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ARTICLE

TADA&€”a machine learning tool for functional annotation-based prioritisation of pathogenic CNVs.
Genome Biology, 2022, 23, 67.

Genome sequencing in families with congenital limb malformations. Human Genetics, 2021, 140,
1229-1239.

PEDIA: prioritization of exome data by image analysis. Genetics in Medicine, 2019, 21, 2807-2814.
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