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370 —erformanceIoharacteristicsIofIαealVTimeI—oαsIforImfricanISwineIreverIVirusIsenomeI
petectionVoomparisonIofITwelveIwitsItoIanI–uqVαecommendedIyethodWWIVirusesUI2022UIZ_UI 6.2 3

369 mntibodiesIagainstIviralInucleoVUIphosphoVUIandIXIproteinIcontributeItoIserologicalIdiagnosisIofIfatalI
nornaIdiseaseIvirusIZIinfectionsWWICelleReportseMedicineUI2022UI]UIZYY_ee 18 2

368 mdvancesIandIgapsIinISmαSVooVV[IinfectionImodelsWWIPLoSePathogensUI2022UIZdUIeZYZYZbZ 7.6 13

367 umprovedISubtypingIofImvianIunfluenzaIVirusesIUsingIanIαTVq—oαVnasedIxowIpensityImrrayfIPαiemsI
unfluenzaIaITypingImrrayPUIVersionI[IQαuTmV[RWWIVirusesUI2022UIZ_UI 6.2 2

366 unfectionsIwithIhighlyIpathogenicIavianIinfluenzaImIvirusIQt—muVRItazdIinIharborIsealsIatItheI
sermanIzorthISeaIcoastUI[Y[ZWWIEmergingeMicrobeseandeInfectionsUI2022UIZV][ 18.9 6

365 αevisitingIαustrelaIVirusfIzewIoasesIofIqncephalitisIandIaISolutionItoItheIoapsidIqnigmaWWI
MicrobiologyeSpectrumUI2022UIeYYZY][[ 8.9 1

364 tighlyIpathogenicIavianIinfluenzaIvirusIincursionsIofIsubtypeItazdUItazaUItazZUItaz_UIandItaz]I
inIsermanyIduringI[Y[YV[ZWWIViruseEvolutionUI2022UIdUIveacY]a 3.7 3

363 VaccinationIWithIaIsammaIurradiationVunactivatedImfricanISwineIreverIVirusIusISafeInutIpoesIzotI
—rotectImgainstIaIohallengeWWIFrontierseineImmunologyUI2022UIZ]UId][[b_ 8.4 0

362 unternationalIproficiencyItrialIforIbovineIviralIdiarrheaIvirusIQnVpVRIantibodyIdetectionfIlimitationsI
ofImilkIserologyWWIBMCeVeterinaryeResearchUI2022UIZdUIZbd 2.7 0

361 qxploringIsurfaceIwaterIasIaItransmissionImediumIofIavianIinfluenzaIvirusesIVIsystematicIinfectionI
studiesIinImallardsWWIEmergingeMicrobeseandeInfectionsUI2022UIZV]Y 18.9 2

360 nluetongueIVirusIunfectionIofIsoatsfIαeVqmergedIquropeanISerotypeIdIvsWITwoImtypicalISerotypesWI
VirusesUI2022UIZ_UIZY]_ 6.2 0

359 qasyIqxpressIqxtractionIQTripleqRâ��mIUniversalUIqlectricityVrreeIzucleicImcidIqxtractionISystemIforI
theIxabIandItheI—enWIMicroorganismsUI2022UIZYUIZYc_ 4.9 0

358 qnhancedIfitnessIofISmαSVooVV[IvariantIofIconcernImlphaIbutInotInetaWWINatureUI2021UI 50.4 12

357 WildIbirdItradeIatIliveIpoultryImarketsIpotentiatesIrisksIofIavianIinfluenzaIvirusIintroductionsIinI
uranWIInfectioneEcologyeandeEpidemiologyUI2021UIZZUIZee[Yd] 4.3

356 –ptimizingIαeleaseIofIzucleicImcidsIofIandIfromIrTmIoardsWIInternationaleJournaleofeMoleculare
SciencesUI2021UI[[UI 6.3 2

355 ZoonosesImnticipationIandI—reparednessIunitiativeUIstakeholdersIconferenceUIrebruaryI_IOIaUI[Y[ZWI
BiologicalsUI2021UIc_UIZYVZa 1.8

354 voiningItheIclubfIrirstIdetectionIofImfricanIswineIfeverIinIwildIboarIinIsermanyWITransboundaryeande
EmergingeDiseasesUI2021UIbdUIZc__VZca[ 4.2 29
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353 yultiVspeciesIqxuSmIforItheIdetectionIofIantibodiesIagainstISmαSVooVV[IinIanimalsWITransboundarye
andeEmergingeDiseasesUI2021UIbdUIZcceVZcda 4.2 31

352 zoIhintsIatIglyphosateVinducedIruminalIdysbiosisIinIcowsWINpjeBiofilmseandeMicrobiomesUI2021UIcUI]Y 8.2 4

351 ooVinfectionsfISimultaneousIdetectionsIofIWestIzileIvirusIandIUsutuIvirusIinIbirdsIfromIsermanyWI
TransboundaryeandeEmergingeDiseasesUI2021UI 4.2 8

350 αeVuntroductionIofInovineIViralIpiarrheaIVirusIinIaIpiseaseVrreeIαegionfIumpactIonItheImffectedI
oattleIterdIandIpiagnosticIumplicationsWIPathogensUI2021UIZYUI 4.5 3

349 —utativeIzovelImtypicalInTVISerotypeIP]bPIudentifiedIinISmallIαuminantsIinISwitzerlandWIVirusesUI
2021UIZ]UI 6.2 6

348
qgyptianIrruitInatsIQRIWereIαesistantItoIqxperimentalIunoculationIwithImvianV–riginIunfluenzaImI
VirusIofISubtypeItez[UInutImreISusceptibleItoIqxperimentalIunfectionIwithInatVnorneItez[IVirusWI
VirusesUI2021UIZ]UI

6.2 4

347
rullVsenomeISequencesIandI—hylogeneticImnalysisIofImrchivedIpanishIquropeanInatIxyssavirusIZI
QqnxVVZRIqmphasizeIaItigherIseneticIαesolutionIandISpatialISegregationIforISublineageIZaWIVirusesUI
2021UIZ]UI

6.2 3

346 qxperimentalISmαSVooVV[IunfectionIofInankIVolesWIEmergingeInfectiouseDiseasesUI2021UI[cUIZZe]VZZea 10.2 12

345 TheISecondIWaveIofISmαSVooVV[IoirculationVmntibodyIpetectionIinItheIpomesticIoatI—opulationIinI
sermanyWIVirusesUI2021UIZ]UI 6.2 13

344 mISemiquantitativeIScoringISystemIforItistopathologicalIandIummunohistochemicalImssessmentIofI
xesionsIandITissueITropismIinImvianIunfluenzaWIVirusesUI2021UIZ]UI 6.2 4

343 seneticIandIantigenicIevolutionIofItZIswineIinfluenzaImIvirusesIisolatedIinInelgiumIandItheI
zetherlandsIfromI[YZ_IthroughI[YZeWIScientificeReportsUI2021UIZZUIZZ[cb 4.9 4

342 mctiveIoaseIrindingIofIourrentInornavirusIunfectionsIinItumanIqncephalitisIoasesIofIUnknownI
qtiologyUIsermanyUI[YZdV[Y[YWIEmergingeInfectiouseDiseasesUI2021UI[cUIZ]cZVZ]ce 10.2 8

341 αecommendationsIforItheIintroductionIofImetagenomicInextVgenerationIsequencingIinIclinicalI
virologyUIpartIuufIbioinformaticIanalysisIandIreportingWIJournaleofeClinicaleVirologyUI2021UIZ]dUIZY_dZ[ 14.5 9

340 mdherentIandIsuspensionIbabyIhamsterIkidneyIcellsIhaveIaIdifferentIcytoskeletonIandIsurfaceI
receptorIrepertoireWIPLoSeONEUI2021UIZbUIeY[_bbZY 3.7 1

339 oVnooVIandIoV[ooVIprotectIhumanImoq[ItransgenicImiceIfromIancestralInInav—atZIandIemergingI
nWZW]aZISmαSVooVV[WINatureeCommunicationsUI2021UIZ[UI_Y_d 17.4 17

338 pevelopmentIofIaIyodularIVaccineI—latformIforIyultimericImntigenIpisplayIUsingIanI
–rthobunyavirusIyodelWIVaccinesUI2021UIeUI 5.3 3

337 StabilityIofImfricanIswineIfeverIvirusIonIspikedIsprayVdriedIporcineIplasmaWITransboundaryeande
EmergingeDiseasesUI2021UIbdUI[dYbV[dZZ 4.2 2

336 oattleIconnectionfImolecularIepidemiologyIofInVpVIoutbreaksIviaIrapidInanoporeIwholeVgenomeI
sequencingIofIclinicalIsamplesWIBMCeVeterinaryeResearchUI2021UIZcUI[_[ 2.7 1
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335 xongVtermIpresenceIofItickVborneIencephalitisIvirusIinIexperimentallyIinfectedIbankIvolesIQyyodesI
glareolusRWITickseandeTickrborneeDiseasesUI2021UIZ[UIZYZbe] 3.6 4

334 ViralImappingIinIo–VupVZeIdeceasedIinItheImugsburgIautopsyIseriesIofItheIfirstIwavefImImultiorganI
andImultimethodologicalIapproachWIPLoSeONEUI2021UIZbUIeY[a_dc[ 3.7 8

333 —itfallsIinISmαSVooVV[I—oαIdiagnosticsWITransboundaryeandeEmergingeDiseasesUI2021UIbdUI[a]V[ac 4.2 27

332 unfluenzaImIVirusesfIUnderstandingItumanItostIpeterminantsWITrendseineMoleculareMedicineUI2021UI
[cUIZY_VZZ[ 11.5 4

331 αecommendationsIforItheIintroductionIofImetagenomicIhighVthroughputIsequencingIinIclinicalI
virologyUIpartIufIWetIlabIprocedureWIJournaleofeClinicaleVirologyUI2021UIZ]_UIZY_beZ 14.5 14

330 TheIgeneticsIofIhighlyIpathogenicIavianIinfluenzaIvirusesIofIsubtypeItaIinIsermanyUI[YYbV[Y[YWI
TransboundaryeandeEmergingeDiseasesUI2021UIbdUIZZ]bVZZaY 4.2 7

329 ShuniIvirusVinducedImeningoencephalitisIafterIexperimentalIinfectionIofIcattleWITransboundaryeande
EmergingeDiseasesUI2021UIbdUIZa]ZVZa_Y 4.2 2

328
αespiratoryIdiseaseIdueItoImixedIviralIinfectionsIinIpoultryIflocksIinIqgyptIbetweenI[YZcIandI[YZdfI
UpsurgeIofIhighlyIpathogenicIavianIinfluenzaIvirusIsubtypeItazdIsinceI[YZdWITransboundaryeande
EmergingeDiseasesUI2021UIbdUI[ZV]b

4.2 15

327 tighIgeneticIvariabilityIofISchmallenbergIvirusIyVsegmentIleadsItoIefficientIimmuneIescapeIfromI
neutralizingIantibodiesWIPLoSePathogensUI2021UIZcUIeZYYe[_c 7.6 0

326 SmαSVooVV[IinIanimalsfIrromIpotentialIhostsItoIanimalImodelsWIAdvanceseineViruseResearchUI2021UI
ZZYUIaeVZY[ 10.7 12

325 zextVgenerationIdiagnosticsfIvirusIcaptureIfacilitatesIaIsensitiveIviralIdiagnosisIforIepizooticIandI
zoonoticIpathogensIincludingISmαSVooVV[WIMicrobiomeUI2021UIeUIaZ 16.6 9

324 SmαSVooVV[IspikeIpbZ_sIchangeIenhancesIreplicationIandItransmissionWINatureUI2021UIae[UIZ[[VZ[c 50.4 214

323 mfricanISwineIreverIxaboratoryIpiagnosisVxessonsIxearnedIfromIαecentImnimalITrialsWIPathogensUI
2021UIZYUI 4.5 8

322 xateralIflowIassaysIforItheIdetectionIofImfricanIswineIfeverIvirusIantigenIareInotIfitIforIfieldI
diagnosisIofIwildIboarIcarcassesWITransboundaryeandeEmergingeDiseasesUI2021UI 4.2 2

321 —rolongedISmαSVooVV[IαzmISheddingIfromITherapyIoatIafterIolusterI–utbreakIinIαetirementI
tomeWIEmergingeInfectiouseDiseasesUI2021UI[cUIZec_VZecb 10.2 5

320 nenchmarkIofIthirteenIbioinformaticIpipelinesIforImetagenomicIvirusIdiagnosticsIusingIdatasetsI
fromIclinicalIsamplesWIJournaleofeClinicaleVirologyUI2021UIZ_ZUIZY_eYd 14.5 4

319 unvestigationIofIfatalIhumanInornaIdiseaseIvirusIZIencephalitisIoutsideItheIpreviouslyIknownIareaI
forIhumanIcasesUInrandenburgUIsermanyIVIaIcaseIreportWIBMCeInfectiouseDiseasesUI2021UI[ZUIcdc 4 5

318 [Y[ZITaxonomicIupdateIofIphylumIzegarnaviricotaIQαiboviriafI–rthornaviraeRUIincludingItheIlargeI
ordersInunyaviralesIandIyononegaviralesWIArchiveseofeVirologyUI2021UIZbbUI]aZ]V]abb 2.6 10
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317 mfricanISwineIreverIinIWildInoarIinIquropeVmIαeviewWIVirusesUI2021UIZ]UI 6.2 12

316 unIactionVanIearlyIwarningIsystemIforItheIdetectionIofIunexpectedIorInovelIpathogensWIViruse
EvolutionUI2021UIcUIveabYda 3.7 1

315 petectionIofISmαSVooVV[IvariantInWZWZWcIinIaIcatIinIsermanyWIResearcheineVeterinaryeScienceUI2021UI
Z_YUI[[eV[][ 2.5 5

314 untroductionIandIspreadIofIvariegatedIsquirrelIbornavirusIZIQVSnVVZRIbetweenIexoticIsquirrelsIandI
spillVoverIinfectionsItoIhumansIinIsermanyWIEmergingeMicrobeseandeInfectionsUI2021UIZYUIbY[VbZZ 18.9 2

313 qmergenceIandIspreadIofInovelItazdUItazaIandItazZIcladeI[W]W_W_IhighlyIpathogenicIavianI
influenzaIinI[Y[YWIEmergingeMicrobeseandeInfectionsUI2021UIZYUIZ_dVZaZ 18.9 43

312 rirstIisolationUIandIgenomicIcharacterizationIofIzoonoticIvariegatedIsquirrelInornavirusIZIQVSnVVZRI
isolatesWIEmergingeMicrobeseandeInfectionsUI2020UIeUI[_c_V[_d_ 18.9 0

311 SusceptibilityIofIαaccoonIpogsIforIqxperimentalISmαSVooVV[IunfectionWIEmergingeInfectiouseDiseases
UI2020UI[bUI[ed[V[eda 10.2 73

310 —roficiencyITestingIofIyetagenomicsVnasedIpetectionIofIroodVnorneI—athogensIUsingIaIoomplexI
mrtificialISequencingIpatasetWIFrontierseineMicrobiologyUI2020UIZZUIaca]cc 5.7 3

309 KrastoheckI——αVlikeKVmIyolecularIToolIforItheIrastIsenomeIpetectionIofI——αVIandIpifferentialI
piagnosticI—athogensWIVirusesUI2020UIZ[UI 6.2 2

308 mutonomouslyIαeplicatingIαzmsIofInungowannahI—estivirusfIqIusIzotIqssentialIforItheIsenerationI
ofIunfectiousI—articlesWIJournaleofeVirologyUI2020UIe_UI 6.6 1

307 StabilityIofImfricanIswineIfeverIvirusIonIheatVtreatedIfieldIcropsWITransboundaryeandeEmerginge
DiseasesUI2020UIbcUI[]ZdV[][] 4.2 18

306 mIsenomeVWideIoαuS—αVoaseIScreenIαevealsItheIαequirementIofItostIoellISulfationIforI
SchmallenbergIVirusIunfectionWIJournaleofeVirologyUI2020UIe_UI 6.6 12

305 oomparativeIevaluationIofIdifferentIantigenIdetectionImethodsIforItheIdetectionIofIpesteIdesI
petitsIruminantsIvirusWITransboundaryeandeEmergingeDiseasesUI2020UIbcUI[ddZV[deZ 4.2 3

304 SchmallenbergIVirusfIToIVaccinateUIorIzotItoIVaccinatekWIVaccinesUI2020UIdUI 5.3 4

303 zovelIt—muVItazdIαeassortantIQoladeI[W]W_W_bRIpetectedIinIsermanyWIVirusesUI2020UIZ[UI 6.2 26

302 qmergingIinfectiousIbronchitisIvirusIQunVRIinIqgyptfIqvidenceIforIanIevolutionaryIadvantageIofIaI
newISZIvariantIwithIaIuniqueIgeneI]abIconstellationWIInfectionqeGeneticseandeEvolutionUI2020UIdaUIZY__]] 4.5 3

301 —atchyI–ccurrenceIofIoowpoxIVirusIinIVolesIfromIsermanyWIVectorrBorneeandeZoonoticeDiseasesUI
2020UI[YUI_cZV_ca 2.4 3

300 oharacterizationIofIqxperimentalI–roVzasalIunoculationIofISebaPsIShortVTailedInatsIQRIwithInatI
unfluenzaImIVirusItZdzZZWIVirusesUI2020UIZ[UI 6.2 5
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299 unIVivoIoharacterizationIofIaInankIVoleVperivedIoowpoxIVirusIusolateIinIzaturalItostsIandItheIαatI
yodelWIVirusesUI2020UIZ[UI 6.2 2

298
rirstIexperimentalIproofIofIαotavirusImIQαVmRIgenotypeIsZd—[Zc]IinducingItheIclinicalIpresentationI
ofIPyoungIpigeonIdiseaseIsyndromePIQY—pSRIinIdomesticIpigeonsIQoolumbaIliviaRWITransboundaryeande
EmergingeDiseasesUI2020UIbcUIZaYcVZaZb

4.2 6

297 yodulationIofIlethalIt—muVItazdIcladeI[W]W_W_nIinfectionIinImuVIpreVexposedImallardsWIEmerginge
MicrobeseandeInfectionsUI2020UIeUIZdYVZe] 18.9 11

296 SearchIforIpolyomaVUIherpesVUIandIbornavirusesIinIsquirrelsIofItheIfamilyISciuridaeWIVirologyeJournalUI
2020UIZcUI_[ 6.1 5

295 mctiveIvirologicalIsurveillanceIinIbackyardIducksIinInangladeshfIdetectionIofIavianIinfluenzaIandI
gammacoronavirusesWIAvianePathologyUI2020UI_eUI]bZV]bd 2.4 5

294 WestIzileIVirusIqpidemicIinIsermanyITriggeredIbyIqpizooticIqmergenceUI[YZeWIVirusesUI2020UIZ[UI 6.2 37

293 αeVcirculationIofISchmallenbergIvirusUIsermanyUI[YZeWITransboundaryeandeEmergingeDiseasesUI2020UI
bcUI[[eYV[[ea 4.2 6

292 —utativeIzovelISerotypesIP]]PIandIP]aPIinIolinicallyItealthyISmallIαuminantsIinIyongoliaIqxpandItheI
sroupIofImtypicalInTVWIVirusesUI2020UIZ]UI 6.2 10

291 yultimericIsingleVdomainIantibodyIcomplexesIprotectIagainstIbunyavirusIinfectionsWIELifeUI2020UIeUI 8.9 12

290 mImodifiedIliveIbatIinfluenzaImIvirusVbasedIvaccineIprototypeIprovidesIfullIprotectionIagainstI
t—muVItazZWINpjeVaccinesUI2020UIaUI_Y 9.5 4

289 oharacterizationIofIbluetongueIvirusIserotypeI[dWITransboundaryeandeEmergingeDiseasesUI2020UIbcUIZcZVZd[4.2 31

288 WhatIaIpifferenceIaIseneIyakesfIudentificationIofIVirulenceIractorsIofIoowpoxIVirusWIJournaleofe
VirologyUI2020UIe_UI 6.6 4

287 ZoonoticIspilloverIinfectionsIwithInornaIdiseaseIvirusIZIleadingItoIfatalIhumanIencephalitisUI
ZeeeV[YZefIanIepidemiologicalIinvestigationWILanceteInfectiouseDiseasesqeTheUI2020UI[YUI_bcV_cc 25.5 41

286 qxperimentalIunfectionIandIseneticIoharacterizationIofITwoIpifferentIoapripoxIVirusIusolatesIinI
SmallIαuminantsWIVirusesUI2020UIZ[UI 6.2 10

285 mISyntheticIyodifiedIxiveIohimericIyarkerIVaccineIagainstInVpVVZIandInVpVV[WIVaccinesUI2020UIdUI 5.3 1

284 udentificationIofImfricanIswineIfeverIvirusVlikeIelementsIinItheIsoftItickIgenomeIprovidesIinsightsI
intoItheIvirusPIevolutionWIBMCeBiologyUI2020UIZdUIZ]b 7.3 14

283 mnimalImodelsIforIo–VupVZeWINatureUI2020UIadbUIaYeVaZa 50.4 377

282 αelativesIofIrubellaIvirusIinIdiverseImammalsWINatureUI2020UIadbUI_[_V_[d 50.4 27
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281 mgeVpependentI—rogressionIofISmαSVooVV[IunfectionIinISyrianItamstersWIVirusesUI2020UIZ[UI 6.2 112

280 TheImfricanIswineIfeverIvirusIisolateInelgiumI[YZdXZIshowsIhighIvirulenceIinIquropeanIwildIboarWI
TransboundaryeandeEmergingeDiseasesUI2020UIbcUIZba_VZbae 4.2 18

279 mreIhumanInornaIdiseaseIvirusIZIinfectionsIzoonoticIandIfatalkIVImuthorsPIreplyWILanceteInfectiouse
DiseasesqeTheUI2020UI[YUIbaZ 25.5 3

278 WholeVsenomeISequenceIofIanImfricanISwineIreverIVirusIusolateIfromItheIozechIαepublicWI
MicrobiologyeResourceeAnnouncementsUI2020UIeUI 1.3 3

277 senesisIandIspreadIofImultipleIreassortantsIduringItheI[YZbX[YZcItaIavianIinfluenzaIepidemicIinI
qurasiaWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2020UIZZcUI[YdZ_V[Yd[a11.5 28

276 SmαSVooVV[IinIfruitIbatsUIferretsUIpigsUIandIchickensfIanIexperimentalItransmissionIstudyWILancete
MicrobeqeTheUI2020UIZUIe[ZdVe[[a 22.2 278

275 mfricanIswineIfeverIVImIreviewIofIcurrentIknowledgeWIViruseResearchUI2020UI[dcUIZedYee 6.4 68

274 SurveillanceIofIquropeanIpomesticI—igI—opulationsIudentifiesIanIqmergingIαeservoirIofI—otentiallyI
ZoonoticISwineIunfluenzaImIVirusesWICelleHosteandeMicrobeUI2020UI[dUIbZ_Vb[cWeb 23.4 30

273 UntargetedImetagenomicsIshowsIaIreliableIperformanceIforIsynchronousIdetectionIofIparasitesWI
ParasitologyeResearchUI2020UIZZeUI[b[]V[b[e 2.4 7

272 usolationIandIoultivationIofIaIzewIusolateIofInTVV[aIandI—resumptiveIqvidenceIforIaI—otentialI
—ersistentIunfectionIinItealthyIsoatsWIVirusesUI2020UIZ[UI 6.2 6

271 mfricanIswineIfeverIwholeVgenomeIsequencingV uantityIwantedIbutIqualityIneededWIPLoSe
PathogensUI2020UIZbUIeZYYdcce 7.6 7

270 αapidImultiplexIyinu–zInanoporeIsequencingIworkflowIforIunfluenzaImIvirusesWIBMCeInfectiouse
DiseasesUI2020UI[YUIb_d 4 16

269 αeVemergenceIofIporcineIepidemicIdiarrheaIvirusIinIaIpigletVproducingIfarmIinInorthwesternI
sermanyIinI[YZeWIBMCeVeterinaryeResearchUI2020UIZbUI][e 2.7 3

268 qxperimentalIunfectionIofIoattleIwithISmαSVooVV[WIEmergingeInfectiouseDiseasesUI2020UI[bUI[eceV[edZ 10.2 82

267 –ccurrenceIofImntibodiesIagainstISmαSVooVV[IinItheIpomesticIoatI—opulationIofIsermanyWIVaccines
UI2020UIdUI 5.3 43

266 qstablishmentIofIaIohallengeIyodelIforISheeppoxIVirusIunfectionWIMicroorganismsUI2020UIdUI 4.9 4

265 yodelIofIpersistentIfootVandVmouthIdiseaseIvirusIinfectionIinImultilayeredIcellsIderivedIfromI
bovineIdorsalIsoftIpalateWITransboundaryeandeEmergingeDiseasesUI2020UIbcUIZ]]VZ_d 4.2 5

264 nornaIdiseaseIoutbreakIwithIhighImortalityIinIanIalpacaIherdIinIaIpreviouslyIunreportedIendemicI
areaIinIsermanyWITransboundaryeandeEmergingeDiseasesUI2020UIbcUI[Ye] 4.2 6

(2020-2020)
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263 natsIrevealItheItrueIpowerIofIinfluenzaImIvirusIadaptabilityWIPLoSePathogensUI2020UIZbUIeZYYd]d_ 7.6 15

262
oomparisonIofIpathogenicityIofIsubtypeIteIavianIinfluenzaIwildVtypeIvirusesIfromIaIwideI
geographicIoriginIexpressingImonoVUIdiVUIorItriVbasicIhemagglutininIcleavageIsitesWIVeterinarye
ResearchUI2020UIaZUI_d

3.8 11

261 VirusImdaptationIandISelectionIrollowingIohallengeIofImnimalsIVaccinatedIagainstIolassicalISwineI
reverIVirusWIVirusesUI2019UIZZUI 6.2 4

260 pistributionIofIzoonoticIvariegatedIsquirrelIbornavirusIZIinInaturallyIinfectedIvariegatedIandI
—revostPsIsquirrelsWIScientificeReportsUI2019UIeUIZZ_Y[ 4.9 2

259 mIpeepVSequencingIWorkflowIforItheIrastIandIqfficientIsenerationIofItighV ualityImfricanISwineI
reverIVirusIWholeVsenomeISequencesWIVirusesUI2019UIZZUI 6.2 27

258 natIinfluenzaIvirusesItransmitIamongIbatsIbutIareIpoorlyIadaptedItoInonVbatIspeciesWINaturee
MicrobiologyUI2019UI_UI[[edV[]Ye 26.6 23

257 seneticIoharacterizationIandIZoonoticI—otentialIofItighlyI—athogenicImvianIunfluenzaIVirusI
mQtazbXtazaRUIsermanyUI[YZcV[YZdWIEmergingeInfectiouseDiseasesUI2019UI[aUIZec]VZecb 10.2 14

256 TaxonomyIofItheIorderInunyaviralesfIsecondIupdateI[YZdWIArchiveseofeVirologyUI2019UIZb_UIe[cVe_Z 2.6 76

255 —roteogenomicsIUncoversIoriticalIqlementsIofItostIαesponseIinInovineISoftI—alateIqpithelialIoellsI
rollowingIunIVitroIunfectionIwithIrootVmndVyouthIpiseaseIVirusWIVirusesUI2019UIZZUI 6.2 9

254 nungowannahIvirusIinItheIaffectedIpigIpopulationfIaIretrospectiveIgeneticIanalysisWIViruseGenesUI
2019UIaaUI[edV]Y] 2.3 1

253 —roficiencyITestingIofIVirusIpiagnosticsInasedIonInioinformaticsImnalysisIofISimulatedI
tighVThroughputISequencingIpataISetsWIJournaleofeClinicaleMicrobiologyUI2019UIacUI 9.7 19

252 oellIpensityIqffectsIinIpifferentIoellIoultureIyediaIandITheirIumpactIonItheI—ropagationIofI
rootVmndVyouthIpiseaseIVirusWIVirusesUI2019UIZZUI 6.2 4

251 unvestigationIofIcellIcultureIconditionsIforIoptimalIfootVandVmouthIdiseaseIvirusIproductionWIBMCe
BiotechnologyUI2019UIZeUI]] 3.5 6

250 oomparativeImnalysisIofIWholeVsenomeISequenceIofImfricanISwineIreverIVirusInelgiumI[YZdXZWI
EmergingeInfectiouseDiseasesUI2019UI[aUIZ[_eVZ[a[ 10.2 24

249 TaxonomyIofItheIorderInunyaviralesfIupdateI[YZeWIArchiveseofeVirologyUI2019UIZb_UIZe_eVZeba 2.6 148

248 mkabaneIVirusIandISchmallenbergIVirusIQ—eribunyaviridaeRI2019UI]_V]e 3

247
unvestigationIofIsuspectedIzewcastleIdiseaseIQzpRIoutbreaksIinIqgyptIuncoversIaIhighIvirusI
velogenicIzpIvirusIburdenIinIsmallVscaleIholdingsIandItheIpresenceIofImultipleIpathogensWIAviane
PathologyUI2019UI_dUI_YbV_Za

2.4 11

246 ooVcirculationIofIgeneticallyIdistinctIhighlyIpathogenicIavianIinfluenzaImIcladeI[W]W_W_IQtazbRI
virusesIinIwildIwaterfowlIandIpoultryIinIquropeIandIqastImsiaUI[YZcVZdWIViruseEvolutionUI2019UIaUIvezYY_ 3.7 37
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245 nitingIyidgesVUnderestimatedIVectorsIforImrbovirusesIofI—ublicItealthIandIVeterinaryIumportanceWI
VirusesUI2019UIZZUI 6.2 36

244 ShuniIvirusIinIusraelfIzeurologicalIdiseaseIandIfatalitiesIinIcattleWITransboundaryeandeEmerginge
DiseasesUI2019UIbbUIZZ[bVZZ]Z 4.2 13

243 —athogenesisIofImfricanIswineIfeverIinIdomesticIpigsIandIquropeanIwildIboarIVIxessonsIlearnedI
fromIrecentIanimalItrialsWIViruseResearchUI2019UI[cZUIZecbZ_ 6.4 37

242 tumanIbornavirusIresearchfInackIonItrackJWIPLoSePathogensUI2019UIZaUIeZYYcdc] 7.6 18

241 yetagenomicsIforIbroadIandIimprovedIparasiteIdetectionfIaIproofVofVconceptIstudyIusingIswineI
faecalIsamplesWIInternationaleJournaleforeParasitologyUI2019UI_eUIcbeVccc 4.3 23

240 qxploringItheIαeservoirItostsIofITickVnorneIqncephalitisIVirusWIVirusesUI2019UIZZUI 6.2 41

239 TheIneuropathologyIofIfatalIencephalomyelitisIinIhumanInornaIvirusIinfectionWIActae
NeuropathologicaUI2019UIZ]dUIba]Vbba 14.3 26

238 mnalysisIofIexoticIsquirrelItradeIandIdetectionIofIhumanIinfectionsIwithIvariegatedIsquirrelI
bornavirusIZUIsermanyUI[YYaItoI[YZdWIEurosurveillanceUI2019UI[_UI 19.8 10

237 tighlyI—athogenicIandIxowI—athogenicImvianIunfluenzaItaISubtypeIVirusesIinIWildInirdsIinIUkraineWI
AvianeDiseasesUI2019UIb]UI[ZeV[[e 1.6 6

236 tighlyI—athogenicIandIxowI—athogenicImvianIunfluenzaItaISubtypeIVirusesIinIWildInirdsIinIUkraineWI
AvianeDiseasesUI2019UIb]UI[]aV[_a 1.6 6

235 –rthobunyavirusIspikeIarchitectureIandIrecognitionIbyIneutralizingIantibodiesWINaturee
CommunicationsUI2019UIZYUIdce 17.4 24

234 ytoIclassIuuIproteinsImediateIcrossVspeciesIentryIofIbatIinfluenzaIvirusesWINatureUI2019UIabcUIZYeVZZ[ 50.4 57

233 unIVivoIoharacterizationIofITickVnorneIqncephalitisIVirusIinInankIVolesIQRWIVirusesUI2019UIZZUI 6.2 6

232 piagnosticsIinItheIcontextIofIanIeradicationIprogramfIαesultsIofItheIsermanIbovineIviralIdiarrheaI
proficiencyItrialWIVeterinaryeMicrobiologyUI2019UI[]eUIZYd_a[ 3.3 7

231 xowIprevalenceIofInornaIdiseaseIvirusIZIQnopVVZRIugsIantibodiesIinIhumansIfromIareasIendemicIforI
animalInornaIdiseaseIofISouthernIsermanyWIScientificeReportsUI2019UIeUI[YZa_ 4.9 7

230 yolecularIpetectionIandIoharacterizationIofItheIrirstIoowpoxIVirusIusolateIperivedIfromIaInankI
VoleWIVirusesUI2019UIZZUI 6.2 4

229 yisinterpretationIofISchmallenbergIvirusIsequenceIvariationsfItheIsampleImaterialImakesItheI
differenceWIViruseGenesUI2019UIaaUIZ[]VZ[b 2.3 2

228 qvaluationIofIanIusyVspecificIqxuSmIforIearlyIdetectionIofIbluetongueIvirusIinfectionsIinIdomesticI
ruminantsIseraWITransboundaryeandeEmergingeDiseasesUI2019UIbbUIa]cVa_a 4.2 0

(2019-2019)
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227 retalIinfectionIwithISchmallenbergIvirusIVImnIexperimentalIpathogenesisIstudyIinIpregnantIcowsWI
TransboundaryeandeEmergingeDiseasesUI2019UIbbUI_a_V_b[ 4.2 6

226 mInewlyIdevelopedItetraplexIrealVtimeIαTV—oαIforIsimultaneousIscreeningIofIinfluenzaIvirusItypesI
mUInUIoIandIpWIInfluenzaeandeOthereRespiratoryeVirusesUI2019UIZ]UIcZVd[ 5.6 15

225 unVdepthIgenomeIanalysesIofIvirusesIfromIvaccineVderivedIrabiesIcasesIandIcorrespondingI
liveVattenuatedIoralIrabiesIvaccinesWIVaccineUI2019UI]cUI_cadV_cba 4.1 12

224 TaxonomyIofItheIfamilyImrenaviridaeIandItheIorderInunyaviralesfIupdateI[YZdWIArchiveseofeVirologyUI
2018UIZb]UI[[eaV[]ZY 2.6 108

223 SwarmIincursionsIofIreassortantsIofIhighlyIpathogenicIavianIinfluenzaIvirusIstrainsItazdIandItazaUI
cladeI[W]W_W_bUIsermanyUIwinterI[YZbXZcWIScientificeReportsUI2018UIdUIZa 4.9 45

222 raecalIqscherichiaIcoliIasIbiologicalIindicatorIofIspatialIinteractionIbetweenIdomesticIpigsIandIwildI
boarIQSusIscrofaRIinIoorsicaWITransboundaryeandeEmergingeDiseasesUI2018UIbaUIc_bVcac 4.2 8

221 SchmallenbergIvirusInonVstructuralIproteinIzSmfIuntracellularIdistributionIandIroleIofI
nonVhydrophobicIdomainsWIVirologyUI2018UIaZbUI_bVa_ 3.6 6

220 zoIevidenceIforIlongVtermIcarrierIstatusIofIpigsIafterImfricanIswineIfeverIvirusIinfectionWI
TransboundaryeandeEmergingeDiseasesUI2018UIbaUIZ]ZdVZ][d 4.2 42

219 SimplifyingIsamplingIforImfricanIswineIfeverIsurveillancefImssessmentIofIantibodyIandIpathogenI
detectionIfromIbloodIswabsWITransboundaryeandeEmergingeDiseasesUI2018UIbaUIeZbaVeZc[ 4.2 20

218 –ccupationVmssociatedIratalIximbicIqncephalitisIoausedIbyIVariegatedISquirrelInornavirusIZUI
sermanyUI[YZ]WIEmergingeInfectiouseDiseasesUI2018UI[_UIecdVedc 10.2 23

217 TheI–ccurrenceIofIaIoommercialIzIandIqIpoubleIyutantInVpVVZIxiveVVaccineIStrainIinIzewbornI
oalvesWIVirusesUI2018UIZYUI 6.2 5

216 mInovelIquropeanItazdIinfluenzaImIvirusIhasIincreasedIvirulenceIinIducksIbutIlowIzoonoticI
potentialWIEmergingeMicrobeseandeInfectionsUI2018UIcUIZ][ 18.9 43

215 peletionIatItheIaPVendIofIqstonianImSrVIstrainsIassociatedIwithIanIattenuatedIphenotypeWIScientifice
ReportsUI2018UIdUIbaZY 4.9 70

214 pevelopmentIandIvalidationIofIaIuniversalISVsegmentVbasedIrealVtimeIαTV—oαIassayIforItheI
detectionIofISimbuIserogroupIvirusesWIJournaleofeVirologicaleMethodsUI2018UI[bZUIdYVda 2.6 13

213 —rotectionIagainstItransplacentalItransmissionIofImoderatelyIvirulentIclassicalIswineIfeverIvirusI
usingIliveImarkerIvaccineIKo—c_q[alfKWIVaccineUI2018UI]bUI_ZdZV_Zdc 4.1 7

212 mIclusterIofItwoIhumanIcasesIofItickVborneIencephalitisIQTnqRItransmittedIbyIunpasteurisedIgoatI
milkIandIcheeseIinIsermanyUIyayI[YZbWIEurosurveillanceUI2018UI[]UI 19.8 35

211
nluetongueIvirusIserotypeI[cfIqxperimentalIinfectionIofIgoatsUIsheepIandIcattleIwithIthreeInTVV[cI
variantsIrevealIatypicalIcharacteristicsIandIlikelyIdirectIcontactItransmissionInTVV[cIbetweenIgoatsWI
TransboundaryeandeEmergingeDiseasesUI2018UIbaUIe[aZVe[b]

4.2 35

210 qxperimentalIinfectionIofIsheepUIgoatsIandIcattleIwithIaIbluetongueIvirusIserotypeI_IfieldIstrainI
fromInulgariaUI[YZ_WITransboundaryeandeEmergingeDiseasesUI2018UIbaUIe[_]Ve[aY 4.2 9
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209
αapidIandIsimpleIdetectionIofIfootVandVmouthIdiseaseIvirusfIqvaluationIofIaIcartridgeVbasedI
molecularIdetectionIsystemIforIuseIinIbasicIlaboratoriesWITransboundaryeandeEmergingeDiseasesUI
2018UIbaUIacdVad_

4.2 6

208 pevelopmentIofIwithinVherdIimmunityIandIlongVtermIpersistenceIofIantibodiesIagainstI
SchmallenbergIvirusIinInaturallyIinfectedIcattleWIBMCeVeterinaryeResearchUI2018UIZ_UI]bd 2.7 9

207
mIviralIraceIforIprimacyfIcoVinfectionIofIaInaturalIpairIofIlowIandIhighlyIpathogenicItczcIavianI
influenzaIvirusesIinIchickensIandIembryonatedIchickenIeggsWIEmergingeMicrobeseandeInfectionsUI
2018UIcUI[Y_

18.9 19

206 WidespreadIoccurrenceIofIsquirrelIadenovirusIZIinIredIandIgreyIsquirrelsIinIScotlandIdetectedIbyIaI
novelIrealVtimeI—oαIassayWIViruseResearchUI2018UI[acUIZZ]VZZd 6.4 4

205 ratalIqncephaliticInornaIpiseaseIVirusIZIinISolidV–rganITransplantIαecipientsWINeweEnglandeJournale
ofeMedicineUI2018UI]ceUIZ]ccVZ]ce 59.2 55

204 WhiteVTailedISeaIqagleIQRIpieV–ffIpueItoIunfectionIwithItighlyI—athogenicImvianIunfluenzaIVirusUI
SubtypeItazdUIinIsermanyWIVirusesUI2018UIZYUI 6.2 16

203 zeutralizingIantibodiesIagainstISimbuIserogroupIvirusesIinIcattleIandIsheepUIzigeriaUI[YZ[V[YZ_WI
BMCeVeterinaryeResearchUI2018UIZ_UI[cc 2.7 5

202 mIzovelISquirrelIαespirovirusIwithI—utativeIZoonoticI—otentialWIVirusesUI2018UIZYUI 6.2 8

201 mIVersatileISampleI—rocessingIWorkflowIforIyetagenomicI—athogenIpetectionWIScientificeReportsUI
2018UIdUIZ]ZYd 4.9 66

200 rromIlowItoIhighIpathogenicityVoharacterizationIofItczcIavianIinfluenzaIvirusesIinItwoI
epidemiologicallyIlinkedIoutbreaksWITransboundaryeandeEmergingeDiseasesUI2018UIbaUIZacbVZadc 4.2 23

199 —resenceIofItwoIdifferentIbovineIhepacivirusIclustersIinIsermanyWITransboundaryeandeEmerginge
DiseasesUI2018UIbaUIZcYaVZcZZ 4.2 6

198
qxperimentalIqvaluationIofIraecalIqscherichiaIcoliIandItepatitisIqIVirusIasIniologicalIundicatorsIofI
oontactsInetweenIpomesticI—igsIandIqurasianIWildInoarWITransboundaryeandeEmergingeDiseasesUI
2017UIb_UI_dcV_e_

4.2 8

197 oirculationIofIaISimbuISerogroupIVirusUIoausingISchmallenbergIVirusVxikeIolinicalISignsIinIzorthernI
vordanWITransboundaryeandeEmergingeDiseasesUI2017UIb_UIZYeaVZYee 4.2 7

196
qffectsIofImonensinIandIessentialIoilsIonIimmunologicalUIhaematologicalIandIbiochemicalI
parametersIofIcowsIduringIthe´ transitionIperiodWIJournaleofeAnimalePhysiologyeandeAnimaleNutritionUI
2017UIZYZUIceZVdYb

2.6 18

195 SchmallenbergIVirusIunfectionIpiagnosisfIαesultsIofIaIsermanI—roficiencyITrialWITransboundaryeande
EmergingeDiseasesUI2017UIb_UIZ_YaVZ_ZY 4.2 8

194 tighI—revalenceIofItighlyIVariableImtypicalI—orcineI—estivirusesIroundIinIsermanyWITransboundarye
andeEmergingeDiseasesUI2017UIb_UIe[[Ve[b 4.2 59

193 niologicalIcharacterizationIofImfricanIswineIfeverIvirusIgenotypeIuuIstrainsIfromInorthVeasternI
qstoniaIinIquropeanIwildIboarWITransboundaryeandeEmergingeDiseasesUI2017UIb_UI[Y]_V[Y_Z 4.2 62

192 mInovelIastrovirusIassociatedIwithIencephalitisIandIganglionitisIinIdomesticIsheepWITransboundarye
andeEmergingeDiseasesUI2017UIb_UIbccVbd[ 4.2 56
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191 TheIzVterminalIdomainIofISchmallenbergIvirusIenvelopeIproteinIscIisIhighlyIimmunogenicIandIcanI
provideIprotectionIfromIinfectionWIScientificeReportsUI2017UIcUI_[aYY 4.9 23

190 yutationsIduringItheImdaptationIofItez[ImvianIunfluenzaIVirusItoItheIαespiratoryIqpitheliumIofI
—igsIqnhanceISialicImcidInindingImctivityIandIVirulenceIinIyiceWIJournaleofeVirologyUI2017UIeZUI 6.6 21

189 TaxonomyIofItheIorderIyononegaviralesfIupdateI[YZcWIArchiveseofeVirologyUI2017UIZb[UI[_e]V[aY_ 2.6 137

188 SimpleUIquickIandIcostVefficientfImIuniversalIαTV—oαIandIsequencingIstrategyIforIgenomicI
characterisationIofIfootVandVmouthIdiseaseIvirusesWIJournaleofeVirologicaleMethodsUI2017UI[_bUIadVb_ 2.6 16

187  uasispeciesIcompositionIandIdiversityIdoInotIrevealIanyIpredictorsIforIchronicIclassicalIswineI
feverIvirusIinfectionWIArchiveseofeVirologyUI2017UIZb[UIccaVcdb 2.6 5

186 olassicalIswineIfeverIvaccinesVStateVofVtheVartWIVeterinaryeMicrobiologyUI2017UI[YbUIZYV[Y 3.3 45

185 xoefflerI_WYfIpiagnosticIyetagenomicsWIAdvanceseineViruseResearchUI2017UIeeUIZcV]c 10.7 10

184 oomparativeIanalysisIofIquropeanIbatIlyssavirusIZIpathogenicityIinItheImouseImodelWIPLoSe
NeglectedeTropicaleDiseasesUI2017UIZZUIeYYYabbd 4.8 8

183 αealVtimeIreverseItranscriptionI—oαVbasedIsequencingVindependentIpathotypingIofIqurasianIavianI
influenzaImIvirusesIofIsubtypeItcWIVirologyeJournalUI2017UIZ_UIZ]c 6.1 5

182 VariegatedISquirrelInornavirusIZIinISquirrelsUIsermanyIandItheIzetherlandsWIEmergingeInfectiouse
DiseasesUI2017UI[]UI_ccV_dZ 10.2 26

181 qxperimentalIoowpoxIVirusIQo—XVRIunfectionsIofInankIVolesfIqxceptionalIolinicalIαesistanceIandI
VariableIαeservoirIoompetenceWIVirusesUI2017UIeUI 6.2 8

180 tighlyI—athogenicImvianIunfluenzaItazdIoladeI[W]W_W_bIinIsermanyIinI[YZbX[YZcWIFrontierseine
VeterinaryeScienceUI2017UI_UI[_Y 3.1 32

179 VirulenceIofIcurrentIsermanI—qpVIstrainsIinIsucklingIpigsIandIinvestigationIofIprotectiveIeffectsIofI
maternallyIderivedIantibodiesWIScientificeReportsUI2017UIcUIZYd[a 4.9 11

178
zaturalIαeassortantsIofI—otentiallyIZoonoticImvianIunfluenzaIVirusesItazZIandItez[IfromIqgyptI
pisplayIpistinctI—athogenicI—henotypesIinIqxperimentallyIunfectedIohickensIandIrerretsWIJournaleofe
VirologyUI2017UIeZUI

6.6 19

177 qradicationIofIbovineIviralIdiarrheaIvirusIinIsermanyVpiversityIofIsubtypesIandIdetectionIofI
liveVvaccineIvirusesWIVeterinaryeMicrobiologyUI2017UI[YdUI[aV[e 3.3 19

176 yultipleIdetectionIofIzoonoticIvariegatedIsquirrelIbornavirusIZIαzmIinIdifferentIsquirrelIspeciesI
suggestsIaIpossibleIunknownIoriginIforItheIvirusWIArchiveseofeVirologyUI2017UIZb[UI[c_cV[ca_ 2.6 15

175 mIredIsquirrelIassociatedIadenovirusIidentifiedIbyIaIcombinedImicroarrayIandIdeepIsequencingI
approachWIArchiveseofeVirologyUI2017UIZb[UI]ZbcV]Zc[ 2.6 10

174
qpidemiologicalIandIyolecularImnalysisIofIanI–utbreakIofItighlyI—athogenicImvianIunfluenzaItazdI
cladeI[W]W_W_IinIaIsermanIZoofIqffectiveIpiseaseIoontrolIwithIyinimalIoullingWITransboundaryeande
EmergingeDiseasesUI2017UIb_UIZdZ]VZd[_

4.2 20
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173 zewIxeavesIinItheIsrowingITreeIofI—estivirusesWIAdvanceseineViruseResearchUI2017UIeeUIZ]eVZbY 10.7 18

172 SequenceIanalysisIofISchmallenbergIvirusIgenomesIdetectedIinItungaryWIActaeMicrobiologicaeEte
ImmunologicaeHungaricaUI2017UIb_UI]c]V]d_ 1.8 7

171 SchmallenbergIVirusfImIzovelIVirusIofIVeterinaryIumportanceWIAdvanceseineViruseResearchUI2017UIeeUI]eVbY10.7 29

170 TickVborneIencephalitisIinIaInaturallyIinfectedIsheepWIBMCeVeterinaryeResearchUI2017UIZ]UI[bc 2.7 23

169 mdaptionIofIrypVImsiaVZItoISuspensionIoulturefIoellIαesistanceIusI–vercomeIbyIVirusIoapsidI
mlterationsWIVirusesUI2017UIeUI 6.2 4

168 SixIYearsIQ[YZZV[YZbRIofIyandatoryIzationwideInovineIViralIpiarrheaIoontrolIinIsermanyVmI
SuccessIStoryWIPathogensUI2017UIbUI 4.5 24

167 olassicalISwineIreverVmnIUpdatedIαeviewWIVirusesUI2017UIeUI 6.2 105

166 olassificationIofIoowpoxIVirusesIintoISeveralIpistinctIoladesIandIudentificationIofIaIzovelIxineageWI
VirusesUI2017UIeUI 6.2 38

165 —orcineIqpidemicIpiarrheaIinIquropefIunVpetailImnalysesIofIpiseaseIpynamicsIandIyolecularI
qpidemiologyWIVirusesUI2017UIeUI 6.2 35

164 qpidemiologicalIunvestigationsIofIrourIoowpoxIVirusI–utbreaksIinImlpacaIterdsUIsermanyWIVirusesUI
2017UIeUI 6.2 12

163 –utbreaksIamongIWildInirdsIandIpomesticI—oultryIoausedIbyIαeassortedIunfluenzaImQtazdRIoladeI
[W]W_W_IVirusesUIsermanyUI[YZbWIEmergingeInfectiouseDiseasesUI2017UI[]UIb]]Vb]b 10.2 79

162 TechnologicalIadvancesIinIveterinaryIdiagnosticsfIopportunitiesItoIdeployIrapidIdecentralisedItestsI
toIdetectIpathogensIaffectingIlivestockWIOIEeRevueeScientifiqueeEteTechniqueUI2017UI]bUI_ceV_ed 2.5 10

161 TheIaminoIterminalIsubdomainIofIglycoproteinIscIofISchmallenbergIvirusfIdisulfideIbondingIandI
structuralIdeterminantsIofIneutralizationWIJournaleofeGeneraleVirologyUI2017UIedUIZ[aeVZ[c] 4.9 6

160 unfluenzaImIvirusesIescapeIfromIyxmIrestrictionIatItheIexpenseIofIefficientInuclearIvαz—IimportWI
ScientificeReportsUI2016UIbUI[]Z]d 4.9 96

159 oharacterizationIofIShuniIvirusesIdetectedIinIusraelWIViruseGenesUI2016UIa[UIdYbVdZ] 2.3 8

158 ratalIoowpoxIVirusIunfectionIinIanImbortedIroalWIVectorrBorneeandeZoonoticeDiseasesUI2016UIZbUI_]ZV] 2.4 7

157 petectionIofIaIzovelInovineImstrovirusIinIaIoowIwithIqncephalitisWITransboundaryeandeEmerginge
DiseasesUI2016UIb]UI[a]Ve 4.2 52

156 SpatioVtemporalImnalysisIofItheIseneticIpiversityIofImrcticIαabiesIVirusesIandITheirIαeservoirItostsI
inIsreenlandWIPLoSeNeglectedeTropicaleDiseasesUI2016UIZYUIeYYY_cce 4.8 28

(2016-2017)
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155 qvolutionIandImolecularIepidemiologyIofIclassicalIswineIfeverIvirusIduringIaImultiVannualIoutbreakI
amongstIquropeanIwildIboarWIJournaleofeGeneraleVirologyUI2016UIecUIb]eVb_a 4.9 9

154
mnalysisIofItheIhumoralIimmuneIresponseIagainstItheIenvelopeIglycoproteinIscIofISchmallenbergI
virusIrevealsIaIdomainIlocatedIatItheIaminoIterminusItargetedIbyImmbsIwithIneutralizingIactivityWI
JournaleofeGeneraleVirologyUI2016UIecUIacZVadY

4.9 19

153 SynergisticIantiviralIactivityIofIribavirinIandIinterferonV˛–IagainstIparrotIbornavirusesIinIavianIcellsWI
JournaleofeGeneraleVirologyUI2016UIecUI[YebV[ZY] 4.9 11

152 nluetongueIvirusIserotypeI[cfIdetectionIandIcharacterizationIofItwoInovelIvariantsIinIoorsicaUI
rranceWIJournaleofeGeneraleVirologyUI2016UIecUI[Yc]V[Yd] 4.9 65

151 αiemsIinfluenzaIaItypingIarrayIQαuTmRfImnIαTVq—oαVbasedIlowIdensityIarrayIforIsubtypingIavianIandI
mammalianIinfluenzaIaIvirusesWIScientificeReportsUI2016UIbUI[c[ZZ 4.9 74

150 TickIinfestationIinIbirdsIandIprevalenceIofIpathogensIinIticksIcollectedIfromIdifferentIplacesIinI
sermanyWIParasitologyeResearchUI2016UIZZaUI[c[eV_Y 2.4 27

149 qfficacyIofISuvaxynIoSrIyarkerIQo—c_q[alfRIinItheIpresenceIofIpreVexistingIantibodiesIagainstI
novineIviralIdiarrheaIvirusItypeIZWIVaccineUI2016UI]_UI_bbbV_bcZ 4.1 7

148 tistopathologicalIandIummunohistochemicalIStudiesIofIoowpoxIVirusIαeplicationIinIaI
ThreeVpimensionalISkinIyodelWIJournaleofeComparativeePathologyUI2016UIZaaUIaaVbZ 1 7

147
αapidIdetectionIandIsubtypingIofIquropeanIswineIinfluenzaIvirusesIinIporcineIclinicalIsamplesIbyI
haemagglutininVIandIneuraminidaseVspecificItetraVIandItriplexIrealVtimeIαTV—oαsWIInfluenzaeande
OthereRespiratoryeVirusesUI2016UIZYUIaY_VaZc

5.6 27

146 tighlyI—athogenicImvianIunfluenzaItazdIinIsermanyfI–utbreakIunvestigationsWITransboundaryeande
EmergingeDiseasesUI2016UIb]UIZYV] 4.2 23

145 mIVariegatedISquirrelInornavirusImssociatedIwithIratalItumanIqncephalitisWINeweEnglandeJournaleofe
MedicineUI2015UI]c]UIZa_Vb[ 59.2 161

144 seneticIandIantigenicIcharacterizationIofInungowannahIvirusUIaInovelIpestivirusWIVeterinarye
MicrobiologyUI2015UIZcdUI[a[Ve 3.3 7

143 VaccinesIagainstIinfluenzaImIvirusesIinIpoultryIandIswinefIStatusIandIfutureIdevelopmentsWIVaccineUI
2015UI]]UI[_Z_V[_ 4.1 27

142 αuqySfIaIsoftwareIpipelineIforIsensitiveIandIcomprehensiveItaxonomicIclassificationIofIreadsIfromI
metagenomicsIdatasetsWIBMCeBioinformaticsUI2015UIZbUIbe 3.6 60

141
mInovelIpanelIofImonoclonalIantibodiesIagainstISchmallenbergIvirusInucleoproteinIandI
glycoproteinIscIallowsIspecificIorthobunyavirusIdetectionIandIrevealsIantigenicIdifferencesWI
VeterinaryeResearchUI2015UI_bUI[c

3.8 18

140 SimultaneousIdetectionIofIfiveInotifiableIviralIdiseasesIofIcattleIbyIsingleVtubeImultiplexIrealVtimeI
αTV—oαWIJournaleofeVirologicaleMethodsUI2015UI[ZcUI[dV]a 2.6 24

139 oourseIandItransmissionIcharacteristicsIofIoralIlowVdoseIinfectionIofIdomesticIpigsIandIquropeanI
wildIboarIwithIaIoaucasianImfricanIswineIfeverIvirusIisolateWIArchiveseofeVirologyUI2015UIZbYUIZbacVbc 2.6 104

138 pifferentiationIofIclassicalIswineIfeverIvirusIinfectionIfromIo—c_q[alfImarkerIvaccinationIbyIaI
multiplexImicrosphereIimmunoassayWIVaccineeJournalUI2015UI[[UIbaVcZ 16
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137 nVpV[IoutbreakIleadsItoIhighIlossesIinIcattleIfarmsIinIWesternIsermanyWIHeliyonUI2015UIZUIeYYYZe 3.6 32

136 tighIdefinitionIviralIvaccineIstrainIidentityIandIstabilityItestingIusingIfullVgenomeIpopulationI
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