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Pezizomycetes genomes reveal the molecular basis of ectomycorrhizal truffle lifestyle. Nature 78 95
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Molecular Biology and Evolution, 2021, 38, 1428-1446.

The integrative omics of white-rot fungus Pycnoporus coccineus reveals co-regulated CAZymes for 05 64
orchestrated lignocellulose breakdown. PLoS ONE, 2017, 12, e0175528. :

Genetic determinants of endophytism in the Arabidopsis root mycobiome. Nature Communications,
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Integrative visual omics of the white-rot fungus Polyporus brumalis exposes the biotechnological
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Gene family expansions and transcriptome signatures uncover fungal adaptations to wood decay.
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Conserved white-rot enzymatic mechanism for wood decay in the Basidiomycota genus 3.4 39
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Human Papilloma Virus Identification in Breast Cancer Patients with Previous Cervical Neoplasia.
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Expression of a bacterial xylanase in Trichoderma reesei under the egl2 and cbh2 glycosyl hydrolase

gene promoters. New Biotechnology, 2013, 30, 523-530. 44 26

Evolution of the Mode of Nutrition in Symbiotic and Saprotrophic Fungi in Forest Ecosystems. Annual
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Evolutionary transition to the ectomycorrhizal habit in the genomes of a hyperdiverse lineage of
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Desert truffle genomes reveal their reproductive modes and new insights into planta€“fungal
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Evolutionary innovations through gain and loss of genes in the ectomycorrhizal Boletales. New
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Dynamics of the Phanerochaete carnosa transcriptome during growth on aspen and spruce. BMC
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Comparative genomics reveals a dynamic genome evolution in the ectomycorrhizal milkd€eap
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Simultaneous expression of the bacterial Dictyoglomus thermophilum xynB gene under three
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Autism Susceptibility Genes and the Transcriptional Landscape of the Human Brain. International
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