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106 SplicingLıodulationLasLaLδromisingLTherapeuticLStrategyLforLíysosomalLStorageLwisordersmLTheL
ıucopolysaccharidosesLxxampleaLLifeXL2022XLdeXLick 3

105 xvolutionaryLdynamicsLofLtheLhumanLpseudoautosomalLregionsaLPLoShGeneticsXL2021XLdjXLedcclhfe 6 0

104 vompensatoryLepistasisLexploredLbyLmolecularLdynamicsLsimulationsaLHumanhGeneticsXL2021XLdgcXLdfelYdfge6.3 1

103 vommonLpolymorphicLβTvLvariantsLcanLactLasLgeneticLmodifiersLofLenzymaticLactivityaLHumanh
MutationXL2021XLgeXLljkYlkl 4.7 2

102 InsightsLintoLtheLıiddleLxasternLpaternalLgeneticLpoolLinLTunisiamLhighLprevalenceLofLTYıjcL
haplogroupLinLanLtrabLpopulationaLScientifichReportsXL2021XLddXLdhjek 4.9 0

101 ıolecularLvharacterizationLofLaLαovelLSplicingLıutationLunderlyingLıucopolysaccharidosisLTıδSUL
typeLVIYIndirectLδroofLofLδrincipleLonLItsLδathogenicityaLDiagnosticsXL2020XLdcXL 3.8 2

100 zutfmLaLpolymorphicLpseudogeneLinLhumansLthatLexperiencedLrepeatedLgeneLlossLduringL
mammalianLevolutionaLScientifichReportsXL2020XLdcXLddhih 4.9 0

99 wevelopmentLofLanLtntisenseLβligonucleotideYıediatedLxxonLSkippingLTherapeuticLStrategyLforL
ıucolipidosisLIImLValidationLatLRαtLíevelaLHumanhGenehTherapyXL2020XLfdXLjjhYjkf 4.8 4

98 xuropeanLRomaLgroupsLshowLcomplexLWestLxurasianLadmixtureLfootprintsLandLaLcommonLSouthL
tsianLgeneticLoriginaLPLoShGeneticsXL2019XLdhXLedcckgdj 6 15

97 UnusualL˛†YzlobinLHaplotypeLwistributionLinLαewbornsLfromLuengoXLtngolaaLHemoglobinXL2019XLgfXLdglYdhg0.6 3

96 xssentialLgeneticLfindingsLinLneurodevelopmentalLdisordersaLHumanhGenomicsXL2019XLdfXLfd 6.8 17

95 TheLβrientalisationLofLαorthLtfricamLαewLhintsLfromLtheLstudyLofLautosomalLSTRsLinLanLtrabL
populationaLAnnalshofhHumanhBiologyXL2017XLggXLdkcYdlc 1.7 8

94 YLchromosomeLdiversityLinLaLlinguisticLisolateLTıirandeseXLαxLδortugalUaLAmericanhJournalhofhHumanh
BiologyXL2016XLekXLijdYkc 2.7 2

93 SolvingLaLcaseLofLallelicLdropoutLinLtheLzαδTtuLgenemLimplicationsLinLtheLmolecularLdiagnosisLofL
mucolipidosisLtypeLIIILalphabbetaaLJournalhofhPediatrichEndocrinologyhandhMetabolismXL2016XLelXLdeehYdeek1.6 4

92 ıosaicLmaternalLancestryLinLtheLzreatLíakesLregionLofLxastLtfricaaLHumanhGeneticsXL2015XLdfgXLdcdfYej 6.3 11

91 xnrichingLtheLknowledgeLonLxastLtsiaLpopulationsmLvharacterizationLofLmaleLlineagesLfromLıacauL
andLShanghaiaLForensichSciencehInternational:hGeneticshSupplementhSeriesXL2015XLhXLefeeYefeg 0.5

90 xxploringLtheLrelationshipLbetweenLlifestylesXLdietsLandLgeneticLadaptationsLinLhumansaLBMCh
GeneticsXL2015XLdiXLhh 2.6 11
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89
yunctionalLanalysisLofLsplicingLmutationsLinLtheLIwSLgeneLandLtheLuseLofLantisenseLoligonucleotidesL
toLexploitLanLalternativeLtherapyLforLıδSLIIaLBiochimicahEthBiophysicahActahyhMolecularhBasishofh
DiseaseXL2015XLdkheXLejdeYed

6.9 10

88 δortugueseLmitochondrialLwαtLgeneticLdiversityYtnLupdateLandLaLphylogeneticLrevisionaLForensich
SciencehInternational:hGeneticsXL2015XLdhXLejYfe 4.3 10

87 ıirandeseLlanguageLandLgeneticLdifferentiationLinLIberiamLaLstudyLusingLXLchromosomeLmarkersaL
AnnalshofhHumanhBiologyXL2015XLgeXLecYh 1.7 9

86 ıolecularLandLcomputationalLanalysesLofLgenesLinvolvedLinLmannoseLiYphosphateLindependentL
traffickingaLClinicalhGeneticsXL2015XLkkXLdlcYg 4 3

85 wataLinLsupportLofLaLfunctionalLanalysisLofLsplicingLmutationsLinLtheLIwSLgeneLandLtheLuseLofL
antisenseLoligonucleotidesLtoLexploitLanLalternativeLtherapyLforLıδSLIIaLDatahinhBriefXL2015XLhXLkdcYj 1.2 5

84 δharmacogeneticLδolymorphismsLinLaLδortugueseLzypsyLδopulationaLCurrenthPharmacogenomicsh
andhPersonalizedhMedicineXL2015XLdfXLfiYgc 0.4 1

83 TheLpeoplingLofLzreenlandmLfurtherLinsightsLfromLtheLanalysisLofLgeneticLdiversityLusingLautosomalL
andLXYchromosomalLmarkersaLEuropeanhJournalhofhHumanhGeneticsXL2015XLefXLeghYhd 5.3 13

82 wistinctiveLpatternsLofLevolutionLofLtheL˛·YglobinLgeneLTHuwULinLprimatesaLPLoShONEXL2015XLdcXLecdeffih 3.7 4

81 ıucolipidosisLIIYrelatedLmutationsLinhibitLtheLexitLfromLtheLendoplasmicLreticulumLandLproteolyticL
cleavageLofLzlcαtcYdYphosphotransferaseLprecursorLproteinLTzαδTtuUaLHumanhMutationXL2014XLfhXLfikYji4.7 21

80 δrenatalLskeletalLdysplasiaLphenotypeLinLsevereLıíIILalphabbetaLwithLnovelLzαδTtuLmutationaLGene
XL2014XLhgeXLeiiYk 3.8 10

79 TherapeuticLstrategiesLbasedLonLmodifiedLUdLsnRαtsLandLchaperonesLforLSanfilippoLvLsplicingL
mutationsaLOrphanethJournalhofhRarehDiseasesXL2014XLlXLdkc 4.2 31

78 tssessingLtheLpotentialLapplicationLofLXYchromosomalLhaploblocksLinLpopulationLgeneticsLandL
forensicLstudiesaLForensichSciencehInternational:hGeneticshSupplementhSeriesXL2013XLgXLelYedc 0.5 1

77 íinguisticLisolatesLinLδortugalmLinsightsLfromLtheLmitochondrialLwαtLpatternaLForensichScienceh
International:hGeneticsXL2013XLjXLidkYief 4.3 10

76 SortilinLandLtheLriskLofLcardiovascularLdiseaseaLRevistahPortuguesahDehCardiologiaXL2013XLfeXLjlfYl 1 4

75 ıolecularLcharacterizationLofLmapleLsyrupLurineLdiseaseLpatientsLfromLTunisiaaLGeneXL2013XLhdjXLddiYl 3.8 9

74 xvolutionaryLconstraintsLinLtheL˛†YglobinLclustermLtheLsignatureLofLpurifyingLselectionLatLtheL˛·YglobinL
THuwULlocusLandLitsLroleLinLdevelopmentalLgeneLregulationaLGenomehBiologyhandhEvolutionXL2013XLhXLhhlYjd3.9 13

73 íysosomalLmultienzymaticLcomplexYrelatedLdiseasesmLaLgeneticLstudyLamongLδortugueseLpatientsaL
ClinicalhGeneticsXL2012XLkdXLfjlYlf 4 10

72 tLmethodLforLtheLanalysisLofLfeLXLchromosomeLinsertionLdeletionLpolymorphismsLinLaLsingleLδvRaL
InternationalhJournalhofhLegalhMedicineXL2012XLdeiXLljYdch 3.1 39
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71 tLshortcutLtoLtheLlysosomemLtheLmannoseYiYphosphateYindependentLpathwayaLMolecularhGeneticsh
andhMetabolismXL2012XLdcjXLehjYii 3.7 67

70 ıannoseYiYphosphateLpathwaymLaLreviewLonLitsLroleLinLlysosomalLfunctionLandLdysfunctionaL
MolecularhGeneticshandhMetabolismXL2012XLdchXLhgeYhc 3.7 139

69 ıucolipidosisLtypeLIIL˛–b˛†LwithLaLhomozygousLmissenseLmutationLinLtheLzαδTtuLgeneaLAmericanh
JournalhofhMedicalhGeneticsvhParthAXL2012XLdhktXLdeehYk 2.5 8

68 RefiningLtheLgeneticLportraitLofLδortugueseLRomaLthroughLXYchromosomalLmarkersaLAmericanh
JournalhofhPhysicalhAnthropologyXL2012XLdgkXLfklYlg 2.5 6

67 tluYtluLRecombinationLUnderlyingLtheLyirstLíargeLzenomicLweletionLinLzlcαtcYδhosphotransferaseL
tlphabuetaLTzαδTtuULzeneLinLaLıíIILtlphabuetaLδatientaLJIMDhReportsXL2012XLgXLddjYeg 1.9 4

66 StudyLofLehLXYchromosomeLSingleLαucleotideLδolymorphismsLinLtfricanLandLtsianLpopulationsaL
ForensichSciencehInternational:hGeneticshSupplementhSeriesXL2011XLfXLedflYedgc 0.5 1

65 StudyLofLehLXYchromosomeLSαδsLinLtheLδortugueseaLForensichSciencehInternational:hGeneticsXL2011XLhXLffiYk4.3 7

64 βriginLandLspreadLofLaLcommonLdeletionLcausingLmucolipidosisLtypeLIImLinsightsLfromLpatternsLofL
haplotypicLdiversityaLClinicalhGeneticsXL2011XLkcXLejfYkc 4 13

63 zeneticLcharacterizationLofLSomaliLandLIraqiLpopulationsLusingLaLsetLofLffLXYchromosomeLIndelsaL
ForensichSciencehInternational:hGeneticshSupplementhSeriesXL2011XLfXLedfjYedfk 0.5 4

62 ReconstructingLtheLIndianLoriginLandLdispersalLofLtheLxuropeanLRomamLaLmaternalLgeneticL
perspectiveaLPLoShONEXL2011XLiXLedhlkk 3.7 53

61 HighLprevalenceLofLtheLzSTıfVtbuLpolymorphismLinLsubYSarahanLtfricanLpopulationsaLBrazilianh
JournalhofhMedicalhandhBiologicalhResearchXL2010XLgfXLijjYkc 2.8 3

60 IncidenceLofLmapleLsyrupLurineLdiseaseLinLδortugalaLMolecularhGeneticshandhMetabolismXL2010XLdccXLfkhYj 3.7 13

59 VéβRvdLpolymorphismsLinLuraziliansmLcomparisonLwithLtheLδortugueseLandLδortugueseYspeakingL
tfricansLandLpharmacogeneticLimplicationsaLPharmacogenomicsXL2010XLddXLdehjYij 2.6 21

58 zeneticLprofilingLofLtheLtzoresLIslandsLTδortugalUmLdataLfromLdcLXYchromosomeLSTRsaLAmericanh
JournalhofhHumanhBiologyXL2010XLeeXLeedYf 2.7 4

57 zeneticLcharacterizationLofLuniparentalLlineagesLinLpopulationsLfromLSouthwestLIberiaLwithLpastL
malariaLendemicityaLAmericanhJournalhofhHumanhBiologyXL2010XLeeXLhkkYlh 2.7 6

56 tLgeneticLhistoricalLsketchLofLxuropeanLzypsiesmLTheLperspectiveLfromLautosomalLmarkersaL
AmericanhJournalhofhPhysicalhAnthropologyXL2010XLdgdXLhcjYdg 2.5 14

55 δatternsLofLpharmacogeneticLdiversityLinLtfricanLpopulationsmLroleLofLancientLandLrecentLhistoryaL
PharmacogenomicsXL2009XLdcXLdgdfYee 2.6 8

54 δolymorphismsLinLoneYcarbonLmetabolismLpathwayLgenesLandLriskLforLbladderLcancerLinLaLTunisianL
populationaLCancerhGeneticshandhCytogeneticsXL2009XLdlhXLgfYhf 20
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53 ıolecularLanalysisLofLtheLzαδTtuLandLzαδTzLgenesLinLdfLpatientsLwithLmucolipidosisLtypeLIILorL
typeLIIILYLidentificationLofLeightLnovelLmutationsaLClinicalhGeneticsXL2009XLjiXLjiYkg 4 41

52 InLsearchLofLtheLpreYLandLpostYneolithicLgeneticLsubstratesLinLIberiamLevidenceLfromLYYchromosomeL
inLδyreneanLpopulationsaLAnnalshofhHumanhGeneticsXL2009XLjfXLgeYhf 2.2 23

51 RevisitingLıSUwLinLδortugueseLzypsiesmLevidenceLforLaLfounderLmutationLandLforLaLmutationalL
hotspotLwithinLtheLuvéwHtLgeneaLAnnalshofhHumanhGeneticsXL2009XLjfXLelkYfcf 2.2 11

50 TheLéarimojongLfromLUgandamLgeneticLcharacterizationLusingLanLXYSTRLdecaplexLsystemaLForensich
SciencehInternational:hGeneticsXL2009XLfXLedejYk 4.3 20

49 tssociationLbetweenLSTRsLfromLtheLXLchromosomeLinLaLsampleLofLδortugueseLzypsiesaLForensich
SciencehInternational:hGeneticshSupplementhSeriesXL2009XLeXLfldYflf 0.5 3

48 tLperspectiveLonLtheLhistoryLofLtheLIberianLgypsiesLprovidedLbyLphylogeographicLanalysisLofL
YYchromosomeLlineagesaLAnnalshofhHumanhGeneticsXL2008XLjeXLedhYej 2.2 39

47 ıolecularLanalysisLofLmucopolysaccharidosisLtypeLIIIuLinLδortugalmLevidenceLofLaLsingleLoriginLforLaL
commonLmutationLTRefgvULinLtheLIberianLδeninsulaaLClinicalhGeneticsXL2008XLjfXLehdYi 4 11

46 ıolecularLcharacterizationLofLδortugueseLpatientsLwithLmucopolysaccharidosisLIIIvmLtwoLnovelL
mutationsLinLtheLHzSαtTLgeneaLClinicalhGeneticsXL2008XLjgXLdlgYh 4 12

45 ıolecularLandLstructuralLanalysesLofLmapleLsyrupLurineLdiseaseLandLidentificationLofLaLfounderL
mutationLinLaLδortugueseLzypsyLcommunityaLMolecularhGeneticshandhMetabolismXL2008XLlgXLdgkYhi 3.7 24

44 RefiningLtheLanalysisLofLYYchromosomalLdiversityLinLtlentejoLTδortugalUaLForensichScienceh
International:hGeneticshSupplementhSeriesXL2008XLdXLeckYecl 0.5 1

43 YYchromosomalLSTRLhaplotypesLinLaLzypsyLpopulationLfromLδortugalaLForensichSciencehInternational:h
GeneticshSupplementhSeriesXL2008XLdXLedeYedf 0.5 1

42 TheLtfricanLcontributionLtoLtheLpresentYdayLpopulationLofLtheLtzoresLIslandsLTδortugalUmLanalysisLofL
theLYLchromosomeLhaplogroupLxaLAmericanhJournalhofhHumanhBiologyXL2007XLdlXLkhgYic 2.7 5

41 δopulationLdataLforLYYchromosomeLhaplotypesLdefinedLbyLdjLSTRsLTtmpylSTRLYyilerULinLδortugalaL
ForensichSciencehInternationalXL2007XLdjdXLehcYh 2.6 35

40 wissectingLtheLgeneticLhistoryLofLSˆ£oLTomˆ'LeLδrˆ›ncipemLaLnewLwindowLfromLYYchromosomeLbiallelicL
markersaLAnnalshofhHumanhGeneticsXL2007XLjdXLjjYkh 2.2 4

39 ıethylenetetrahydrofolateLreductaseLandLmethionineLsynthaseLpolymorphismsLandLriskLofLbladderL
cancerLinLaLTunisianLpopulationaLCancerhGeneticshandhCytogeneticsXL2007XLdjiXLgkYhf 24

38
woLtheLdistributionLpatternsLofLpolymorphismsLatLtheLthiopurineLSYmethyltransferaseLlocusLinL
subYSaharanLpopulationsLneedLrevisionrLHintsLfromLvabindaLandLıozambiqueaLEuropeanhJournalhofh
ClinicalhPharmacologyXL2007XLifXLjcfYi

2.8 26

37 δharmacogeneticallyLrelevantLpolymorphismsLinLδortugalaLPharmacogenomicsXL2007XLkXLjcfYde 2.6 31

36 tnalysisLofLdcLXYSTRsLinLthreeLtfricanLpopulationsaLForensichSciencehInternational:hGeneticsXL2007XLdXLeckYdd4.3 26
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35 YYSTRLpolymorphismsLfromLuasqueYspeakingLregionLofLvincoLVillasLTαavarraULinLtheLcontextLofLtheL
δyreneanLgeneticLlandscapeaLInternationalhCongresshSeriesXL2006XLdekkXLdlkYecc 1

34 zeneticLanalysisLofLautosomalLandLYYspecificLSTRsLinLtheLéarimojongLpopulationLfromLUgandaaL
InternationalhCongresshSeriesXL2006XLdekkXLedfYedh 5

33 HighYresolutionLanalysisLofLYYbiallelicLmarkersLinLthreeLpopulationsLfromLSˆ£oLTomˆ'LeLδrˆ›ncipeaL
InternationalhCongresshSeriesXL2006XLdekkXLekYfc

32 βutcomeLinLacuteLlymphoblasticLleukemiamLInfluenceLofLthiopurineLmethyltransferaseLgeneticL
polymorphismsaLInternationalhCongresshSeriesXL2006XLdekkXLjklYjld

31 yrequencyLofLtheLthiopurineLSYmethyltransferaseLallelesLinLtheLancientLgeneticLpopulationLisolateLofL
SardiniaaLJournalhofhClinicalhPharmacyhandhTherapeuticsXL2006XLfdXLekfYj 2.2 13

30
ıolecularLcharacterizationLofLδortugueseLpatientsLwithLmucopolysaccharidosisLtypeLIILshowsL
evidenceLthatLtheLIwSLgeneLisLproneLtoLsplicingLmutationsaLJournalhofhInheritedhMetabolichDiseaseXL
2006XLelXLjgfYhg

5.4 28

29 TheLıTHyRLvijjTLandLtdelkvLpolymorphismsLandLsusceptibilityLtoLchildhoodLacuteLlymphoblasticL
leukemiaLinLδortugalaLJournalhofhPediatrichHematology/OncologyXL2005XLejXLgehYl 1.2 43

28 δeoplingLofLtheLtzoresLIslandsLTδortugalUmLdataLfromLtheLYLchromosomeaLHumanhBiologyXL2005XLjjXLdklYll1.2 4

27
tnalysisLofLYYchromosomeLvariabilityLandLitsLcomparisonLwithLmtwαtLvariabilityLrevealsLdifferentL
demographicLhistoriesLbetweenLislandsLinLtheLtzoresLtrchipelagoLTδortugalUaLAnnalshofhHumanh
GeneticsXL2005XLilXLdfhYgg

2.2 4

26 δatternLofLmtwαtLvariationLinLthreeLpopulationsLfromLSˆ£oLTomˆ'LeLδrˆ›ncipeaLAnnalshofhHumanh
GeneticsXL2004XLikXLgcYhg 2.2 29

25
TracingLtheLoriginLofLtheLmostLcommonLthiopurineLmethyltransferaseLTTδıTULvariantsmLpreliminaryL
dataLfromLtheLpatternsLofLhaplotypicLassociationLwithLtwoLvtLrepeatsaLAnnalshofhHumanhGeneticsXL
2004XLikXLfdfYef

2.2 21

24 ztTtLvgLalleleLdjLasLaLmarkerLforLsubYSaharanLoriginLofLYYchromosomeLlineagesaLInternationalh
CongresshSeriesXL2004XLdeidXLekdYekf

23 InsightsLfromLpatternLofLmtwαtLvariationLintoLtheLgeneticLhistoryLofLSˆ£oLTomˆ'LeLδr˜–LncipeaL
InternationalhCongresshSeriesXL2004XLdeidXLfjjYfjl 1

22 tLrecentLshiftLfromLpolygynyLtoLmonogamyLinLhumansLisLsuggestedLbyLtheLanalysisLofLworldwideL
YYchromosomeLdiversityaLJournalhofhMolecularhEvolutionXL2003XLhjXLkhYlj 3.1 74

21 δhylogenyLofLtheLmtwαtLhaplogroupLUiaLtnalysisLofLtheLsequencesLobservedLinLαorthLtfricaLandL
IberiaaLInternationalhCongresshSeriesXL2003XLdeflXLgldYglf 2

20 tnLevaluationLofLtheLproportionLofLidenticalLYYSTRLhaplotypesLdueLtoLrecurrentLmutationaL
InternationalhCongresshSeriesXL2003XLdeflXLhjYic 2

19 xvolutionLofLaLVαTRLlocatedLwithinLtheLpromoterLregionLofLtheLthiopurineLmethyltransferaseLgenemL
inferencesLfromLpopulationLandLsequenceLdataaLHumanhGeneticsXL2002XLdddXLdjeYk 6.3 7

18 ıitochondrialLportraitLofLtheLvaboLVerdeLarchipelagomLtheLSenegambianLoutpostLofLttlanticLslaveL
tradeaLAnnalshofhHumanhGeneticsXL2002XLiiXLglYic 2.2 55
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17
ıismatchLdistributionLanalysisLofLYYSTRLhaplotypesLasLaLtoolLforLtheLevaluationLofLidentityYbyYstateL
proportionsLandLsignificanceLofLmatchesYYtheLxuropeanLpictureaLForensichSciencehInternationalXL2002XL
dfcXLdgjYhh

2.6 11

16 TheLzSTıdLandLzSTTdLgeneticLpolymorphismsLandLsusceptibilityLtoLacuteLlymphoblasticLleukemiaL
inLchildrenLfromLnorthLδortugalaLLeukemiaXL2002XLdiXLdhihYj 10.7 30

15 uantuLandLxuropeanLYYlineagesLinLSubYSaharanLtfricaaLAnnalshofhHumanhGeneticsXL2002XLiiXLfilYjk 2.2 13

14 STRLdataLfromLSaLTomˆ'LeLδrˆ›ncipeLTzulfLofLzuineaXLWestLtfricaUaLForensichSciencehInternationalXL2001XL
ddiXLhfYg 2.6 6

13
InfluenceLofLtheLvariableLnumberLofLtandemLrepeatsLlocatedLinLtheLpromoterLregionLofLtheL
thiopurineLmethyltransferaseLgeneLonLenzymaticLactivityaLClinicalhPharmacologyhandhTherapeuticsXL
2001XLjcXLdihYjg

6.1 58

12 STRLdataLforLtheLtmpylSTRLprofilerLplusLlociLfromLıacauLTvhinaUaLForensichSciencehInternationalXL
2001XLdefXLjgYh 2.6 9

11 δhylogeographyLofLtheLhumanLmitochondrialLhaplogroupLífemLaLsnapshotLofLtfricanLprehistoryLandL
ttlanticLslaveLtradeaLAnnalshofhHumanhGeneticsXL2001XLihXLhglYif 2.2 25

10 xvidenceLforLpopulationLsubYstructuringLinLSˆ£oLTomˆ'LeLδrˆ›ncipeLasLinferredLfromLYYchromosomeL
STRLanalysisaLAnnalshofhHumanhGeneticsXL2001XLihXLejdYkf 2.2 1

9 ScreeningLofLthiopurineLSYmethyltransferaseLmutationsLbyLhorizontalLconformationYsensitiveLgelL
electrophoresisaLHumanhMutationXL2000XLdhXLegiYhf 4.7 22

8 wiversityLofLmtwαtLlineagesLinLδortugalmLnotLaLgeneticLedgeLofLxuropeanLvariationaLAnnalshofhHumanh
GeneticsXL2000XLigXLgldYhci 2.2 103

7 tllelicLaffinitiesLbetweenLtheLydftLcommonLgeneLproductsLinferredLbyLtheLanalysisLofLanLTtttzUnL
STRLpolymorphismLwithinLtheLhSLuntranslatedLregionaLHumanhHeredityXL2000XLhcXLdklYlf 1.1 1

6 YYchromosomalLdiversityLinLxuropeLisLclinalLandLinfluencedLprimarilyLbyLgeographyXLratherLthanLbyL
languageaLAmericanhJournalhofhHumanhGeneticsXL2000XLijXLdheiYgf 11 471

5 wetectionLofLadditionalLstructuralLvariationLatLtheLyxSbyδSLsystemLandLpopulationLdataLfromLSaL
Tomˆ'LeLδrˆ›ncipeLandLαorthLδortugalaLInternationalhJournalhofhLegalhMedicineXL1999XLddeXLecgYi 3.1 1

4 yailedLδvRLamplificationsLofLıuδYSTRLallelesLdueLtoLpolymorphismLinLtheLprimerLannealingLregionaL
InternationalhJournalhofhLegalhMedicineXL1996XLdckXLfdfYh 3.1 25

3 TheLSTRLsystemLhTδβmLpopulationLandLsegregationLdataaLInternationalhJournalhofhLegalhMedicineXL
1995XLdckXLdijYl 3.1 10

2 zeneticLpolymorphismLofLhumanLpeptidaseLvXLδxδvLTxavafagadadUmLformalLgeneticLandLpopulationL
dataaLHumanhGeneticsXL1989XLkfXLdljYk 6.3 2

1 HbLyLíevelsLinL˛†YThalassemiaLvarriersLandLαormalLIndividualsmLénownLandLUnknownLQuantitativeL
TraitLíociLinLtheL˛†YzlobinLzeneLvlusteraLHemoglobinXdYk 0.6
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