
Steven J Klosterman

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx2668275xstevenujuklostermanupublicationsubyuyearvpdf

Version:g2y24uy4u27g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

85
papers

3,159
citations

23
h-index

55
g-index

95
ext. papers

4,277
ext. citations

5.2
avg, IF

4.86
L-index



j Paper IF Citations

85 IdentificationNofNlongNnonacodingNRNvsNinNVerticilliumNdahliaeNfollowingNinoculationNofNcottonbbN
MicrobiologicalgResearchZN2022ZNfilZNefknkf 5.3 0

84 TheNSptavdaa™cniNvcetyltransferaseNxomplexNSubunitNvdaeNIsNzssentialNforNxonidiaNandN
MicrosclerotiaNProductionNandNxontributesNtoNVirulencebbNFrontiersgingMicrobiologyZN2022ZNegZNmifile 5.7 0

83 VerticilliumNdahliaeNx–zMNproteinsNmanipulateNhostNimmunityNandNdifferentiallyNcontributeNtoN
virulencebbNBMCgBiologyZN2022ZNfdZNii 7.3 1

82 TheNbZipNTranscriptionN–actorNVdMRT–eNisNaNNegativeNRegulatorNofNMelaninNwiosynthesisNandN
VirulenceNinNVerticilliumNdahliaebbNMicrobiologygSpectrumZN2022ZNedfimefe 8.9 0

81 ™enomeNSequenceNyataNofNandNIdiomorphsNfrombNPhytopathologyZN2021ZNPHYTOdefeddefv 3.8 1

80 xytotoxicNfunctionNofNxylanaseNVdXynhNinNtheNplantNvascularNwiltNpathogenNVerticilliumNdahliaebN
PlantgPhysiologyZN2021ZNemlZNhdnahfn 6.6 2

79 yynamicsNofNVerticilliumNdahliaeNraceNeNpopulationNunderNmanagedNagriculturalNecosystemsbNBMCg
BiologyZN2021ZNenZNege 7.3

78 TranscriptomeNVariationsNinNinNResponseNtoNTwoNyifferentNInorganicNNitrogenNSourcesbNFrontiersging
MicrobiologyZN2021ZNefZNleflde 5.7 1

77 WelcomingNPhyto–rontiersâ�¢NintoNOurNvPSN–amilyNofNJournalsbNPhytoFrontiersZN2021ZNeZNfag

76 ™hMYwhNdownregulatesNligninNbiosynthesisNandNenhancesNcottonNresistanceNtoNVerticilliumNdahliaebN
PlantgCellgReportsZN2021ZNhdZNlgialie 5.1 6

75 vNSingleaNucleotideNMutationNinNaN™LUTvMvTzNRzxzPTORaLIKzN™eneNxonfersNResistanceNtoN
–usariumNWiltNinbNAdvancedgScienceZN2021ZNmZNfddflfg 13.6 8

74 wiologicalNxharacteristicsNofNandNStrainsbNInternationalgJournalgofgMoleculargSciencesZN2021ZNffZN 6.3 1

73 KeyNInsightsNandNResearchNProspectsNatNtheNyawnNofNtheNPopulationN™enomicsNzraNforbNAnnualg
ReviewgofgPhytopathologyZN2021ZNinZNgeaie 10.8 3

72 –unctionalN™enomicsNandNxomparativeNLineageaSpecificNRegionNvnalysesNRevealNNovelNInsightsNintoN
RaceNyivergenceNinNVerticilliumNdahliaebbNMicrobiologygSpectrumZN2021ZNnZNedeeemfe 8.9 0

71 HormoneNSignalingNandNItsNInterplayNWithNyevelopmentNandNyefenseNResponsesNinNaPlantN
InteractionsbNFrontiersgingPlantgScienceZN2020ZNeeZNimhnnl 6.2 12

70 –unctionalNanalysesNofNsmallNsecretedNcysteinearichNproteinsNidentifiedNcandidateNeffectorsNinN
VerticilliumNdahliaebNMoleculargPlantgPathologyZN2020ZNfeZNkklakmi 5.7 12

69 TheNRegulatesNyarkaInducedNSenescenceNandNPlaysNxontrastingNRolesNinNyefenseNvgainstNwacterialN
andN–ungalNPathogensbNMoleculargPlantwMicrobegInteractionsZN2020ZNggZNlihalkk 3.6 11
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68 TheNbZIPNtranscriptionNfactorNVdvtfeNregulatesNvirulenceNbyNmediatingNnitrogenNmetabolismNinN
VerticilliumNdahliaebNNewgPhytologistZN2020ZNffkZNehkeaehln 9.8 11

67 ™enomeNSequencesNofNyefoliatingNStrainNXJinfNandNNondefoliatingNStrainNXJieebNMolecularg
PlantwMicrobegInteractionsZN2020ZNggZNikiaikm 3.6 1

66 TranscriptionalNanalysesNofNdifferentialNcultivarsNduringNresistantNandNsusceptibleNinteractionsNwithN
PeronosporaNeffusaZNtheNcausalNagentNofNspinachNdownyNmildewbNScientificgReportsZN2020ZNedZNklen 4.9 8

65 MeasurementsNofNverialNSporeNLoadNbyNqPxRN–acilitatesNLettuceNyownyNMildewNRiskNvdvisementbN
PlantgDiseaseZN2020ZNedhZNmfang 1.5 10

64 ™enomeNSequenceNofNRaceNeNIsolateNVdLsbekN–romNLettucebNMoleculargPlantwMicrobegInteractionsZN
2020ZNggZNefkiaefkn 3.6 3

63
xonvergentNandNdistinctiveNfunctionsNofNtranscriptionNfactorsNVdYapeZNVdvtfeZNandNVdSknlNinNtheN
regulationNofNnitrosativeNstressNresistanceZNmicrosclerotiaNformationZNandNvirulenceNinNVerticilliumN
dahliaebNMoleculargPlantgPathologyZN2020ZNfeZNehieaehkk

5.7 5

62 yetachedNleafNinoculationNassayNforNevaluatingNresistanceNtoNtheNspinachNdownyNmildewNpathogenbN
EuropeangJournalgofgPlantgPathologyZN2020ZNeimZNieeaifd 2.1 4

61 SporangiosporeNViabilityNandNOosporeNProductionNinNtheNSpinachNyownyNMildewNPathogenZbNPlantg
DiseaseZN2020ZNedhZNfkghafkhe 1.5 3

60 InsightsNintoNVdxmreamediatedNprotectionNagainstNhighNtemperatureNstressNandNUVNirradiationNinN
VerticilliumNdahliaebNEnvironmentalgMicrobiologyZN2019ZNfeZNfnllafnnk 5.2 4

59 vrabidopsisNdefenseNmutantNndreaeNdisplaysNacceleratedNdevelopmentNandNearlyNfloweringN
mediatedNbyNtheNhormoneNgibberellicNacidbNPlantgScienceZN2019ZNfmiZNfddafeg 5.3 5

58 TheN™ossypiumNhirsutumNTIRaNwSaLRRNgeneN™hySxeNmediatesNresistanceNagainstNVerticilliumNwiltbN
MoleculargPlantgPathologyZN2019ZNfdZNmilamlk 5.7 20

57 TwoNVerticilliumNdahliaeNMvPKKKsZNVdSskfNandNVdSteeeZNHaveNyistinctNRolesNinNPathogenicityZN
MicrosclerotialN–ormationZNandNStressNvdaptationbNMSphereZN2019ZNhZN 5 11

56 ProteomeNandNmetabolomeNanalysesNrevealNdifferentialNresponsesNinNtomatoNaVerticilliumN
dahliaeainteractionsbNJournalgofgProteomicsZN2019ZNfdlZNedghhn 3.9 16

55 TheNVerticilliumNdahliaeNShoeaMvPKNpathwayNregulatesNmelaninNbiosynthesisNandNisNrequiredNforN
cottonNinfectionbNEnvironmentalgMicrobiologyZN2019ZNfeZNhmifahmlh 5.2 13

54 SpinachNyownyNMildewoNvdvancesNinNOurNUnderstandingNofNtheNyiseaseNxycleNandNProspectsNforN
yiseaseNManagementbNPlantgDiseaseZN2019ZNedgZNlneamdg 1.5 15

53 PopulationNgenomicsNdemystifiesNtheNdefoliationNphenotypeNinNtheNplantNpathogenNVerticilliumN
dahliaebNNewgPhytologistZN2019ZNfffZNedefaedfn 9.8 21

52 ™enomewideNTranscriptomeNProfilesNRevealNHowNLipopeptidesNInhibitNMicrosclerotiaN–ormationNinbN
MoleculargPlantwMicrobegInteractionsZN2019ZNgfZNkffakgh 3.6 9

51 yetectionNofNLatentNPeronosporaNeffusaNInfectionsNinNSpinachbNPlantgDiseaseZN2018ZNedfZNelkkaelle 1.5 6

(2018-2020)
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50 SNvRzazncodingN™enesNVdSecffNandNVdSsoeNMediateNProteinNSecretionNRequiredNforN–ullNVirulenceN
inNVerticilliumNdahliaebNMoleculargPlantwMicrobegInteractionsZN2018ZNgeZNkieakkh 3.6 12

49 xharacterizationNofNtwoNhomeodomainNtranscriptionNfactorsNwithNcriticalNbutNdistinctNrolesNinN
virulenceNinNtheNvascularNpathogenNVerticilliumNdahliaebNMoleculargPlantgPathologyZN2018ZNenZNnmkaeddh 5.7 20

48 HeterologousNzxpressionNofNtheNxottonNNwSaLRRN™eneNznhancesNVerticilliumNWiltNResistanceNinbN
FrontiersgingPlantgScienceZN2018ZNnZNeen 6.2 12

47
TranscriptionNfactorNVdxmreNisNrequiredNforNpigmentNproductionZNprotectionNfromNUVNirradiationZN
andNregulatesNexpressionNofNmelaninNbiosyntheticNgenesNinNVerticilliumNdahliaebNMicrobiologygrUnitedg
KingdomsZN2018ZNekhZNkmiaknk

2.9 26

46 TheNUstilagoNMaydisâ��MaizeNInteractionN2018ZNekkafde

45 xomparativeNgenomicsNofNdownyNmildewsNrevealsNpotentialNadaptationsNtoNbiotrophybNBMCg
GenomicsZN2018ZNenZNmie 4.5 21

44 ™enomeaWideNIdentificationNandN–unctionalNvnalysesNofNtheNxRKN™eneN–amilyNinNxottonNRevealsN
xonfersNVerticilliumNWiltNResistanceNinbNFrontiersgingPlantgScienceZN2018ZNnZNefkk 6.2 17

43 TheNTranscriptionN–actorNVdHapXNxontrolsNIronNHomeostasisNandNIsNxrucialNforNVirulenceNinNtheN
VascularNPathogenNVerticilliumNdahliaebNMSphereZN2018ZNgZN 5 16

42 SpatiotemporalNPatternsNinNtheNvirborneNyispersalNofNSpinachNyownyNMildewbNPhytopathologyZN2017
ZNedlZNidaim 3.8 5

41 TheNendochitinaseNVyzxHNfromNVerticilliumNdahliaeNinhibitsNsporeNgerminationNandNactivatesNplantN
defenseNresponsesbNPlantgScienceZN2017ZNfinZNefafg 5.3 18

40 vN–rameworkNforNOptimizingNPhytosanitaryNThresholdsNinNSeedNSystemsbNPhytopathologyZN2017ZNedlZNefenaeffm3.8 9

39 VaygeNisNrequiredNforNmicrosclerotiumNformationNandNmelaninNproductionNinNVerticilliumNdahliaebN
FungalgGeneticsgandgBiologyZN2017ZNnmZNeaee 3.9 25

38 yetectionNandNQuantificationNofNwremiaNlactucaeNbyNSporeNTrappingNandNQuantitativeNPxRbN
PhytopathologyZN2016ZNedkZNehfkaehgl 3.8 26

37 yiseaseNManagementNinNtheN™enomicsNzraaSummariesNofN–ocusNIssueNPapersbNPhytopathologyZN2016ZN
edkZNedkmaedld 3.8 9

36 TheNmitogenaactivatedNproteinNkinaseNgeneZNVdHogeZNregulatesNosmoticNstressNresponseZN
microsclerotiaNformationNandNvirulenceNinNVerticilliumNdahliaebNFungalgGeneticsgandgBiologyZN2016ZNmmZNegafg3.9 41

35 PlasmolysisNandNVitalNStainingNRevealNViableNOosporesNofNPeronosporaNeffusaNinNSpinachNSeedNLotsbN
PlantgDiseaseZN2016ZNeddZNinaki 1.5 14

34 SeasonaLongNyynamicsNofNSpinachNyownyNMildewNyeterminedNbyNSporeNTrappingNandNyiseaseN
IncidencebNPhytopathologyZN2016ZNedkZNegeeaegem 3.8 13

33 ™enomicsNspursNrapidNadvancesNinNourNunderstandingNofNtheNbiologyNofNvascularNwiltNpathogensNinN
theNgenusNVerticilliumbNAnnualgReviewgofgPhytopathologyZN2015ZNigZNemeanm 10.8 65
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32
MultialocusNtreeNandNspeciesNtreeNapproachesNtowardNresolvingNaNcomplexNcladeNofNdownyNmildewsN
VStraminipilaZNOomycotaWZNincludingNpathogensNofNbeetNandNspinachbNMoleculargPhylogeneticsgandg
EvolutionZN2015ZNmkZNfhagh

4.1 41

31 –requencyNofNVerticilliumNSpeciesNinNxommercialNSpinachN–ieldsNandNTransmissionNofNVbNdahliaeNfromN
SpinachNtoNSubsequentNLettuceNxropsbNPhytopathologyZN2015ZNediZNmdand 3.8 18

30 –ocusNIssueNvrticlesNonNzmergingNandNReazmergingNPlantNyiseasesbNPhytopathologyZN2015ZNediZNmifamih 3.8 10

29 VdxYxmZNzncodingNxYxmN™lucoseNRepressionNMediatorNProteinZNIsNRequiredNforNMicrosclerotiaN
–ormationNandN–ullNVirulenceNinNVerticilliumNdahliaebNPLoSgONEZN2015ZNedZNedehhdfd 3.7 9

28 xharacterizationNofNSpinachN™ermplasmNforNResistanceNvgainstNTwoNRacesNofNVerticilliumNdahliaebN
Hortscience:gAgPublicationgofgthegAmericangSocietygforgHortculturalgScienceZN2015ZNidZNekgeaekgi 2.4 2

27
yeepNmRNvNsequencingNrevealsNstageaspecificNtranscriptomeNalterationsNduringNmicrosclerotiaN
developmentNinNtheNsmokeNtreeNvascularNwiltNpathogenZNVerticilliumNdahliaebNBMCgGenomicsZN2014ZN
eiZNgfh

4.5 46

26 xouplingNSporeNTrapsNandNQuantitativeNPxRNvssaysNforNyetectionNofNtheNyownyNMildewNPathogensN
ofNSpinachNVPeronosporaNeffusaWNandNweetNVPbNschachtiiWbNPhytopathologyZN2014ZNedhZNeghnain 3.8 42

25 RNvaseqNanalysesNofNgeneNexpressionNinNtheNmicrosclerotiaNofNVerticilliumNdahliaebNBMCgGenomicsZN
2013ZNehZNkdl 4.5 55

24 xolonizationNofNspinachNbyNVerticilliumNdahliaeNandNeffectsNofNpathogenNlocalizationNonNtheNefficacyN
ofNseedNtreatmentsbNPhytopathologyZN2013ZNedgZNfkmamd 3.8 23

23 vNrealatimeNPxRNassayNforNdetectionNandNquantificationNofNVerticilliumNdahliaeNinNspinachNseedbN
PhytopathologyZN2012ZNedfZNhhgaie 3.8 40

22 TransposableNelementsNinNphytopathogenicNVerticilliumNsppboNinsightsNintoNgenomeNevolutionNandN
interaNandNintraaspecificNdiversificationbNBMCgGenomicsZN2012ZNegZNgeh 4.5 51

21 RealatimeNPxRNforNtheNquantificationNofNfungiNinNplantabNMethodsgingMoleculargBiologyZN2012ZNmgiZNefeagf 1.4 10

20
OneNstepNconstructionNofNvgrobacteriumaRecombinationareadyaplasmidsNVOSxvRWZNanNefficientNandN
robustNtoolNforNvTMTNbasedNgeneNdeletionNconstructionNinNfungibNFungalgGeneticsgandgBiologyZN2011ZN
hmZNkllamh

3.9 67

19 SSHNrevealsNaNlinkageNbetweenNaNsenescenceaassociatedNproteaseNandNVerticilliumNwiltNsymptomN
developmentNinNlettuceNVLactucaNsativaWbNPhysiologicalgandgMoleculargPlantgPathologyZN2011ZNlkZNhmaim 2.6 15

18
IdentificationNofNpathogenicityarelatedNgenesNinNtheNvascularNwiltNfungusNVerticilliumNdahliaeNbyN
vgrobacteriumNtumefaciensamediatedNTayNvNinsertionalNmutagenesisbNMoleculargBiotechnologyZN
2011ZNhnZNfdnafe

3 52

17 xomparativeNgenomicsNyieldsNinsightsNintoNnicheNadaptationNofNplantNvascularNwiltNpathogensbNPLoSg
PathogensZN2011ZNlZNeeddfegl 7.6 335

16 vnalysisNofNVerticilliumNdahliaeNSuggestsNaNLackNofNxorrelationNwetweenN™enotypicNyiversityNandN
VirulenceNPhenotypesbNPlantgDiseaseZN2011ZNniZNeffhaefgf 1.5 15

15
SelectionNforNResistanceNtoNVerticilliumNWiltNxausedNbyNRaceNfNIsolatesNofNVerticilliumNdahliaeNinN
vccessionsNofNLettuceNVLactucaNsativaNLbWbNHortscience:gAgPublicationgofgthegAmericangSocietygforg
HortculturalgScienceZN2011ZNhkZNfdeafdk

2.4 12

(2011-2015)
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14
IcebergNLettuceNwreedingNLinesNwithNResistanceNtoNVerticilliumNWiltNxausedNbyNRaceNeNIsolatesNofN
VerticilliumNdahliaebNHortscience:gAgPublicationgofgthegAmericangSocietygforgHortculturalgScienceZN2011ZN
hkZNideaidh

2.4 11

13 PopulationNanalysesNofNtheNvascularNplantNpathogenNVerticilliumNdahliaeNdetectNrecombinationNandN
transcontinentalNgeneNflowbNFungalgGeneticsgandgBiologyZN2010ZNhlZNhekaff 3.9 76

12 MolecularNvariationNamongNisolatesNofNVerticilliumNdahliaeNandNpolymeraseNchainNreactionabasedN
differentiationNofNracesbNPhytopathologyZN2010ZNeddZNefffagd 3.8 39

11 yiversityZNpathogenicityZNandNmanagementNofNverticilliumNspeciesbNAnnualgReviewgofgPhytopathologyZN
2009ZNhlZNgnakf 10.8 428

10 PermanentN™eneticNResourcesNaddedNtoNMolecularNzcologyNResourcesNyatabaseNeNMayNfddnageNJulyN
fddnbNMoleculargEcologygResourcesZN2009ZNnZNehkdak 8.4 122

9 vNSoillessNVerticilliumNWiltNvssayNUsingNanNzarlyN–loweringNLettuceNLinebNPlantgDiseaseZN2009ZNngZNkneaknm 1.5 10

8
UbcfZNanNorthologNofNtheNyeastNSteidpNadaptorZNpossessesNaNbasidiomyceteaspecificNcarboxyN
terminalNextensionNessentialNforNpathogenicityNindependentNofNpheromoneNresponsebNMolecularg
PlantwMicrobegInteractionsZN2008ZNfeZNeedafe

3.6 22

7 ™eneticsNofNmorphogenesisNandNpathogenicNdevelopmentNofNUstilagoNmaydisbNAdvancesgingGeneticsZN
2007ZNilZNeahl 3.3 49

6 InsightsNfromNtheNgenomeNofNtheNbiotrophicNfungalNplantNpathogenNUstilagoNmaydisbNNatureZN2006ZN
hhhZNnlaede 50.4 867

5 ™eneticsNofNMorphogenesisNinNwasidiomycetesbNAppliedgMycologygandgBiotechnologyZN2005ZNgigahff 4

4 vnalysisNofNpeaNHM™aIcYNexpressionNsuggestsNaNroleNinNdefenceNgeneNregulationbNMoleculargPlantg
PathologyZN2003ZNhZNfhnaim 5.7 17

3 PlantNHM™NproteinsNbearingNtheNvTahookNmotifbNPlantgScienceZN2002ZNekfZNmiiamkk 5.3 28

2 xharacterizationNofNaNfdNkyaNyNaseNelicitorNfromN–usariumNsolaniNfbNspbNphaseoliNandNitsNexpressionN
atNtheNonsetNofNinducedNresistanceNinNPisumNsativumbNMoleculargPlantgPathologyZN2001ZNfZNehlaim 5.7 24

1 vNcomparisonNofNtheNeffectsNofNyNvadamagingNagentsNandNbioticNelicitorsNonNtheNinductionNofNplantN
defenseNgenesZNnuclearNdistortionZNandNcellNdeathbNPlantgPhysiologyZN2001ZNefiZNlifakf 6.6 42
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