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k Paper IF Citations

48 γiatomNziodiversityNandNSpeciationNRevealedNbyNβomparativeNynalysisNofNMitochondrialNGenomeseeN
FrontierslinlPlantlSciencecN2022cNhjcNnkppoi 6.2

47 MetabarcodingNanalysisNofNmicrobiomeNdynamicsNduringNaNPhaeocystisNglobosaNbloomNinNtheNzeibuN
GulfcNβhinaeeNHarmfullAlgaecN2022cNhhkcNhgiihn 5.3 0

46 βomparativeNanalysisNofNThalassionemaNchloroplastNgenomesNrevealedNhiddenNbiodiversityeeNBMCl
GenomicscN2022cNijcNjin 4.5

45 βompositionNandNspatialdtemporalNdynamicsNofNphytoplanktonNcommunityNshapedNbyNenvironmentalN
selectionNandNinteractionsNinNtheNJiaozhouNzayeeNWaterlResearchcN2022cNihocNhhokoo 12.5 2

44 ziodiversityNandNSpatialdTemporalNγynamicsNofNSpeciesNinNJiaozhouNzaycNβhinaeNInternationallJournall
oflEnvironmentallResearchlandlPubliclHealthcN2021cNhocN 4.6 1

43 βomparativeNynalysisNofNβhloroplastNGenomesNofNSevenNSpeciesNRevealedNVariationNHotspotsNandN
SpeciationNTimeeNFrontierslinlMicrobiologycN2021cNhicNnkillk 5.7 2

42 ImproveNhotNregionNpredictionNbyNanalyzingNdifferentNmachineNlearningNalgorithmseNBMCl
BioinformaticscN2021cNiicNlii 3.6 0

41 βomparativeNanalysisNofNfulldlengthNmitochondrialNgenomesNofNfiveNSkeletonemaNspeciesNrevealsN
conservedNgenomeNorganizationNandNrecentNspeciationeNBMClGenomicscN2021cNiicNnkm 4.5 2

40
γefinitionNofNaNHighdResolutionNMolecularNMarkerNforNTrackingNtheNGeneticNγiversityNofNtheNHarmfulN
ylgalNSpeciesNThroughNβomparativeNynalysisNofNMitochondrialNGenomeseNFrontierslinlMicrobiologycN
2021cNhicNmjhhkk

5.7 4

39
γevelopmentNofNaNhighdresolutionNmolecularNmarkerNforNtrackingNPseudodnitzschiaNpungensNgeneticN
diversityNthroughNcomparativeNanalysisNofNmitochondrialNgenomeseNJournalloflAppliedlPhycologycN
2021cNjjcNiiojdiipo

3.2 0

38 βompleteNmitochondrialNgenomeNofNtheNharmfulNalgalNbloomNspeciesNXMediophyceaecN
zacillariophytaZNfromNtheNeastNβhinaNseaeeNMitochondriallDNAlPartlB:lResourcescN2021cNmcNhkihdhkij 0.5 1

37 βompleteNmitochondrialNgenomeNofNXMediophyceaecNzacillariophytaZeNMitochondriallDNAlPartlB:l
ResourcescN2021cNmcNhlmgdhlmi 0.5 1

36 TheNcompleteNmitochondrialNgenomeNandNphylogeneticNanalysisNofNXβoscinodiscophyceaecN
zacillariophytaZeNMitochondriallDNAlPartlB:lResourcescN2021cNmcNhokpdholh 0.5 1

35 MitochondrialNgenomeNandNphylogenomicNanalysisNofNXzacillariophyceaecNzacillariophytaZeN
MitochondriallDNAlPartlB:lResourcescN2021cNmcNigjldigjn 0.5

34 MolecularNcharacterizationNofNharmfulNalgalNbloomsNinNtheNzohaiNSeaNusingNmetabarcodingNanalysiseN
HarmfullAlgaecN2021cNhgmcNhgigmm 5.3 1

33 ResearchNonNtheNbiologyNandNecologyNofNtheNharmfulNalgalNbloomNspeciesNPhaeocystisNglobosaNinN
βhinaqNProgressesNinNtheNlastNigNyearseNHarmfullAlgaecN2021cNhgncNhgigln 5.3 6

32 MolecularNcloningNandNtranscriptionalNregulationNofNtwoN˛‡dcarbonicNanhydraseNgenesNinNtheNgreenN
macroalgaNUlvaNproliferaeNGeneticacN2021cNhkpcNmjdni 1.5 0
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31 MitochondrialNgenomeNofNtheNharmfulNalgalNbloomNspeciesNOdontellaNregiaNXMediophyceaecN
zacillariophytaZeNJournalloflAppliedlPhycologycN2021cNjjcNolldomo 3.2 6

30 LargeNγifferencesNinNtheNHaptophyteNMitochondrialNGenomesNγrivenNbyNRepeatNymplificationseN
FrontierslinlMicrobiologycN2021cNhicNmnmkkn 5.7 2

29 HighNgeneticNdiversityNofNtheNharmfulNalgalNbloomNspeciesNPhaeocystisNglobosaNrevealedNusingNtheN
molecularNmarkerNβOXheNHarmfullAlgaecN2021cNhgncNhgigml 5.3 4

28 EightNsoybeanNreferenceNgenomeNresourcesNfromNvaryingNlatitudesNandNagronomicNtraitseNScientificl
DatacN2021cNocNhmk 8.2 4

27 βompleteNchloroplastNgenomeNofNXMediophyceaecNzacillariophytaZeNMitochondriallDNAlPartlB:l
ResourcescN2021cNmcNihpkdihpn 0.5 1

26 βompleteNmitochondrialNgenomeNofNXβoscinodiscophyceaecNzacillariophytaZeNMitochondriallDNAlPartl
B:lResourcescN2021cNmcNijhpdijih 0.5 1

25 βompleteNmitochondrialNgenomeNofNXβoscinodiscophyceaecNzacillariophytaZeNMitochondriallDNAlPartl
B:lResourcescN2021cNmcNijjidijjk 0.5 0

24 MetabarcodingNanalysisNofNharmfulNalgalNbloomNspeciesNinNtheNβhangjiangNEstuarycNβhinaeNSciencelofl
thelTotallEnvironmentcN2021cNnoicNhkmoij 10.2 4

23 MetabarcodingNdissectionNofNharmfulNalgalNbloomNspeciesNinNtheNEastNβhinaNSeaNoffNSouthernN
ZhejiangNProvinceNinNlateNspringeNMarinelPollutionlBulletincN2021cNhmpcNhhilom 6.7 2

22 TheNβardamineNenshiensisNgenomeNrevealsNwholeNgenomeNduplicationNandNinsightNintoNseleniumN
hyperaccumulationNandNtoleranceeNCelllDiscoverycN2021cNncNmi 22.3 2

21 βompleteNmitochondrialNgenomeNofNtheNharmfulNalgalNbloomNspeciesNXzacillariophyceaecN
zacillariophytaZeNMitochondriallDNAlPartlB:lResourcescN2021cNmcNilkhdilkj 0.5

20 PhylogenomicNanalysisNofNtheNchloroplastNgenomeNofNtheNgreendtideNformingNmacroalgaNLinnaeusN
XUlvophyceaecNβhlorophytaZeNMitochondriallDNAlPartlB:lResourcescN2021cNmcNjglidjglk 0.5 0

19 βhloroplastNGenomesNforNFiveNSpeciesqNβomparativeNandNPhylogeneticNynalysiseeNFrontierslinlPlantl
SciencecN2021cNhicNnnkmhn 6.2 2

18 βomparativeNynalysisNofNβhloroplastNGenomesNofNThalassiosiraNSpecieseNFrontierslinlMarinelSciencecN
2021cNocN 4.5 1

17 MetabarcodingNanalysisNofNharmfulNalgalNspeciesNinNJiaozhouNzayeNHarmfullAlgaecN2020cNpicNhghnni 5.3 14

16 MetabolicNanalysesNbyNmetatranscriptomicsNhighlightNplasticityNinNphosphorusNacquisitionNduringN
monospecificNandNmultispeciesNalgalNbloomseNHydrobiologiacN2020cNokncNhgnhdhgol 2.4 3

15 γevelopmentNofNaNhighdresolutionNmolecularNmarkerNforNtrackingNPhaeocystisNglobosaNgeneticN
diversityNthroughNcomparativeNanalysisNofNchloroplastNgenomeseNHarmfullAlgaecN2020cNppcNhghphh 5.3 15

14 MultipleNIntraspecificNVariationsNofNMitochondrialNGenomesNinNtheNGreendTideNFormingNylgacNUlvaN
compressaNLinnaeusNXUlvophyceaecNβhlorophytaZeNFrontierslinlMarinelSciencecN2020cNncN 4.5 1

(2020-2021)

3



13 InitialNdataNreleaseNandNannouncementNofNtheNhgcgggNFishNGenomesNProjectNXFishhgKZeNGigaSciencecN
2020cNpcN 7.6 12

12
βonstructionNandNcomparativeNanalysisNofNmitochondrialNgenomeNinNtheNbrownNtideNformingNalgaN
yureococcusNanophagefferensNXPelagophyceaecNOchrophytaZeNJournalloflAppliedlPhycologycN2020cN
jicNkkhdklg

3.2 4

11 yNchromosomaldlevelNgenomeNassemblyNforNtheNinsectNvectorNforNβhagasNdiseasecNTriatomaN
rubrofasciataeNGigaSciencecN2019cNocN 7.6 11

10 GenomicNIdentificationNandNFunctionalNβharacterizationNofNEssentialNGenesNineNG3:lGenes,lGenomes,l
GeneticscN2018cNocNpohdppn 3.2 13

9 yNdraftNgenomeNassemblyNofNtheNβhineseNsillagoNXSillagoNsinicaZcNtheNfirstNreferenceNgenomeNforN
SillaginidaeNfisheseNGigaSciencecN2018cNncN 7.6 22

8 InterplayNbetweenNmaternalNSlcmakNmutationNandNprenatalNstressqNaNpossibleNmechanismNforNautisticN
behaviorNdevelopmenteNScientificlReportscN2017cNncNonjl 4.9 16

7 NewNobservationNofNsialuriaNpromptsNdetectionNofNliverNtumorNinNpreviouslyNreportedNpatienteN
MolecularlGeneticslandlMetabolismcN2016cNhhocNpidp 3.7 2

6 βonservationNofNhotNregionsNinNproteindproteinNinteractionNinNevolutioneNMethodscN2016cNhhgcNnjdog 4.6 11

5 SpectrumNofNvariationsNinNdogdhfFyNβJNandNmdfdhfMyγhNdefectiveNβaenorhabditisNelegansNstrainsN
afterNlongdtermNpropagationeNBMClGenomicscN2015cNhmcNihg 4.5 6

4
FactordinducedNReprogrammingNandNZincNFingerNNucleasedaidedNGeneNTargetingNβauseNγifferentN
GenomeNInstabilityNinN˛†dThalassemiaNInducedNPluripotentNStemNβellsNXiPSβsZeNJournalloflBiologicall
ChemistrycN2015cNipgcNhignpdop

5.4 27

3 GenomedwideNvariationsNinNaNnaturalNisolateNofNtheNnematodeNβaenorhabditisNeleganseNBMCl
GenomicscN2014cNhlcNill 4.5 16

2 MutationalNlandscapeNofNintrahepaticNcholangiocarcinomaeNNaturelCommunicationscN2014cNlcNlmpm 17.4 220

1 UsingNRepeatMaskerNtoNidentifyNrepetitiveNelementsNinNgenomicNsequenceseNCurrentlProtocolslinl
BioinformaticscN2009cNβhapterNkcNUnitNkehg 24.2 733
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