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m Paper IF Citations

140 unNatlasNofNactiveNenhancersNacrossNhumanNcellNtypesNandNtissuesbNNatureZN2014ZNidkZNhiiahje 50.4 1595

139 unalysisNofNtheNmouseNtranscriptomeNbasedNonNfunctionalNannotationNofNjdZkkdNfullalengthNcxNusbN
NatureZN2002ZNhfdZNijgakg 50.4 1350

138 uNpromoteralevelNmammalianNexpressionNatlasbNNatureZN2014ZNidkZNhjfakd 50.4 1301

137 βenomeawideNanalysisNofNmammalianNpromoterNarchitectureNandNevolutionbNNatureiGeneticsZN2006ZN
glZNjfjagi 36.3 1021

136 TheNSystemsNviologyNβraphicalNNotationbNNatureiBiotechnologyZN2009ZNfkZNkgiahe 44.5 651

135 unNatlasNofNhumanNlongNnonacodingNRNusNwithNaccurateNiUNendsbNNatureZN2017ZNihgZNemmafdh 50.4 581

134 zunctionalNannotationNofNaNfullalengthNmouseNcxNuNcollectionbNNatureZN2001ZNhdmZNjliamd 50.4 560

133 unNatlasNofNcombinatorialNtranscriptionalNregulationNinNmouseNandNmanbNCellZN2010ZNehdZNkhhaif 56.2 555

132
wapNanalysisNgeneNexpressionNforNhighathroughputNanalysisNofNtranscriptionalNstartingNpointNandN
identificationNofNpromoterNusagebNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaZN2003ZNeddZNeikkjale

11.5 554

131 TheNvioMartNcommunityNportalnNanNinnovativeNalternativeNtoNlargeZNcentralizedNdataNrepositoriesbN
NucleiciAcidsiResearchZN2015ZNhgZNWilmaml 20.1 468

130 βatewaysNtoNtheNzuNTOMiNpromoterNlevelNmammalianNexpressionNatlasbNGenomeiBiologyZN2015ZNejZNff 18.3 443

129 uNdraftNnetworkNofNligandareceptoramediatedNmulticellularNsignallingNinNhumanbNNaturei
CommunicationsZN2015ZNjZNkljj 17.4 393

128 TranscribedNenhancersNleadNwavesNofNcoordinatedNtranscriptionNinNtransitioningNmammalianNcellsbN
ScienceZN2015ZNghkZNededah 33.3 384

127 TheNtranscriptionalNnetworkNthatNcontrolsNgrowthNarrestNandNdifferentiationNinNaNhumanNmyeloidN
leukemiaNcellNlinebNNatureiGeneticsZN2009ZNheZNiigajf 36.3 356

126 unNintegratedNexpressionNatlasNofNmiRNusNandNtheirNpromotersNinNhumanNandNmousebNNaturei
BiotechnologyZN2017ZNgiZNlkfalkl 44.5 282

125 whIPautlasnNaNdataaminingNsuiteNpoweredNbyNfullNintegrationNofNpublicNwhIPaseqNdatabNEMBOiReportsZN
2018ZNemZN 6.5 238

124 HierarchicalNfoldingNandNreorganizationNofNchromosomesNareNlinkedNtoNtranscriptionalNchangesNinN
cellularNdifferentiationbNMoleculariSystemsiBiologyZN2015ZNeeZNlif 12.2 229
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123 HiddenNlayersNofNhumanNsmallNRNusbNBMCiGenomicsZN2008ZNmZNeik 4.5 226

122
wonservationNandNdivergenceNinNTollalikeNreceptorNharegulatedNgeneNexpressionNinNprimaryNhumanN
versusNmouseNmacrophagesbNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaZN2012ZNedmZNymhhaig

11.5 212

121 yffectsNofNcytosineNmethylationNonNtranscriptionNfactorNbindingNsitesbNBMCiGenomicsZN2014ZNeiZNeem 4.5 156

120 UnamplifiedNcapNanalysisNofNgeneNexpressionNonNaNsingleamoleculeNsequencerbNGenomeiResearchZN
2011ZNfeZNeeidam 9.7 143

119 RedefinitionNofNtheNhumanNmastNcellNtranscriptomeNbyNdeepawuβyNsequencingbNBloodZN2014ZNefgZNeilajk 2.2 126

118 InteractiveNvisualizationNandNanalysisNofNlargeascaleNsequencingNdatasetsNusingNZyNvUbNNaturei
BiotechnologyZN2014ZNgfZNfekam 44.5 124

117 wrossamappingNandNtheNidentificationNofNeditingNsitesNinNmatureNmicroRNusNinNhighathroughputN
sequencingNlibrariesbNGenomeiResearchZN2010ZNfdZNfikajh 9.7 105

116 TranscriptionNandNenhancerNprofilingNinNhumanNmonocyteNsubsetsbNBloodZN2014ZNefgZNemdam 2.2 101

115 wxeikNMarksNTissueaResidentNyndothelialNStemNwellsNwithNHomeostaticNandNRegenerativeN
PropertiesbNCelliStemiCellZN2018ZNffZNglhagmkbej 18 92

114 NovelNsmallNnoncodingNRNusNinNmouseNspermatozoaZNzygotesNandNearlyNembryosbNPLoSiONEZN2012ZNkZNehhihf3.7 89

113 zuNTOMiNwuβyNprofilesNofNhumanNandNmouseNsamplesbNScientificiDataZN2017ZNhZNekdeef 8.2 88

112
xifferentialNrolesNofNepigeneticNchangesNandNzoxpgNexpressionNinNregulatoryNTNcellaspecificN
transcriptionalNregulationbNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaZN2014ZNeeeZNiflmamh

11.5 85

111 UpdateNofNtheNzuNTOMNwebNresourcenNhighNresolutionNtranscriptomeNofNdiverseNcellNtypesNinN
mammalsbNNucleiciAcidsiResearchZN2017ZNhiZNxkgkaxkhg 20.1 80

110 UpdateNofNtheNzuNTOMNwebNresourcenNexpansionNtoNprovideNadditionalNtranscriptomeNatlasesbN
NucleiciAcidsiResearchZN2019ZNhkZNxkifaxkil 20.1 80

109 MouseNproteomeNanalysisbNGenomeiResearchZN2003ZNegZNeggiahh 9.7 75

108 yxplorationNofNsmallNRNusbNPLoSiGeneticsZN2008ZNhZNeff 6 71

107 wuβyNvasiccunalysisNxatabasesnNtheNwuβyNresourceNforNcomprehensiveNpromoterNanalysisbNNucleici
AcidsiResearchZN2006ZNghZNxjgfaj 20.1 69

106 womparisonNofNwuβyNandNRNuaseqNtranscriptomeNprofilingNusingNclonallyNamplifiedNandN
singleamoleculeNnextagenerationNsequencingbNGenomeiResearchZN2014ZNfhZNkdlaek 9.7 66

(2014-2008)
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105 TheNzuNTOMNwebNresourcenNfromNmammalianNtranscriptionalNlandscapeNtoNitsNdynamicNregulationbN
GenomeiBiologyZN2009ZNedZNRhd 18.3 65

104
unalysisNofNtheNhumanNmonocyteaderivedNmacrophageNtranscriptomeNandNresponseNtoN
lipopolysaccharideNprovidesNnewNinsightsNintoNgeneticNaetiologyNofNinflammatoryNbowelNdiseasebN
PLoSiGeneticsZN2017ZNegZNeeddjjhe

6 64

103 xynamicNusageNofNtranscriptionNstartNsitesNwithinNcoreNpromotersbNGenomeiBiologyZN2006ZNkZNReel 18.3 64

102 NextagenerationNsequencingabasedNsmallNRNuNprofilingNofNcerebrospinalNfluidNexosomesbN
NeuroscienceiLettersZN2017ZNjgjZNhlaik 3.3 63

101 ulternateNtranscriptionNofNtheNTollalikeNreceptorNsignalingNcascadebNGenomeiBiologyZN2006ZNkZNRed 18.3 63

100 womplementingNtissueNcharacterizationNbyNintegratingNtranscriptomeNprofilingNfromNtheNHumanN
ProteinNutlasNandNfromNtheNzuNTOMiNconsortiumbNNucleiciAcidsiResearchZN2015ZNhgZNjklkaml 20.1 61

99 ynhancedNIdentificationNofNTranscriptionalNynhancersNProvidesNMechanisticNInsightsNintoNxiseasesbN
TrendsiiniGeneticsZN2016ZNgfZNkjall 8.5 59

98 unalysisNofNtheNxNuNmethylomeNandNtranscriptomeNinNgranulopoiesisNrevealsNtimedNchangesNandN
dynamicNenhancerNmethylationbNBloodZN2014ZNefgZNekmalm 2.2 59

97 TheNenhancerNandNpromoterNlandscapeNofNhumanNregulatoryNandNconventionalNTacellN
subpopulationsbNBloodZN2014ZNefgZNejlakl 2.2 58

96 TranscriptomeNunalysisNofNRecurrentlyNxeregulatedNβenesNacrossNMultipleNwancersNIdentifiesNNewN
PanawancerNviomarkersbNCanceriResearchZN2016ZNkjZNfejafj 10.1 56

95 zuNTOMhNydgeyxpressxvnNanNintegratedNdatabaseNofNpromotersZNgenesZNmicroRNusZNexpressionN
dynamicsNandNregulatoryNinteractionsbNGenomeiBiologyZN2009ZNedZNRgm 18.3 56

94 PseudoamessengerNRNunNphantomsNofNtheNtranscriptomebNPLoSiGeneticsZN2006ZNfZNefg 6 51

93 UpdateNofNtheNzuNTOMNwebNresourcenNfromNmammalianNtranscriptionalNlandscapeNtoNitsNdynamicN
regulationbNNucleiciAcidsiResearchZN2011ZNgmZNxlijajd 20.1 45

92 zuNTOMiNtranscriptomeNcatalogNofNcellularNstatesNbasedNonNSemanticNMediaWikibNDatabase:ithei
JournaliofiBiologicaliDatabasesiandiCurationZN2016ZNfdejZN 5 44

91 TranscriptionalNlandscapeNofNMycobacteriumNtuberculosisNinfectionNinNmacrophagesbNScientifici
ReportsZN2018ZNlZNjkil 4.9 41

90 zunctionalNannotationNofNhumanNlongNnoncodingNRNusNviaNmolecularNphenotypingbNGenomei
ResearchZN2020ZNgdZNedjdaedkf 9.7 41

89 RedefiningNtheNtranscriptionalNregulatoryNdynamicsNofNclassicallyNandNalternativelyNactivatedN
macrophagesNbyNdeepwuβyNtranscriptomicsbNNucleiciAcidsiResearchZN2015ZNhgZNjmjmalf 20.1 38

88 NuclearNporeNcomplexNproteinNmediatedNnuclearNlocalizationNofNdicerNproteinNinNhumanNcellsbNPLoSi
ONEZN2011ZNjZNefggli 3.7 37
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87 weruloplasminNisNaNnovelNadipokineNwhichNisNoverexpressedNinNadiposeNtissueNofNobeseNsubjectsNandN
inNobesityaassociatedNcancerNcellsbNPLoSiONEZN2014ZNmZNeldfkh 3.7 36

86 TheNzuNTOMiNcollectionZNaNdataNseriesNunderpinningNmammalianNtranscriptomeNatlasesNinNdiverseN
cellNtypesbNScientificiDataZN2017ZNhZNekdeeg 8.2 35

85 HotspotsNofNxeNNovoNPointNMutationsNinNInducedNPluripotentNStemNwellsbNCelliReportsZN2017ZNfeZNgdlagei 10.6 33

84 NyTawuβyNcharacterizesNtheNdynamicsNandNtopologyNofNhumanNtranscribedNcisaregulatoryNelementsbN
NatureiGeneticsZN2019ZNieZNegjmaegkm 36.3 33

83 TheNfrequentNevolutionaryNbirthNandNdeathNofNfunctionalNpromotersNinNmouseNandNhumanbNGenomei
ResearchZN2015ZNfiZNeihjaik 9.7 33

82 βraphabasedNclusteringNforNfindingNdistantNrelationshipsNinNaNlargeNsetNofNproteinNsequencesbN
BioinformaticsZN2004ZNfdZNfhgaif 7.2 31

81 NovelNbiomarkersNthatNassistNinNaccurateNdiscriminationNofNsquamousNcellNcarcinomaNfromN
adenocarcinomaNofNtheNlungbNBMCiCancerZN2016ZNejZNkjd 4.8 30

80 zuNTOMiNwuβyNprofilesNofNhumanNandNmouseNreprocessedNforNβRwhglNandNβRwmglNgenomeN
assembliesbNScientificiDataZN2017ZNhZNekdedk 8.2 29

79 ReductionNofNnonainsertNsequenceNreadsNbyNdimerNeliminatorNLNuNoligonucleotideNforNsmallNRNuN
deepNsequencingbNBioTechniquesZN2010ZNhmZNkieai 2.5 27

78 IntegrationNofNgeneticsNandNmiRNuatargetNgeneNnetworkNidentifiedNdiseaseNbiologyNimplicatedNinN
tissueNspecificitybNNucleiciAcidsiResearchZN2018ZNhjZNeelmlaeemdm 20.1 26

77 TranscriptionalNprofilingNofNtheNhumanNfibrillincLTvPNgeneNfamilyZNkeyNregulatorsNofNmesenchymalN
cellNfunctionsbNMoleculariGeneticsiandiMetabolismZN2014ZNeefZNkgalg 3.7 25

76 xeepwuβyNTranscriptomicsNRevealNanNImportantNRoleNofNtheNTranscriptionNzactorNMuzvNinNtheN
LymphaticNyndotheliumbNCelliReportsZN2015ZNegZNehmgaeidh 10.6 25

75 PromoteralevelNexpressionNclusteringNidentifiesNtimeNdevelopmentNofNtranscriptionalNregulatoryN
cascadesNinitiatedNbyNyrbvNreceptorsNinNbreastNcancerNcellsbNScientificiReportsZN2015ZNiZNeemmm 4.9 24

74 uNtransientNdisruptionNofNfibroblasticNtranscriptionalNregulatoryNnetworkNfacilitatesN
transadifferentiationbNNucleiciAcidsiResearchZN2014ZNhfZNlmdiaeg 20.1 23

73 SystematicNanalysisNofNtranscriptionNstartNsitesNinNavianNdevelopmentbNPLoSiBiologyZN2017ZNeiZNefddfllk 9.7 22

72 TheNgrdNxvwLSNvioHackathonnNimprovingNlifeNscienceNdataNintegrationNwithNSemanticNWebN
technologiesbNJournaliofiBiomedicaliSemanticsZN2013ZNhZNj 2.2 22

71 wonstructionNofNrepresentativeNtranscriptNandNproteinNsetsNofNhumanZNmouseZNandNratNasNaNplatformN
forNtheirNtranscriptomeNandNproteomeNanalysisbNGenomicsZN2004ZNlhZNmegafe 4.3 22

70 zunctionalNannotationNofNtheNvlincNclassNofNnonacodingNRNusNusingNsystemsNbiologyNapproachbN
NucleiciAcidsiResearchZN2016ZNhhZNgfggaif 20.1 21

(2016-2014)
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69 refTSSnNuNReferenceNxataNSetNforNHumanNandNMouseNTranscriptionNStartNSitesbNJournaliofiMoleculari
BiologyZN2019ZNhgeZNfhdkafhff 6.5 20

68 IntegrativeNwuβyNandNxNuNMethylationNProfilingNIdentifyNypigeneticallyNRegulatedNβenesNinNNSwLwbN
MoleculariCanceriResearchZN2017ZNeiZNegihaegji 6.6 20

67 HighathroughputNtranscriptionNprofilingNidentifiesNputativeNepigeneticNregulatorsNofNhematopoiesisbN
BloodZN2014ZNefgZNehjaik 2.2 19

66 TranscriptionalNxynamicsNxuringNHumanNudipogenesisNandNItsNLinkNtoNudiposeNMorphologyNandN
xistributionbNDiabetesZN2017ZNjjZNfelafgd 0.9 19

65 xiscoveryNofNmolecularNmarkersNtoNdiscriminateNcornealNendothelialNcellsNinNtheNhumanNbodybNPLoSi
ONEZN2015ZNedZNedeekile 3.7 19

64 zuNTOMNentersNfdthNyearnNexpansionNofNtranscriptomicNatlasesNandNfunctionalNannotationNofN
nonacodingNRNusbNNucleiciAcidsiResearchZN2021ZNhmZNxlmfaxlml 20.1 19

63 uutomatedNworkflowNforNpreparationNofNcxNuNforNcapNanalysisNofNgeneNexpressionNonNaNsingleN
moleculeNsequencerbNPLoSiONEZN2012ZNkZNegdldm 3.7 18

62 TheNRIKyNNintegratedNdatabaseNofNmammalsbNNucleiciAcidsiResearchZN2011ZNgmZNxljeakd 20.1 18

61 TechnicalNudvancenNTranscriptionNfactorZNpromoterZNandNenhancerNutilizationNinNhumanNmyeloidNcellsbN
JournaliofiLeukocyteiBiologyZN2015ZNmkZNmliammi 6.5 17

60 worrelationNofNyβzRNorNKRuSNmutationNstatusNwithNelzazxβNuptakeNonNPyTawTNscanNinNlungN
adenocarcinomabNPLoSiONEZN2017ZNefZNedekijff 3.7 16

59 YYeNbindingNassociationNwithNsexabiasedNtranscriptionNrevealedNthroughNXalinkedNtranscriptNlevelsN
andNallelicNbindingNanalysesbNScientificiReportsZN2016ZNjZNgkgfh 4.9 16

58 yxplorationNofNnovelNmotifsNderivedNfromNmouseNcxNuNsequencesbNGenomeiResearchZN2002ZNefZNgjkakl 9.7 16

57 TranscriptionalNdynamicsNrevealNcriticalNrolesNforNnonacodingNRNusNinNtheNimmediateaearlyNresponsebN
PLoSiComputationaliBiologyZN2015ZNeeZNeeddhfek 5 15

56 IdentificationNofNchromatinNmarksNatNTyRRuNpromoterNandNencodingNregionbNBiochemicaliandi
BiophysicaliResearchiCommunicationsZN2015ZNhjkZNedifak 3.4 15

55 whromatinNstatesNrevealNfunctionalNassociationsNforNgloballyNdefinedNtranscriptionNstartNsitesNinNfourN
humanNcellNlinesbNBMCiGenomicsZN2014ZNeiZNefd 4.5 15

54 untisenseNTranscriptionNinNLociNussociatedNtoNHereditaryNNeurodegenerativeNxiseasesbNMoleculari
NeurobiologyZN2019ZNijZNigmfaihei 6.2 15

53 SpecificNmesothelialNsignatureNmarksNtheNheterogeneityNofNmesenchymalNstemNcellsNfromNhighagradeN
serousNovarianNcancerbNStemiCellsZN2014ZNgfZNfmmlagdee 5.8 14

52 TranscriptomeNanalysisNofNperiodontitisaassociatedNfibroblastsNbyNwuβyNsequencingNidentifiedNxLXiN
andNRUNXfNlongNvariantNasNnovelNregulatorsNinvolvedNinNperiodontitisbNScientificiReportsZN2016ZNjZNggjjj 4.9 14
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51 TranscriptomeNunalysisNUncoversNaNβrowthaPromotingNuctivityNofNOrosomucoidaeNonNHepatocytesbN
EBioMedicineZN2017ZNfhZNfikafjj 8.8 13

50 TheNevolutionNofNhumanNcellsNinNtermsNofNproteinNinnovationbNMoleculariBiologyiandiEvolutionZN2014ZN
geZNegjhakh 8.3 13

49 wxKeNdependentNphosphorylationNofNhTyRTNcontributesNtoNcancerNprogressionbNNaturei
CommunicationsZN2020ZNeeZNeiik 17.4 12

48 womparativeNtranscriptomicsNofNprimaryNcellsNinNvertebratesbNGenomeiResearchZN2020ZNgdZNmieamje 9.7 12

47 OnatheaflyNselectionNofNcellaspecificNenhancersZNgenesZNmiRNusNandNproteinsNacrossNtheNhumanNbodyN
usingNSlidevasebNDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationZN2016ZNfdejZN 5 12

46 wuβydaoPOSSUMnNmotifNenrichmentNanalysisNfromNwuβyaderivedNTSSsbNBioinformaticsZN2016ZNgfZNflilajd7.2 11

45 MappingNMammalianNwellatypeaspecificNTranscriptionalNRegulatoryNNetworksNUsingNKxawuβyNandN
whIPaseqNxataNinNtheNTwaYIKNwellNLinebNFrontiersiiniGeneticsZN2015ZNjZNgge 4.5 11

44 xeepwuβyNtranscriptomicsNidentifyNHOXxedNasNaNtranscriptionNfactorNregulatingNlymphaticN
endothelialNresponsesNtoNVyβzawbNJournaliofiCelliScienceZN2016ZNefmZNfikgali 5.3 11

43 LinkingNzuNTOMiNwuβyNpeaksNtoNannotationsNwithNwuβyscanbNScientificiDataZN2017ZNhZNekdehk 8.2 10

42 NuclearNuβOeNRegulatesNβeneNyxpressionNbyNuffectingNwhromatinNurchitectureNinNHumanNwellsbNCelli
SystemsZN2019ZNmZNhhjahilbej 10.6 10

41 RNuNsequencingNanalysisNrevealedNtheNinductionNofNwwLgNexpressionNinNhumanNintracranialN
aneurysmsbNScientificiReportsZN2019ZNmZNedglk 4.9 9

40 SharedNactivityNpatternsNarisingNatNgeneticNsusceptibilityNlociNrevealNunderlyingNgenomicNandNcellularN
architectureNofNhumanNdiseasebNPLoSiComputationaliBiologyZN2018ZNehZNeeddimgh 5 8

39 wuβyadefinedNpromoterNregionsNofNtheNgenesNimplicatedNinNRettNSyndromebNBMCiGenomicsZN2014ZN
eiZNeekk 4.5 7

38 PromoteralevelNtranscriptomeNinNprimaryNlesionsNofNendometrialNcancerNidentifiedNbiomarkersN
associatedNwithNlymphNnodeNmetastasisbNScientificiReportsZN2017ZNkZNehejd 4.9 7

37 IntegrativeNanalysisNofNtranscriptionNfactorNoccupancyNatNenhancersNandNdiseaseNriskNlociNinN
noncodingNgenomicNregions 7

36 wapNunalysisNofNβeneNyxpressionNVwuβyWnNuNQuantitativeNandNβenomeaWideNussayNofNTranscriptionN
StartNSitesbNMethodsiiniMoleculariBiologyZN2020ZNfefdZNfkkagde 1.4 7

35 HigharesolutionNpromoterNmapNofNhumanNlimbalNepithelialNcellsNculturedNwithNkeratinocyteNgrowthN
factorNandNrhoNkinaseNinhibitorbNScientificiReportsZN2017ZNkZNflhi 4.9 6

34 βenomeNannotationbNMethodsiiniMoleculariBiologyZN2008ZNhifZNefiagm 1.4 6

(2008-2017)
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33 zunctionalNunnotationNofNHumanNLongNNonawodingNRNusNviaNMolecularNPhenotyping 6

32 PromoterNUsageNandNxynamicsNinNVascularNSmoothNMuscleNwellsNyxposedNtoNzibroblastNβrowthN
zactorafNorNInterleukinae˛†bNScientificiReportsZN2018ZNlZNegejh 4.9 6

31 wuβyxploreRnNanNRNpackageNforNtheNanalysisNandNvisualizationNofNpromoterNdynamicsNacrossNmultipleN
experimentsbNBioinformaticsZN2014ZNgdZNeelgaeelh 7.2 5

30 RestrictedNPresenceNofNPOUjzfNinNHumanNwornealNyndothelialNwellsNUncoveredNbyNyxtensionNofNtheN
PromoteralevelNyxpressionNutlasbNEBioMedicineZN2017ZNfiZNekiaelj 8.8 5

29 wRyvgLeNoverexpressionNasNaNpotentialNdiagnosticNmarkerNofNPhiladelphiaNchromosomeanegativeN
myeloproliferativeNneoplasmsbNCanceriScienceZN2021ZNeefZNllhalmf 6.9 5

28 MonitoringNtranscriptionNinitiationNactivitiesNinNratNandNdogbNScientificiDataZN2017ZNhZNekdekg 8.2 4

27 uPOvywgvNisNpreferentiallyNexpressedNatNtheNβfcMNphaseNofNcellNcyclebNBiochemicaliandiBiophysicali
ResearchiCommunicationsZN2021ZNihjZNeklaelh 3.4 4

26 IdentificationNofNnovelNcerebellarNdevelopmentalNtranscriptionalNregulatorsNwithNmotifNactivityN
analysisbNBMCiGenomicsZN2019ZNfdZNkel 4.5 3

25 wXwLhcPzhNisNaNpredictiveNbiomarkerNofNcardiacNdifferentiationNpotentialNofNhumanNinducedN
pluripotentNstemNcellsbNScientificiReportsZN2019ZNmZNhjgl 4.9 3

24 uNTranscriptionalNSwitchNPointNxuringNHematopoieticNStemNandNProgenitorNwellNOntogenybNStemi
CellsiandiDevelopmentZN2017ZNfjZNgehagfk 4.4 3

23 unNutlasNofNwombinatorialNTranscriptionalNRegulationNinNMouseNandNManbNCellZN2010ZNeheZNgjm 56.2 3

22 SxRzfβRuPHnNaNvisualizationNtoolNofNaNspreadsheetabasedNdescriptionNofNexperimentalNprocessesbN
BMCiBioinformaticsZN2009ZNedZNegg 3.6 3

21 xiscoveryNofNwidespreadNtranscriptionNinitiationNatNmicrosatellitesNpredictableNbyNsequenceabasedN
deepNneuralNnetworkbNNatureiCommunicationsZN2021ZNefZNgfmk 17.4 3

20 wonservedNtemporalNorderingNofNpromoterNactivationNimplicatesNcommonNmechanismsNgoverningN
theNimmediateNearlyNresponseNacrossNcellNtypesNandNstimulibNOpeniBiologyZN2018ZNlZN 7 3

19 βenomeNunnotationbNMethodsiiniMoleculariBiologyZN2017ZNeifiZNedkaefe 1.4 2

18 TranscriptionNstartNsiteNprofilingNofNeiNanatomicalNregionsNofNtheNMacacaNmulattaNcentralNnervousN
systembNScientificiDataZN2017ZNhZNekdejg 8.2 2

17 SharedNactivityNpatternsNarisingNatNgeneticNsusceptibilityNlociNrevealNunderlyingNgenomicNandNcellularN
architectureNofNhumanNdisease 2

16 xUXhNregulatesNoocyteNtoNembryoNtransitionNinNhuman 2
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15 xysregulationNofNpostatranscriptionalNmodificationNbyNcopyNnumberNvariableNmicroRNusNinN
schizophreniaNwithNenhancedNglycationNstressbNTranslationaliPsychiatryZN2021ZNeeZNgge 8.6 2

14 xiscoveryNofNTranscriptionNzactorsNNovelNtoNMouseNwerebellarNβranuleNwellNxevelopmentNThroughN
LaserawaptureNMicrodissectionbNCerebellumZN2018ZNekZNgdlagfi 4.3 1

13 upplicationNofNβeneNyxpressionNTrajectoriesNInitiatedNfromNyrbvNReceptorNuctivationNHighlightsNtheN
xynamicsNofNxivergentNPromoterNUsagebNPLoSiONEZN2015ZNedZNedehhekj 3.7 1

12 wapturingNdrugNresponsesNbyNquantitativeNpromoterNactivityNprofilingbNCPT:iPharmacometricsiandi
SystemsiPharmacologyZN2013ZNfZNekk 4.5 1

11 PredictingNcellatypeaspecificNnonacodingNRNuNtranscriptionNfromNgenomeNsequence 1

10 wuβydaoPOSSUMnNmotifNenrichmentNanalysisNfromNwuβyaderivedNTSSs 1

9 whromosomalascaleNdeNnovoNgenomeNassembliesNofNwynomolgusNMacaqueNandNwommonNMarmosetbN
ScientificiDataZN2021ZNlZNeim 8.2 1

8 isNaNmultifunctionalNfactorNprimingNhumanNembryonicNgenomeNactivationbbNIScienceZN2022ZNfiZNedhegk 6.1 1

7 NanoporeNsequencingNrevealsNTuwwfNlocusNcomplexityNandNdiversityNofNisoformsNtranscribedNfromN
anNintronicNpromoterbNScientificiReportsZN2021ZNeeZNmgii 4.9 0

6 SignificanceNofNHMβufNexpressionNasNindependentNpoorNprognosticNmarkerNinNperihilarNandNdistalN
cholangiocarcinomaNresectedNwithNcurativeNintentbNEuropeaniJournaliofiSurgicaliOncologyZN2021ZNhkZNgmhahdd3.6 0

5 xatabasesNforNwuβyNVisualizationNandNunalysisN2009ZNefgaegi
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