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Selective auxin agonists induce specific AUX/IAA protein degradation to modulate plant development.
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Control of Amino Acid Homeostasis by a Ubiquitin Ligase-Coactivator Protein Complex. Journal of 3.4 ;
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Arabidopsis fructokinase-like protein associations are regulated by ATP. Biochemical Journal, 2017, 474,
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Lysine Residues Are Not Required for Proteasome-Mediated Proteolysis of the Auxin/Indole Acidic Acid 4s 39
Protein IAAL. Plant Physiology, 2015, 168, 708-720. ’
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A genetic screen for mutants defective in IAA1-LUC degradation inArabidopsis thalianareveals an
important requirement forTOPOISOMERASE6Bin auxin physiology. Plant Signaling and Behavior, 2014, 2.4 4
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The Ubiquitination Machinery of the Ubiquitin System. The Arabidopsis Book, 2014, 12, e0174.

Functional conservation between mammalian MGRN1 and plant LOG2 ubiquitin ligases. FEBS Letters, 0.8 15
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Ubiquitin on the Move: The Ubiquitin Modification System Plays Diverse Roles in the Regulation of
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The Ubiquitin E3 Ligase LOSS OF GDU2 Is Required for GLUTAMINE DUMPER1-Induced Amino Acid
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AXRI-ECR1 and AXL1-ECR1 heterodimeric RUB-activating enzymes diverge in function in Arabidopsis
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BRIZ1 and BRIZ2 Proteins Form a Heteromeric E3 Ligase Complex Required for Seed Germination and
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Degradation of the auxin response factor ARF1. Plant Journal, 2008, 54, 118-128.
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KEEP ON GOING, a RING E3 Ligase Essential for Arabidopsis Growth and Development, Is Involved in
Abscisic Acid Signaling. Plant Cell, 2007, 18, 3415-3428.
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The Arabidopsis Aux/IAA Protein Family Has Diversified in Degradation and Auxin Responsiveness. Plant
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Preparation, Characterization, and Use of Tagged Ubiquitins. Methods in Enzymology, 2005, 399, 51-64. 1.0 9

Genome Analysis and Functional Characterization of the E2 and RING-Type E3 Ligase Ubiquitination
Enzymes of Arabidopsis. Plant Physiology, 2005, 139, 1597-1611.

Functional Analysis of the RING-Type Ubiquitin Ligase Family of Arabidopsis. Plant Physiology, 2005, 137,
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Interact with RBX1 and BTB Proteins to Form Multisubunit E3 Ubiquitin Ligase Complexes in Vivo. Plant
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Protein degradation in signaling. Current Opinion in Plant Biology, 2000, 3, 381-386. 7.1 183
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The intron of Arabidopsis thaliana polyubiquitin genes is conserved in location and is a quantitative
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