LtnhancedJacquisitionJofJantibioticWresistantJintestinalJduringJtheJfirstJyearJofJlifeJassessedJinJaJ
prospectiveJcohortJstudyLXJAntimicrobialTResistanceTandTInfectionTControlVJ2019VJgVJfh 6.2 7

73 MolecularJepidemiologyJandJantimicrobialJresistanceJofJrlostridioidesJdifficileJdetectedJinJchickenVJ
soilJandJhumanJsamplesJfromJZimbabweXJInternationalTJournalTofTInfectiousTDiseasesVJ2020VJheVJgaWgf 10.5 7

72 MolecularJrharacterizationJofJwumanJptypicalJκorbitolWuermentingJtnteropathogenicJtscherichiaJ
coliJä_dfJβevealsJwighJsiversityXJJournalTofTClinicalTMicrobiologyVJ2016VJdcVJ_bdfWeb 9.7 7

71 wighJprevalenceJofJMβκpJandJmultiWresistantJgramWnegativeJbacteriaJinJrefugeesJadmittedJtoJtheJ
hospitalWqutJnoJhintJofJtransmissionXJPLoSTONEVJ2018VJ_bVJeZ_hg_Zb 3.7 7

70 βelativeJincidenceJofJthromboticJthrombocytopenicJpurpuraJandJhaemolyticJuraemicJsyndromeJinJ
clinicallyJsuspectedJcasesJofJthromboticJmicroangiopathyXJCKJxTClinicalTKidneyTJournalVJ2020VJ_bVJaZgWa_e4.5 7

69 pssessingJtheJspreadingJpotentialJofJanJundetectedJcaseJofJräVxsW_hJinJorthopaedicJsurgeryXJ
ArchivesTofTOrthopaedicTandTTraumaTSurgeryVJ2021VJ_c_VJ__b_W__bf 3.6 6

68 tvaluationJofJaJbacteremiaJclusterJinJhematopoieticJstemJcellJtransplantationJrecipientsJusingJ
wholeJgenomeJsequencingXJAntimicrobialTResistanceTandTInfectionTControlVJ2017VJeVJ__d 6.2 6

67 ühylogenyJandJphenotypesJofJclinicalJandJenvironmentalJκhigaJtoxinWproducingJtscherichiaJcoliJ
ä_fcXJEnvironmentalTMicrobiologyVJ2014VJ_eVJhebWfe 5.2 6

66 –owWlevelJantimicrobialJresistanceJofJtnterobacteriaceaeJisolatedJfromJtheJnaresJofJpigWexposedJ
personsXJEpidemiologyTandTInfectionVJ2016VJ_ccVJegeWhZ 4.3 6

65 romparativeJvirulenceJcharacterizationJofJtheJκhigaJtoxinJphageWcuredJtscherichiaJcoliJä_ZciwcJ
andJenteroaggregativeJtscherichiaJcoliXJInternationalTJournalTofTMedicalTMicrobiologyVJ2018VJbZgVJh_aWhaZ3.7 6

64 ®orovirusJoutbreakJmanagementiJhowJmuchJcohortingJisJnecessarynXJJournalTofTHospitalTInfectionVJ
2016VJhaVJadhWea 6.9 5

63 rlonalJstructureJofJκtaphylococcusJaureusJcolonizingJchildrenJwithJsickleJcellJanaemiaJandJhealthyJ
controlsXJEpidemiologyTandTInfectionVJ2013VJ_c_VJ_f_fWaZ 4.3 5

62 pntimicrobialJresistantJandJenteropathogenicJbacteriaJinJQfilthJfliesQiJaJcrossWsectionalJstudyJfromJ
®igeriaXJScientificTReportsVJ2020VJ_ZVJ_ehhZ 4.9 5

61 ürevalenceJandJtpidemiologyJofJMultidrugWβesistantJüathogensJinJtheJuoodJrhainJandJtheJUrbanJ
tnvironmentJinJ®orthwesternJvermanyXJAntibioticsVJ2020VJhVJ 4.9 5

60 vlobalJtpidemiologyJandJtvolutionaryJwistoryJofJκtaphylococcusJaureusJκTcdXJJournalTofTClinicalT
MicrobiologyVJ2020VJdhVJ 9.7 5

59 pttackJofJtheJclonesiJwholeJgenomeWbasedJcharacterizationJofJtwoJcloselyJrelatedJ
enterohemorrhagicJtscherichiaJcoliJäaeJepidemicJlineagesXJBMCTGenomicsVJ2018VJ_hVJecf 4.5 5

58 βiskJuactorsJforJ–ongWTermJVancomycinWβesistantJtnterococciJüersistenceWpJürospectiveJ
–ongitudinalJκtudyXJMicroorganismsVJ2019VJfVJ 4.9 4

57 pntibioticJTreatmentJandJpgeJpreJpssociatedJWithJrarriageJürofilesJsuringJüersistenceJinJtheJ
pirwaysJofJrysticJuibrosisJüatientsXJFrontiersTinTMicrobiologyVJ2020VJ__VJabZ 5.7 4

(2020-2019)
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56 xdentificationJofJ®ovelJqiomarkersJforJüriorityJκerotypesJofJκhigaJToxinWüroducingJandJtheJ
sevelopmentJofJMultiplexJürβJforJTheirJsetectionXJFrontiersTinTMicrobiologyVJ2018VJhVJ_ba_ 5.7 4

55 ®orovirusJinfectionsJinJaJtertiaryJcareJcentreJWJindividualJcasesJdoJnotJnecessarilyJleadJtoJanJ
outbreakXJJournalTofTClinicalTVirologyVJ2016VJgcVJbhWc_ 14.5 4

54
κtructuralJxnsightsJintoJκhigaJToxinJRκtxSJvlycosphingolipidJβeceptorsJofJüorcineJβenalJtpithelialJ
rellsJandJxnhibitionJofJκtxWMediatedJrellularJxnjuryJUsingJ®eoglycolipidWκpikedJvlycovesiclesXJ
MicroorganismsVJ2019VJfVJ

4.9 4

53
WholeJgenomeJsequencingJrevealsJaJprolongedJandJspatiallyJspreadJnosocomialJoutbreakJofJ
üantonWValentineJleucocidinWpositiveJmeticillinWresistantJκtaphylococcusJaureusJRUκpbZZSXJJournalT
ofTHospitalTInfectionVJ2019VJ_Z_VJbafWbba

6.9 4

52
QualityJassuranceJforJgenotypingJandJresistanceJtestingJofJrlostridiumJRrlostridioidesSJdifficileJ
isolatesJWJtxperiencesJfromJtheJfirstJinterWlaboratoryJringJtrialJinJfourJvermanJspeakingJcountriesXJ
AnaerobeVJ2020VJe_VJ_ZaZhb

2.8 4

51 ühosphorylationJofJxnfluenzaJpJVirusJ®κ_JatJκerineJaZdJMediatesJxtsJViralJüolymeraseWtnhancingJ
uunctionXJJournalTofTVirologyVJ2021VJhdVJ 6.6 4

50 βpqdpJandJTβpüüreqJareJnovelJtargetsJforJκhigaJtoxinJaaJinactivationJinJkidneyJepithelialJcellsXJ
ScientificTReportsVJ2020VJ_ZVJchcd 4.9 3

49 ManagementJofJsuperficialJandJdeepWseatedJκtaphylococcusJaureusJskinJandJsoftJtissueJinfectionsJ
inJsubWκaharanJpfricaiJaJpostJhocJanalysisJofJtheJκtaph®etJcohortXJInfectionVJ2018VJceVJbhdWcZc 5.8 3

48 TransmissionJβiskJonJaJ®eonatalJxntensiveJrareJUnitiJversusXJCanadianTJournalTofTInfectiousTDiseasesT
andTMedicalTMicrobiologyVJ2018VJaZ_gVJ_dadZfa 2.6 3

47
roreJelementsJofJtheJvegetativeJreplicationJcontrolJofJtheJxnc_JplasmidJpä_Zc_hZJofJtscherichiaJ
coliJä_ZciwcJalsoJregulateJitsJtransferJfrequencyXJInternationalTJournalTofTMedicalTMicrobiologyVJ
2018VJbZgVJheaWheg

3.7 3

46 βealWtimeJinteractionJanalysisJofJκhigaJtoxinsJandJmembraneJmicrodomainsJofJprimaryJhumanJbrainJ
microvascularJendothelialJcellsXJGlycobiologyVJ2020VJbZVJ_fcW_gd 5.8 3

45 soJcomplementJfactorJwJcZaYJandJrfJMJallotypesJpredisposeJtoJRtypicalSJhaemolyticJuraemicJ
syndromenXJInternationalTJournalTofTImmunogeneticsVJ2011VJbgVJbgbWf 2.3 3

44 MolecularJcharacterizationJofJκtaphylococcusJaureusJcomplexJfromJfomitesJinJ®igeriaXJInfectionhT
GeneticsTandTEvolutionVJ2020VJgdVJ_ZcdZc 4.5 3

43 MolecularJepidemiologyJandJantimicrobialJresistanceJofJrlostridioidesJdifficileJinJvermanyVJ
aZ_cWaZ_hXJInternationalTJournalTofTMedicalTMicrobiologyVJ2021VJb__VJ_d_dZf 3.7 3

42 riprofloxacinJversusJcolistinJprophylaxisJduringJneutropeniaJinJacuteJmyeloidJleukemiaiJtwoJparallelJ
patientJcohortsJtreatedJinJaJsingleJcenterXJHaematologicaVJ2016VJ_Z_VJ_aZgW_a_d 6.6 3

41 κingleJqlindedJκtudyJonJtheJueasibilityJofJsecontaminatingJ–pWMβκpJinJüigJrompartmentsJunderJ
βoutineJronditionsXJAntibioticsVJ2020VJhVJ 4.9 3

40 venomicJanalysisJofJκtaphylococcusJaureusJfromJtheJWestJpfricanJswarfJRWpsSJgoatJinJ®igeriaXJ
AntimicrobialTResistanceTandTInfectionTControlVJ2021VJ_ZVJ_aa 6.2 3

39 pnJinJvitroJstudyJonJκtaphylococcusJschweitzeriJvirulenceXJScientificTReportsVJ2021VJ__VJ__df 4.9 3
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38 xnfectionJofJexposedJpatientsJduringJnorovirusJoutbreaksiJareJthereJpredictiveJparametersnXJJournalT
ofTHospitalTInfectionVJ2017VJheVJfdWgZ 6.9 2

37
κorbitolWuermentingJtnterohemorrhagicJtscherichiaJcoliJä_dfiwJxsolatesJfromJrzechJüatientsJwithJ
®ovelJülasmidJrompositionJ®otJüreviouslyJκeenJinJvermanJxsolatesXJAppliedTandTEnvironmentalT
MicrobiologyVJ2017VJgbVJ

4.8 2

36 xsJpfricaJtheJoriginJofJmajorJwaitianJκtaphylococcusJaureusJlineagesnXJInternationalTJournalTofT
InfectiousTDiseasesVJ2015VJbcVJ_Wa 10.5 2

35 sonorWderivedJvancomycinWresistantJenterococciJtransmissionJandJbloodstreamJinfectionJafterJ
intestinalJtransplantationXJAntimicrobialTResistanceTandTInfectionTControlVJ2020VJhVJ_gZ 6.2 2

34 MicroevolutionJofJepidemiologicalJhighlyJrelevantJnonWä_dfJenterohemorrhagicJtscherichiaJcoliJofJ
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